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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( XMJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12396 


42764 


A 


12471 


3771 


4703 


SFQFFCSVFSPSLWFYLLLVFDD 

GDVQMRFRCGCPFCLLVFLLTD 

RTLSCRSVGIPCRVRCQCA\LLG 

GASQLGCSGVKGSRDPLEEAV 

CPFS\DL\QLRAGGNTALFKAVR 

QGHLSLQRLLLSFWCLCPAPRG 

GAYRGGQASLSCGGLHPV*AS\ 

RLLCLPKQ A W AM AG A PPP ASL 

L\PCI\L1SDCCASNQRDSVGVGP 

S/ERPGVGYSLVVRRFLSRSEKR 

NIRG GWTRFSRC RPSPLSLTRK 

GNSLTPCASQSEGNAIGPAFGF 

AHG A R TH WALRPTV WHSLCE 

MNPVPQMEMQKSPVFCVAHA 

GGCRPEL 


12397 


42765 


A 


12472 


1 


1038 




12398 


42766 


A 


12473 


27 


428 


LADRSAIPGFAIFAVTFLLALVG 
AVLYLYPWTLLKPC*SHY*GIN 
LVVAV*VKTT*GKNCMKMV*L 
1L*RVTLPSS*RFGLRLEKAF*M 
GHL1KT*LGKNNMKMPSCNWS 
LF*GTS*KNEKEGTSVN1FSLTP 


12399 


42767 


A 


12474 


107 


362 


NKPCEEFYFLAAL1YLLYHGRK 
KADTK 1 PP* 1SRFFLILYPSHELTI 
FIVIHIMCDLGCTWAICFLTTSE 
EVQKKLYEEINQVFG 


12400 


42768 


A 


12475 


193 


637 


TSSEVVKKQ1AQVHNFAVIMQL 
ARENIILSS/EDLLV1KVPLY*GV 
NENMLTEVPSFSFFYDVP*NRL 
QLHEG1F1LFFPSHVFIK*PI*KAF 
SNLRPNCAMILLEANDFLIIFKC 
TTHYHLCNRLHSKTKHMLAEG 
HVLGLWVGEPFI 


124Q1 


42769 




12476 


1 


1930 




12402 


42770 


A 


12477 




362 




12403 


42771 


A 


12478 


58 


160 


GVSLQSTSEEGRGMRQE*TERE 
IKVTCRSHYRLA 


12404 


42772 


— 


12479 




410 




12405 


42773 


A 


12480 


1 


807 




12406 


42774 


A 


12481 


154 


375 












2 


512 




12408 


42776 


Q 


12483 


29 


455 




124Q9 


42777 




12484 


209 


433 




]2410 


42778 




12485 


1 


1546 








— 






931 




]2412 


42780 


— 


12487 


1 


363 




12413 


42781 


A 


12488 


1 


351 




12414 


42782 


B 


12489 


82 


263 




12415 


42783 


A 


12490 


1 


1878 




12416 


42784 


A 


12491 


24 


242 




12417 


42785 


A 


12492 


1 


3558 





1600 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12418 


42786 


A 


12493 


2 


478 


HNSLKSDENKENSFSADHVTTA 
VEKSKESQVTADDLEEEKAKA 
ELIMDDDRTVDPLLSKSQSILIS 
TS ATA SSKKT1EDRN I KNKKSTN 
NRASSASARLMTSEFLKKSSSK 
RRTPSTTTSSHYLGTLK.VLDQK 
PFTETEA*EPDRADNIRGSCLFR 


12419 


42787 


A 


12494 




1047 




12420 


42788 


A 


12495 


1 


1055 




12421 


42789 


A 


12496 


212 


611 




12422 


42790 


A 


12497 


2 


195 


YVMGRNDGGYLMIDSKTAE1K 
FVKNMNRDSTFIVNKTITAEVL 
AIDVRYSGKNCLLISWSYICG 


12423 


42791 


A 


12498 


1 


429 




12424 


42792 


A 


12499 


1 


503 




12425 


42793 


A 


12500 




825 


GTTKWQT VRRQK RE WI KF AAA 
CREGEDNSKRNPI AK* SDLQNS 
LLPALY*KH\IRSDCESNQKITY 
RISGVG1DRPPYGVFT1NPRTGEI 
NITSVVDREITPLFLIYCRALNS 
RGEDLERPLELRVKVMDINDN 
APVFSQSVYTASIEENSDANTL 
VVKLCATDADEENHLNSKIAY 
KIVSQEPSGAPMFILNRYTGEV 
CTMSSFLDREQHSMYNLVYRG 
SDRDGAADGLSSECDCRIKVLD 
VNDNFPT/FRENFKQNSSRFSNS 
LLSSFDQWRKL 


12426 


42794 


A 


12501 


986 


4030 


KQRLTWTFSPGKSETMMGLFP 

RTTGALA1FVVVILVHGELR1ET 

KGQYDEEEMTMQQAKRRQKR 

EWVKFAKPCREGEDNSKRNPIA 

KITSDYQATQKITYRISGVGIDQ 

PPFGIFVVDKNTGDIN1TAIVDR 

EETPSFLITCRALNAQGLDVEKP 

LILTVKILDINDNPPVFSQQIFM 

GEIEENSASNSLVMILNATDAD 

EPNHLNSKIAFKIVSQEPAGTPM 

FLLSRNTGEVRTLTNSLDRJEQA 

SSYRLVVSGA 


12427 


42795 


B 


12502 


1 


3572 




12428 


42796 


A 


12503 


1 


594 




12429 


42797 


A 


12504 


1 


512 




12430 


42798 


B 


12505 


ZOO 


532 




12431 


42799 


A 


12506 


2 


735 




12432 


42800 


A 


2507 


5 


too 





1601 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12433 


42801 


A 


12508 


2 


1260 


GQAASPASPASPASPAMAWAA 
LLGLLVALLLLLLLSRRRTRRP 
GEPPLDLGSIPWLGYALDFGKD 
A A SFLTRMKEKHGDIFTIL VGG 
RYVTVLLDPHSYDAVVWEPRT 
RLDFHAYA1FLMERIFDVQLPH 
YSPSDEKARMKLTLLHRELQAL 
TEAMYTNLHAVLLGDATEAGS 
GWHEMGLLDF/CLQLPAQSRLP 
DSLRN * G A ATHP* KPGPGPRPL S 
*CLPHLSPARPAAPQTGPWLPV 
SGGQGPHVQCQKSPVEAAIPSQ 
AG Q AG PPEQM AGELPA APGGD 
GCVRGDAGTGPGAAAVGHTGE 
YGSRCLLAPALPSQES* SPGCCP 
RRAREYPLASGAACLADDHSPT 
EGSRQHTC/DLIAC*VRASGLQL 
PPSSPARIAGGPGHAHGRRERIQ 
PATW* PPPPLPLPEPPERPRNLH 
RPRG1 


12434 


42802 


A 


12509 


3 


466 




12435 


42803 


A 


12510 


1 


1134 




12436 


42804 


A 


12511 


2 


121 1 




12437 


42805 


A 


12512 


2 


405 


HEMLLASEIKHLPRRLLIGQERE 
TQTSELKIK.RRGNEEAPS/PPPSS 
A YERGTKRPDDRY DTPTSKKK. 
VRJKDRNKLSTEERRKLFEQEV 
AQREAQKQQQQMQNLGMTSP 
LPYDSLGYNAPHHPFAGYPPGY 
PMQA 


12438 


42806 


A 


12513 


191 


898 




12439 


42807 


A 


12514 


1 


270 




12440 


42808 


A 


12515 


2 


1328 




12441 


42809 


A 


12516 


1 


2868 




12442 


42810 


A 


12517 


1 


1254 




12443 


42811 


A 


12518 


1 


576 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


12444 


42812 


A 


12519 


1919 


3044 


HQGPSTPPSWAMSGPPTPLSRE 
DWHQGPSTPPSWAMSEPPT/SSI 
QGLASGAVHTILLGDVRATYTS 
IQGVTSGVSQVSRAAQMAVPSS 
RI LQLSKPKAPATLLE\EWDPVP 
KPKPHVSDHNRLLHLAKVPRK 
EGSGKKVGAFPEIKGPEAFRDK 
ARAMESQSNDMPFDELLALYG 
YEASDPISDRESEGGDVDPNLP 
DMTLDKEQIAKDLLSGEEEEET 
QSSADDLTPSVTSHEASDLFPN 
RSGCLLAGEAESSRGLLPRAQP 
VPRG A GL ADN SRG A LLRAHGT 
VRVGTTATVKPADAPPESPRDR 
RSRNDSHRPTGPSESERQPQSN 
QPTLLLRGHGTIRVRTTATVKP 
ADAPAESPRDRRSRNDSHGQSS 




42813 


— — 


12521 


413 

— 


1412 






42814 


— 


T2521 




412 


NHLSVAGNGSSPCGL*AGALGL 
LLWLLASSGHRVLSGMI 


[2447 


42815 


— 


72522 





W\ 






— — — 





— — 





277 




|?449 


42817 


— 


7252~4 





739 




12450 


42818 


A 


12525 


1 


326 




12451 


42819 


A 


12526 


3 


566 


















12453 


42821 


A 


12528 


1 


1167 




12454 


42822 


A 


12529 


260 


395 


EVATATPTLSNHYPDQSAAIN/D 
QG*PLHQQKDHlLQKAQIvrNISI 
F 


12455 


42823 


A 


12530 


209 


958 


FRCVLISFWSHKLHLWYHEGRI 
VPSDR1VPPHG1VSSHGVALPQR 
ILMRQFTLLEGLNKDGRFL1QLS 
GTAPWSSYFNSVAKFGVIHRIH 
SFFLSHNGHKAVAPLDLLSNVG 
GSCLCGDASSFVTTPSRITMTSK 
SWLARSVAEMSYR/WTALVNH 
VADDQRGHQKNVIALDWVINR 
NVQLVNRNHLPFRCSCFLDHLD 
AHRGTNDHAFPQVTHSEHEAQ 
LA ISDGNHSMAAENQSFCPS VS 
LSCFHENAA 


12456 


42824 


A 


12531 


1 


1965 




12457 


42825 


C 


12532 


520 


684 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12458 


42826 


A 


12533 


701 


1307 


GRHLTTNHTAAVVVFPFRPLCS 
SFFRYSGFRGVAGATASGRGQG 
PAG * DNCQR A WRG A FY K.FQAT 
LSAGAGTRAEEGSDGDGEAAE 
PGAGTAREPARLRGYRSRRFVL 
DGRRCCLCYFKN PHDPLPLGHL 
DI AEACFS YQRA DEA AEQPAHF 
QVRSAGAATVLEVGTRALRGV 
HLLRAHRG1WAQAWSPVSFLQ 
AVLPAWLL 




42827 


— 


12531 




1356 




1246Q 


42828 


— 


12531 




1449" 




72461 — 


42829 


— — 


T253~6 




2449" 




12462 


42830 


— — 


12537 




3327 




T2463 — 


42831 


— — 


12538 




7359 




12464 


42832 


A 


12539 




672 




12465 


42833 


A 


12540 




1281 




12466 


42834 


A 


12541 




399 




12467 


42835 


A 


12542 




399 




12468 


42836 


A 


12543 


171 


426 

— 


PVSCATGEEEDNVLFPKGDDLP 
R**PGKLWCEFHASS1SQALGQ 
HPRRSVLDTDQSH VPL VRRKTT 
CFSQRAMISPDDDPSQEAGALS 
RNNLLAPYSALTFMENGNCLL 
QLFQLGKLLVQASHLHGQLLV 
FVQKIIISM 




42837 


— 


— — 









]2470 


42838 


— 


T2545 


- 


— 


LFHPCQDSQQHH*CVCCRLTGH 
GAA*VHGPCQAVQTYRASH 


12471 


42839 


C 


12546 


532 


1101 




12472 


42840 


A 


12547 


197 


355 




12473 


42841 


A 


12548 


1 


1275 




12474 


42842 


A 


12549 


3 


131 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12475 


42843 


A 


12550 

— — 


1746 




3504 

— 


ESDPSNSTTSMDRTLL/MSSIVP 
RLPSACRILPTGFTIPE*SCVHRT 
ASLIPPLPPGSRKYSPPLPLNSLI 
FLKN/SAYTAVPALQTDWATSP 
ISLHLRTSFNSPHLYPPEELIYFL 
DRSSKTSPDISHQQAAALLRTY 
LKNL SP YIN STPPIFGPLTTQTT1 
PVAAPLCISWQRPTGIPLGNLSP 
SRCSFTLHLRSPTTNINETIGAF 
QLHITDKPSINTDKLKNISSNYC 
LGRHLPCISLHPWLSSPCSSDSP 
PRPSSCLL1PSPENNSERLLVDT 
RRFL1HHENRTFPSTQLPHQSPL 
QPLTAAALAGSLGVWVQDTPF 
STPSHLFTLHLQFCLAQGLFFLC 
GSSTYMCLPANWTGTCTLVFL 
TPKIQFANGTEELPVPLMTPTQ 
QKRVIPL1PLMVGLGLSASTVA 
LGTGIAGISTSVMTFRSLSNDFS 
ASITDISQTLSVLQAQVDSLAA 
VVLQGQLRGLDLLTAEKGGLCI 
FLNEECCFYLNQSGLVYDNIKK. 
LKDRAQKLANQASNYAESPWA 

T CM W\4C"\l/"\/T DTVCDT TDIfl t T T 

FriPfiFRi \/t:npioMi?Tr> a itxiuq 
rOrClrrvLVol^rl^lNrvlv^AJ J INrio 

IRQMFLLTSPQYHPLPQDLPSA 










T21M 










~5i4l 









882 






— — 




— — - 


— 


409 










— 


— — 





— — 

— 






42848 




12555 


— 






12481 


42849 


A 


12556 


] 


1083 




12482 


42850 


B 


12557 


1 


1122 




12483 


42851 


A 


12558 


97 


439 




12484 


42852 


A 


12559 


1 


450 




12485 


42853 


A 


12560 


1 


471 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


12486 


42854 


A 


12561 


2 


1407 


WGKNRAEKLETLKSRVPLLLQ 

RTNAVPHQQWNKAGRRMTLTS* 

EKKASDD/PNYSKLQEEIQTKG 

KEVKHFEKNLDECITR1TNREK 

CLKELMELKAKARELREECRSL 

RSQCDQLEERVSVMEE1QTTIRE 

YYKHLYENKLQNLEEMDKFLD 

TYTLRRLNQEEVESLNRPITGSE 

IVAIINSLPTKKSPGPDGFTAKF 

YQRYK.EELIPFLLK.LFQSIEKEGI 

LPNSFYEASIILIPKQGRDTTKK 

ENFRPIFLMNINAKILNKILANRI 

QQHIKKLI HHDQVGFIPGMQG 

WFNICKSRNVIHHINRTKDKNH 

M 11 SIDAEKAFDKIQQPFMLKTL 

NKLGIDETYLK.I1RAIYDKPTAN 

I1LNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARAIRQEKEIK. 

GIQLGKEEVKLSLFADDM1VYL 

ENPIVSAQNLFELISNFSKVSGY 

KINVQ1SQAFLYTNYRQSAKS 




42855 


— 


12562 




846 




12488 


42856 


A 


12563 




1281 




12489 


42857 


B 


12564 




274 




12490 


42858 


B 


12565 




2265 




12491 


42859 


A 


12566 




2742 




12492 


42860 


A 


12567 




1272 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 


12493 


42861 


A 


12568 


222 


2130 


RKKNKKK*TKPPRNMGLREKT 

KSMSDWCT*K*RGEWNQV/AK 

TLCRILSRRT/YPNLARQADIQIQ 

EIQRTPQRYSSRRATPKHIIVRF 

TKVEMKEKMLRAAREKGRVT 

HKGKPIRLTADLSAETLQARRE 

WGQIFNILKEKNFQPRISYPAKL 

SFISEGEIKPFTDKQMLRDFVTT 

RPALKELLKEVLNMERNNRKK 

LNRPITGSEIVAIINSLPTKKSPG 

PDGFTAEFYQRYKEELVPFLLK 

LFQSKEKEGIIIPNSFDEASIILIP 

KAGRDTTTK.DNFRPISLMNIDA 

KILNK1LANQ1QQHIKKLIHHDQ 

VGFIPGMQGWFNICQSINV1QHI 

NRTK.DKNH VI I SIDAEKAFDKIQ 

QRFMLKTLNKLGIDRMYLKIIR 

AIYDKPTANIILNGQKLEAFPLK 

MGTRQGCPLSPLLFN1VLEVLA 

RAIRQEKE1KH1QLGKKEVILSL 

FADDMIVYLENSIVSAQNLLKLI 

SNFSKVSGYK1NVQKSHAFLHT 

NNRQTESQIMSELPFTIASKR1K 

YLGIQLTKDVKDLFKENYKPLL 

NE1K.EDTKKWKHIPCSWVGRIN 

IVKMAILPKVIYRFNAIPIKLPM 

TFFTELEKT TLKF1WNQKRA H T 

AKS1LSQKNKAGGITLPDFQLY 

CKATVTKTAWY 


12494 


42862 


— 


I256S> 




474 




12495 


42863 


A 


12570 




1197 




12496 


42864 


A 


12571 




1518 




12497 


42865 


A 


12572 




3189 




12498 


42866 


A 


12573 




2199 




12499 


42867 


A 


12574 


3 


2820 


EN KDTTYQNL\WDAFKAVCRG 
KFI A LN AHKRKQERSKIDTLTS 
QLKELEKQEQTHSKASRRQEIT 
KIRAELKEIETQKSLQK1NESRS 
WFFERINNIDRPLARLIKKKREK 
NQ1DT1KNDKGDITTDPTE1QTTI 
REYYKHLYANKLKNLEEMDKF 
LDTYTLPRLNQEEVESLNRPITG 
SEIVTIINSLPTKKSPGPDGFTAE 
FYQRYKEELVPFLLKLFQSIEKE 
GILPNSFYEASIIL1PKPGRDTTK 
KENFR 


12500 


42868 


B 


12575 


1 


1593 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12501 


42869 


A 


12576 


1 


3549 


MGDFNTPLSTLDRSRRQKVNK 
DTQELNSALHQVDLIDIYRTLH 
HKSTEYTFFSAPHHTYSKIDH1V 
GSKALLSKCKRTE1ITNYLSDHS 
AIKLELR1KNLTQNRSTTWKLN 
NLLLNDYWIHNKMKAEIKMFF 
ETNKNKDTTYQNLWDAFKAV 
CRGKFIALNAHKRKQERSK.IDT 
LTSQLKELE KQEQTH S KA S RRQ 
EVTK.1RAELKEIETQKTLQKINE 
SRSWFFERJNKIDRMLARLIKK 
KREKNQIDTIKNDK 


12502 


42870 


A 


12577 


1 


2724 




12503 


42871 


A 


12578 


1 


3567 




12504 


42872 


B 


12579 


709 


2064 




12505 


42873 


A 


12580 


1 


3370 




12506 


42874 


A 


12581 


1 


2024 


MGFYHVGQAGTELLTSNDPLT 

SASQSARJTGKALQKPTEVPVP 

YEKMLQDQSALIVQGLPEGVA 

FKHPENYDLATLKWILENTAGI 

SFirNSATIEPPAAQPMSFTHMG 

HSLCVLVVETHAKPVAVQSSSF 

TRNPEVISLEVAAVTVKEESED 

PDYDY1TFKDLPGIAYETKAYV 

LWPQLSKICSKNGDKNKAYRG 

QQCRLRQQNPLAALTGKISVSV 

YVSHPSLRSVS1GWTRQVARQT 

MQKDRDGPLKNEGEKNCAGSE 

KNTLTSQLKELEKQEQTHSKAS 

RRQE1TK1RA ELKE1ETQKTVEK 

1NESRSWFFERINK.IDRPLARLIK 

KKREKNQVDAIKNDKGDITTDP 

TEIQTT1REYYKHLYANKLENV 

EEMDKFLDTYTLPRLNQEEVES 

LNRPITGSEIVAIINSLPTKKSPG 

PDGFTAEFYQRYKEELVPFLLK 

LFQS1EKEGILPNSFYEASIILIAK 

PGRDTTKKENFRPISLMNIDAKI 

LNKILAKRIQQHIKKLIHHDQV 

GFIPGMQGWFNIRKSINVIQHIN 

RAKDKKHMIISIDAEKAFDKIQ 

QPFMLKSLNKL/D1GKNYFKVH 

MGPKKSPCRQVNPKPKEQSWR 

HHST*LQTILQGYSNQNSMVLV 

PKQRYRSMEQNTALRNNATYL 

QLSDL*QT*EKQAMGKGFPI** 


12507 


42875 


A 


12582 


722 


4214 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12508 


42876 


A 


12583 


228 


1152 


KNRDYNKLSLRPQCNQTRTQN 
*ESHSKPLNYMETEQPAPE*LL 
DT*R\MKAEIKMFFETNENKDT 
TYQNLWDAFKATASKTNKEKE 
KNQIDTIKNDKGDITTDPTEIQT 
TIREYYKHLYANKLENLEEMD 
KFLDTYTLPRLNQEE VESLN RPI 
TG AEI VAIINSLPTKKSPGPDG F 
TAEFYQRYKEEL1GWLRESVSK 
ICLKFDHQVQV1TGRL11RFQIAF 
GTVVLCQLTRHIDVFVGKRLA 
NARFAPSLGGAPDLFTLKPCFV 
AVETQGDLPQATTVVDIDGCL 
GKPANVQVALDLDVKGFQQW 


12509 


42877 


A 


12584 


1 


2028 




12510 


42878 


A 


12585 


2 


2264 




12511 


42879 


A 


12586 


1 


2130 




12512 


42880 


A 


12587 


1 


2900 


MENDFDELREEGFRQSNYSELR 
EDIQTKGKEVENFEKNLEECITR 
1TNTEKCLKELMELKTKAQELR 
EEWRSLRSRCDQLEERVSAME 
DEMNEM KG EGKFREKRI KRNE 
QSLQEIWDYVKRPNLCLIGVPE 
RDGQNGTKLENTLQDVIQENFP 
NLARQANVQIQEIQRTPQRYSS 
RRATPRHIIVRFTKVEMKEKML 
RAAREKE1QTTISEYYKHLYTN 
KLEN LEEMDKFLDT YTLPTLN Q 
EEVESLNRPITGAE 


12513 


42881 


A 


12588 


1 


2745 




12514 


42882 


B 


12589 


1 


3288 




12515 


42883 


A 


12590 


1090 


2526 




12516 


42884 


A 


12591 




3242 




12517 


42885 


A 


12592 


3862 


8976 


RAKSPANIIMTGSNSHITILTLN 
VNG LNSPIKRHRLAS WIKSQDP 
SVCCIQETHLMCRDTHRLKIKG 
WRKIYQANGKQKKAGVAILVS 
DKTDFKPTK1KRDKEGHYMMV 
KGSIQQEELTILNMYAPNTGAP 
RFIKQVLSDLQRDLDSHTLIMG 
DFNTPLSTLDRSTRQKVNKDTQ 
ELNSALHQADLIDIYRTLHPKST 
E YTFFS APH H S YSKIDHI LG SE A 
LLSKCKRTEIITNYLSDHSAIKL 
ELRIKNLTQSR 


12518 


42886 


A 


12593 


1 


1000 





1609 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12519 


42887 


A 


12594 


1 


979 


MNNAKENFLGRFQDGRIGTAP 
VYSPQHQRRRRRVISALPTEPPL 
V I PRQTG FG VDLQQTPTDLQLR 
VLTVRRKTTKQEGHSTKTPSVR 
YHHQRPKEDKTTKMGRNQSRK 
AENSKNESASSPPKECSSSPATE 
QSWMENDFDKYTEVGFRQLVI 
TNFSELKEDVQTHHKEAKNLE 
KRLDEWLTR1NSIENTLIDLMEL 
KTMARELRDSCTSFSRQFDQVE 
ERVSVIEDQMNEMKREEKFRE 
KKMLEVLPRAIRQEKEIKGIQL 
GKEEVKLSLFADNMTVYLENPI 
1S\PKISLS**ATSAKSQDIKSMC 
KNHKHSYTPITDKQRAKS 


12520 


42888 


A 


12595 


1140 


2210 


KPWHKNFVTHAQASIADLIKW 

KKGYQ*LKIKLMK*SKKTRNTN 

YHQNTINISMQIN*KI*KKWRNS 

WTHTLSQY*TRKKLNL*IDQ*Q 

ALKL/QAIIYSLPTKNVQGQMD 

SQSNTTRVWGILARAIRQEKEI 

KDIQLENEEVKLSLFADDMTVY 

LENSIVSAQNLLKLR1KYLGIQL 

TTDVKDLFKENYKPLLNKIKED 

TNKWKNIPCSW1RG1N1MKMAI 

LPKLIYRFNAIPIKLPMTFFTELE 

KATLKFIWNQKRAHIAKT1LSK 

KN KAGGIMLPDFKLYYKATAT 

KAAWYWYQNRDIDKKLTQIYK 

KKTNNPIKKWAKDMNRHLSKE 

DIYGANRHMKKCSSSLVIREKQ 

IKTTMR 


12521 


42889 


A 


12596 


520 


697 


GLCSVPLLCISVLVPVPCCFGYC 
SLVV*FEVR*SDASSFVLLA*DF 
LGNAVSFLVPYEL 


12522 


42890 


A 


12597 


1 


1410 




12523 


42891 


A 


12598 


1 


1461 




12524 


42892 


A 


12599 


77 


457 


QALKLRQ*LIAYQPKRVQDQM 
DSQTNSARGTKRSWYHSF*NYS 
N/PTEKEGILLNSFYEAGIILIPKP 
GRDTTKKENFRPISLMSINAKIL 
NKILANRILQHIKKLIMTIKSASS 
LGCKAGSTYANQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


12525 


42893 


A 


12600 




919 


MGDFNTPLSTLDRSTRQKVNK 
D1QELNSALHQADLID1YRTLHP 
KSTEYTFFSAPHHTYSKIDHILG 
SKALLSKCKRTEI1TNCLSDHSA 
IKLELRIKKLTQNCSTTWKLNN 
MLLND Y WEHNKM KA E I KMFF 
ETNKNKDTTYQNLWDTLKAVC 
RG KFKALN AH K.RKKERSQ I DTL 
TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKETETQKTLQRLMN 
PGAVLEVLARAIRQEKEIKGIQL 
GKEEVKLSLFADDMIVYLENP\ 
MSQPKISLS**ATSAKSQD1KSIY 
KNHQHSYTP1RDKQRAKS 


12526 


42894 


A 


12601 


1 


1264 


MDKFLDTYTLPRLNQEEVESLN 

RPITGSEIEAirNSLPTQKSSGPD 

GFTAEFYQRYKEELVPFLLKLF 

QS1EKEG1LPNSFYEAS1ILIPKPG 

RYTH KKNNFRPISLMN IDAKIL 

NKJLANRJQQHIKKLIHQDQVGI 

IPGMQSWFNIHKSINVIQH1NRT 

KDKNHM 1 1 S1DAEKAFDKIQQPF 

MLKTLNKLENK1PKNPTYKGCE 

GPLQGELQITAQRNKGRHKQM 

EEHPMLMDRKNEYHKNGHTPK 

VIYRFNVIPIKLPMTFFSELEK.ST 

LKFJWNQKRAR1AKTILSQKNK 

AGG1MLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEM 

TPHIYNHLIFDKPDKNKQWGK 

DSLFNKWCWENWLAIGRQLKL 

DPFLTPYTKINSRWIKDLNVRP 

KTIKTLEENLGNT1QDISMGKDF 

MSKTPKAMATKAKMDKWDLI 

KLKSFCTAKETTIRQSWPEMTK 

FTFSSNTDVKNWKHGKNNIGR 

HKTSVNTCKMDSGLVLERWM 

EWNPGFPLSIDAKCHKDLPRDI 

QFDSEKGVDFVLNYSKANMR 

WAGSMFL*FIESF*HEWLLNFV 

KGLFCIY*DNHVVFVFGSVYML 


12527 


42895 


B 


12602 


1 


1827 




12528 


42896 


B 


12603 


13 


1377 




12529 


42897 


A 


12604 


557 


664 


KTPLSQPKISLS* * ATTAKSQDT 
KSVYKNQQHSYT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12530 


42898 


A 


12605 


77 


1866 


QAPKLRQ* LIA YQPKKVQDQTD 

SQPNSTRGTKKSWYHSF*NFSN/ 

PIEKEGIFPNLFYEANIILIPKPGR 

DTTKKENFRPISLMNVNAKILN 

KLLANQIQQHIKKLIHHNQVGFI 

PGMQGWFNICKSINVIQHINRT 

KDKNHRSISIDAEKAFNKIQQPF 

MLKTLNKLDDMIVYLENPIVSA 

KNLLKLISNFSKVSGYKINVQK 

SQAFLYTNNRQAESQIMSAVSF 

TIASKRIKYLGIQLTRDVKDLFK 

ENYKPVLNKIKEDTNKWKNIPS 

LWIGRVNIMKMAI LPKVIYRFN 

AIPIKLPMTFFTELEKTTLKFIW 

NQKRAHIAKTILSKKNKAGGIT 

LPDFKLYYKATVTKTAWHWY 

QNRDIDQWNRTEPSEIIPHIYNH 

L I FDKLDKN KTLG KD Y LFN KRC 

WENWLAICRKLKLDPFLTRYT 

KIN SRW1KDLN I RPKTIKTLEEN 

LGDTIQDIGMGKDFITKTPKAM 

ATKA K1DKWDLI K LKSFCTAKE 

TTI R VN RQ PTE WEN 1 FA I Y P SDK 

GLISRIYKELKQIYKKKSNNP1K 

KWAKDMNRYFSKEDIYAANR 

HMKKCSSSLALREMQ1 KTTMR 

YHLIPVRMA1IKKSGNNRCW 


12531 


42899 


A 


12606 


67 


243 


GLCCVPLIY1SVLVPVPCCFGYC 
SLVV*FEVR*HDASSFVLLA*D* 
LGDVGSFLVPYEL 


12532 


42900 


A 


12607 


1554 


1692 




12533 


42901 


A 


12608 


640 


816 


GLCSVALVCISVLVPVPCCFGY 
CSLVV*FEVR*HDASSFVLFA*D 
*LGNVDSLLVPYEL 


12534 


42902 


A 


12609 


1626 


1739 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


12535 


42903 


A 


12610 


1 


2014 


MKREGSLEKKRIKRNEQSLQEI 

CDYVKRANLRLIGGPESDGENG 

TKLENTLQDMQEKFPNLARQA 

NIQIQEIQRTPQRYSSRRATPRHI 

IVRFTKVEMKEKMLRAAREKG 

QVTHKGKSIRLTADLSAETLQA 

RREWGPIFNILKEKNFQPRISYP 

GKLSFISEGE1KSFTDKQMLRDF 

VTTRPALKELLKEALNMEKNK 

Q YQPPQKH A KLTRE ARANTFK 

PSRRRE1TK1 RAELKEIETPKTAQ 

KrNESRSWFSERINKIDRPLARL 

RKKKREKNQIDTIKNDEGDITT 

HPTEIHTIIREYYKHLYANKLEN 

LEEMDKFLDTYTLPRPNQEEVE 

SLNGPIAGSEIQAIINSLPTKKSP 

GPDGFYQRYKEELVPFRLKLFQ 

S1EKEGILPNSFYEASI1L1PKPGR 

DTTKKENFRP1SLLNINAKILNKI 

LANRIQQHIKKLMHHDQVGFIP 

GMQGWFNIRKSINVIQHINRTK 

DKNHM1ISIDAEKAFDKIQQPF 

MLKTLNKLGIDGTYHKIIRANY 

DKPTANIILNGQKLEAFPLKTGT 

RQGCPLSPLLFNIVLEVLARAIR 

QEKETEGIQLGK.EEVKLSLFAD 

DMIVYLENP\MSQPKISLS**ATS 

AKSQDTKSMCKNHKYSYTPIT 

DKQRAKSSVNSPFTIASKJUKYL 

G I QLTRYV KDLFKERSM K 


12536 


42904 


A 


12611 


1 


700 


MDKFLDTYTLPRLNQEEVESLN 
RP1TGSEIEAIINSLSTKKSPGPD 
GFIAQFYQRTKDKNHMIISIDAE 
KAFDKIQQHFMLKTLNKLGIDG 
TYLK1IRAVYDKPTASIILNGQK 
LEAFPLKTGTRQGCPLSPLLFNI 
VLEVLARAIRQEKEIKGIQLGKE 
EVKLSLFADDMIVYLENP\MSQ 
PKISLS**ANSAKSQDIKSMCKN 
LKHSYTLITDKQRAKSSVNSHS 
QLLQRE 


12537 


42905 


A 


12613 


1 


1765 




12538 


42906 


A 


12614 


1 


2310 





1613 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12539 


42907 


A 


12615 


1 


836 


MENEFDELTEVHFRRWVITNSS 

ELKEHVLTQCEEAKNLARRNK 

LENLEEMDICFLATYTFPSLNQE 

EV ESLNRP1TSS EIEA A1NSL PTK 

KH PG PDG FTAK F YQRYKEELH I 

NRAKDKNHMIISIDAEKAFDKI 

QHPVKLKILNKLGIDGTYLKIIR 

AIYDKPTANLILNGQKLEAFPL 

KTGTRQGCPLSPLLFNIVLEVLA 

RA1RQEKE1K.GIQLGKEEVKLSL 

FA DD\RL YI* GTPLSQPKISLS * * 

ATSAKSQDTKSMYK.NHKHSYT 

PTTDKQRAKS 


12540 


42908 


A 


12616 


355 

— 


4502 


QSARFRGRRTLRRPGVGYSLVV 
*FEVR*CDASSFVLLA*DCLGN 
AGSFLVPYEL 


— — — 


— — 





12617 

— — 


— 


— 






— — 1 


— 






680 


YYTRCSKWWNCSVLP*IYIYNF 

Til purvi k r >JTnVTV'T(rk'T 

11 Li 1 lUKLMN 1 U i IJVrviVLI lLJl I I 

KNSKHl 


12543 


42911 


A 


12619 


I 


641 




12544 


42912 


B 


12620 


36 


48 




12545 


42913 


A 


12621 


1 


326 




12546 


42914 


A 


12622 


1 


444 


PG STH A S AH ACER LQTRTLRAF 
SSQRRFPATASRASLSSNMAKIS 
cPTFTPRr'iPQt livmifvifiifn 

jr 1 E/ J CK^lEoulA V r vtv I /\U1VL>> 

GYNYTLSKTEFLSFMNTELAAF 
TKNQKDPG CP* PHDGRKLG QPT 
VDGQLDFSEFLNLIGG\QAMAC 
HDSFLKAVPSQKRT 


12547 


42915 


A 


12623 


2 


6008 




12548 


42916 


A 


12624 


530 


856 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12549 


42917 


A 


12625 


1 


952 


MAARGTGDKVKPGCEEAGAAF 

ELPPSVYAAALHESHQHQPCPA 

GG ARAQRVPGG1 VTEPLTCTPP 

KDM VFLSDDG DDDDDDDNDD 

GGGDDDNDGNDNDGDNDNGD 

DDDGDDNDDDGGDDDNDGNG 

NDGDNDNDDGDNDDSNGNDD 

GDGDDDGVDDDDDNSDGNDG 

DDDDSDDDDGDSNGYDDDGD 

GNDDDDGDSDDDDSDNGDGD 

NGDGDDDGGGG DDDDNGHDD 

DGDMMM MI VMM VM VMMV V 

MMVMVMMVVVVQLRKRAEA 

SVSEAKCS1NVSDDNDDGDGN 

DGDDDDSDGDDDDGGGDGGD 

SELTNQFPTNHSGMKASKLRK 

DSDHREW*W** WWWWCN*GR 

EQRPVFLKQSAQLMSVMIMMM 

VMVMMVMMM1VMVMMTMV 

VVMVV1VNSP1NSRLITQA 


12550 


42918 


A 


12626 


3 


380 




12551 


42919 


A 


12627 


5 


765 


RQWEVGRWSGTTIFSCFCKKTL 

YFTNPSPSSSSL VTV1 LRREVTH/ 

CGGAPEQRYQIIPVCVAARLPT 

RAQDVLDAHLSEVNAVRFGPN 

SSLLATGGADRL1HLWNVVGSR 

LEANQTLEGAGGSITSVDFDPS 

VRNSAPVAWDCALSDLHTGQG 

YQVLAATYNQAAQLWKVGEA 

QSKETLSGHKDKVTAAKFKLT 

RHQAVTGSRDRTVKEWDLGRA 

YSPKRQRPSRTGHDDDGGFVE 

KKRGKCGEKRDQIVTVSV 
















12553 


42921 


A 


12629 


458 


708 


QNRHRHHGPFSMVAVSSQLLD 
TPAERLSLHTWKIAQRPGRGTP 
HFPDGAV/VQAETLPQTGRPGR 
GTPHFPDGAASSFGYCSLVA 


12554 


42922 


A 


12630 


2300 


6491 


EGLEALIHQERLSYWANQVSED 
RPVCKAIIQGKQFEGLVDTGAD 
VSIIALNQWPKNWPKQKAVTG 
LVGIGTASEVYQSMEILHCLGP 
DNQESTVQPMITSIPLNLWGRD 
LLQQWGAEITMPAPLYSPTSQK 
IMTKMGY1PGKGLG\KNEDGIK 
VPVEAKINQEREGI\GYPFLGAV 
TVEPPKPI PLTWKTErCPVWVNQ 
WPLPKQKLEALHLLANEQLEK 
GHIEPSFSPWNSPVFVIQKKSGK 
WHTLTDLRAVNAV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mee 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12555 


42923 


A 


12631 


1 


434 


MTVSKNKCHTKGGKK.GTEKK 
VVASFSK1YWYNVKAPAMFS1R 
NIGKALVIGTHGTDFVSDGFKG 
GLIEIPDSIGKDKEKACRSIYPLH 
DVFVRKVKMLKKPKFELGKLM 
ELHGEGRSSGKATGNESGA/KV 
E* ADGYGSPAQKSF 


]2556 


42924 


— 


12632 





642 




12557 


42925 


A 


12633 


260 


534 




12558 


42926 


A 


12634 


1 


438 




12559 


42927 


C 


12635 


391 


750 




12560 


42928 


A 


12636 


199 


451 




12561 


42929 


A 


12637 


120 


992 


RDR1PGPVCKGKWKNKERILIFS 

SRGINFRTRHLMQDLRMLMPH 

SKAHDTN MARSDNLS V1NEGCE 

MNNWLRC1YFEAKKKQDLYM 

WLSNSPDGPSAKFLVQN1HTLA 

ELKMTGNCLK.GSRPLLSFDPAF 

DELPHYALLK.ELLIQIFSTPRYH 

PKSQPFVDHVFTFTILDNRIWFR 

NFQIIEEDAALVEIGPRFVLNLIK 

IFQGSFGGPTLYENPHYQSPNM 

HRRV1RSITAAKYREKQQVKDV 

QKLRKKEPKTLLPHDPAADVF 

VTPAEEKP1EIQWVKPETKVDL 

KASV 


12562 


42930 


A 


12638 


1 


342 




12563 


42931 


A 


12639 


1 


580 


PG WEKRM SRS S/G VN TQE ALPT 
AAIPTDAKVRVYYFNHITNASQ 
WERPIGNSSSGGKNGQGEPARV 
RCSHLLVKHSQSRRPSSWRQEK 
ITRTKEEVALELINGYIQKIKSGE 
EDFE\SLASQFSDCSSAKA\RGD 
LG\SFSRGQMQKPF*RTPRFAL\ 
RTGGDERGPCFTD\SGIHIILPHL 
SEGGKPRPGLGAGQGG 


12564 


42932 


A 


12640 




116 




12565 


42933 


A 


12641 


2 


253 




12566 


42934 


A 


12642 


3 


512 


ED Y L ERKRQ/V PTECQTH SKLG 
GPMTLKREVKP/KVDVSPSKKG 
PL\QHHTLL\VCHVRIFYPGSIQ/ 
VR WFLNGRKKT AG V V SPN L I R 
NGDWT/FQILVMLEM/TPQQGD 
VYTCQVEHTSLDSPVTVEWKA 
QSDSARSKTLTGAGGFVLGL1IC 
GVGIFMHRRSKKAFNEDLHKQG 


12567 


42935 


A 


12643 


1 


363 




12568 


42936 


B 


12644 


70 


1229 




12569 


42937 


A 


12645 


1 


430 




12570 


42938 


B 


12646 




1321 




12571 


42939 


A 


12647 


3 


446 
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SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codonfor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12572 


42940 


A 


12648 


1 


417 




12573 


42941 


A 


12649 


269 


452 


Til T? QPnVPPI?!? I"MIA4T TPP^II^C. 

r>HRi<rr<;nr ipi ni<ri rr>Ti n^pxiv 

LTUvrvio^i^lr JL^rVLV_.V 1 loiters V 

SQGGMLYRAKA*H*T*TLVWV 
*HVMSYPHKGLGLMLSLCSVK 
HSTLRDVFTL 


12574 


42942 


A 


12650 


83 


1385 




12575 


42943 


A 


12651 


1 


974 


MNPLECVDRSSQPWGNPTWTS 
SGM RSVTFL VG FKLTFL AL AQT 
LN A A ASLTGQE LLAGFPPG V INI 
LPGYGPTAGAAIASHIGIDKIAF 
TGSTEKEAELHSWIKGLTCISIE 
PDFQKSLKDGIILC1LMN KLQPA 
SFPKINHSMQKWHQLENLSNFI 
KAVVSYDMNPMDLFKANNLFE 
SGNMRHMQVSLFALAGKVKT 
KRPQSGVDIGIKYSEKQEQNFS 
DAAMKAGQCVIGLQMGTNKC 
TSQLGMTVYGMGTNNCASQVS 
MTAPGTRQHICDTKLGTDKCG 
NSSMSLQMGYT/QGAANQPRV 
CEWQRG IRQQGFLPPCLGPSQE 


12576 


42944 


A 


12652 


1 


1103 


MNPLECVDRSSQPWGNPTWTS 
SGMRSVTFLVGFKLTFLALAQT 
LNAAASLTGQELLWNFPLLMF 
A WKI APALCCGNTV VIK PAEQT 
PLSALYMGALIKEAGFPPGVINI 
LPGYGPTAGAAIASHIGIDKIAF 
TGSTEKEAELHSWIKGLTCISIE 
PDFQKSLKDGI I LCILMNKLQPA 
SFPKINHSMQKWHQLENLSNFI 
KAVVSYDMNPMDLFKANNLFE 
SGNMRHMQVSLFA LAG KVKT 
KRPQSGVDIGIKYSEKQEQNFS 

TSQLGMTVYGMGTNNCASQVS 
MTAPGTRQHICDTKLGTDKCG 
NSSMSLQMGYT/QGAANQPRV 
CEWQRGIRQQGFLPPCLGPSQE 




— — 


- — 


— — 





729 






42946 


— 


12654" 


259 


390 


SFCSANFEVFRLTAQQ*FVR*H 
ALSHIF*G*V*SFPKSTKRVNF 


12579 


42947 


A 


12655 


68 


735 




12580 


42948 


A 


12656 




825 




12581 


42949 


A 


12657 


3 


470 




12582 


42950 


A 


12658 


1 


1683 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12583 


42951 


A 


12659 




1748 


MNKPYIRNLSENAAPLDLEGIL 
KDAKIPVSGPFLVKIGYAFVDC 
PDEIWALKAIEALSGKIELHGKP 
IEVEHSVPKRQRIRKLQIRMPPH 
LQWEVLDS*LVQYGVVESCQQ 
VNTDSETAVVNVTYSSKDQAR 
Q ALDK7LLDKLNGFQL EN FTLK 
VAY1PDEMATQQNPFLQPRGRR 
GLGQRGSSRQGSPGSVSKQKPC 
DLPLCLLVPTQFVGA11GKEGAT 
1RNITKQTQSKIDVHRKENAGA 
AEKSITILSTPEGTSAACKSILEI 
M RKETQDVKFTEEIPLKILAQN 
NFVGRLIGKEGRNLKKIEQDTD 
TK1TISPLQELMQYNPEHTITAK 
GNVETCAKAEEEIMKKIRER*E 
NDITSM/N/LQAHLIPGLNLNAL 
GLFPPTSGMPPPTSGPPSAMTPP 
SPQSEQSESETVHLF1PALSVRA 
LI SKQGQH1KQLSRFAG ASSKI A 
PVEA PDA KVRM VM I AGSPEAR 
FKAQGRIYGKIKEENFVSPKEE 
VKLEAHIRVPSFAAGRVIGKGG 
KTVNELQNFSSAEVVVPRDQTP 
DENDQVVVK1 TGHFYACQVAQ 
RKIQEILTQVKQHQQQKALQSG 


— - 


42952 


— 


72660 







803 

— 




— — — 


42953 


- — 


T266~i 


— 








42954 


— 


72662 




342 




]2587 


42955 


— 


72663 


— 


491 




12588 


42956 


A 


12664 


1 


891 




12589 


42957 


B 


12665 


1 


1869 




12590 


42958 


A 


12666 


2 


136 




12591 


42959 


A 


12667 


108 


355 




12592 


42960 


A 


12668 


2 


811 


FGMRGSRGGWAGEMAASGES 

GTSGGGGSTEEAFMTFYSEVKQ 

1EKRDSVLTSKNQIERLTRPGSS 

YFNLNPFEVLQIDPEVTDEEIKK 

RFRQLSILVHPDKNQDDADRA\ 

QKAFEAVDKAYKLLLDQEQKK 

RALDVIQAGKEYVEHTVKERK 

KQLKKEGKPTIVEEDDPELFKQ 

A V YKQTM KLFAELE1 KRKERE 

AKEMHERKRQREEEI E AQEKA 

KR/EERE WQKN FEESYRDG RVD 

SWRNF\QAQFRRGKKEKKNRTF 

LRPPESKNGSNVE 


12593 


42961 


A 


12669 


731 


850 




12594 


42962 


A 


12670 


201 


377 


LMTLPCKIPSPGSSWLKISPIEHL 
MTPTPA SQRTTPFDCNFPLPTQ I 
L*NGPTPISLH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12595 


42963 


A 


12671 


742 


2982 


KIFPFDASFLPCLHKFNLK.GKG 

NSKGFKMAEKFESLMNIHGFDL 

GSRYMDLKPLGCGGNG LVFSA 

VDNDCDKRVAIKKIVLTDPQSV 

KHALREIKI1RRLDHDNIVKVFE 

1LGPSGSQLTDDVGSLTELNSV 

YI VQEYM ETDL AN VLEQGPLLE 

EHARLFMYQLLRGLKYIHSAN 

VLHRDLKPANLFINTEDLVLKI 

GDFGLARIMDPHYSHKGHLSE 

GLVTKWYRSPRLLLSPNNYTK 

AIDMWAAGCIFAEMLTGKTLF 

AGAHELEQMQLILESIPVVHEE 

DRQELLSV1PVYIRNDMTEPHK 

PLTQLLPG1SREALDFLEQILTFS 

PMDRLTAEEALSHPYMSIYSFP 

MDEPISSHPFH1EDEVDDILLMD 

ETHSHIYNWERYHDCQFSEHD 

WPVHNNFDIDEVQLDPRALSD 

VTDEEEVQVDPRKYLDGDREK 

YLEDPAFDTNYSTEPCWQYSD 

HHENKYCDLECSHTCNYKTRS 

SSYLDNLVWRESEVNHYYEPK 

LI1DLSNWKEQSKEKSDKKGKS 

K.CERNGLVKAQIALEEASQQLA 

GKEREKNQGFDFDSFIAGT1HL\ 

S SQHEPTD VG\DKLNDLN S S V S 

QLELKSLISKSVSQEKQEKGMA 

NLAQLEALYQSSWDSQFVSGG 

EDCFFINQFCEVRKDEQVEKEN 

TYTSYLDKFFSRKEDTEMLETVE 

PVEDGKLGERGHEEGFLNNSGE 


12596 


42964 


— 


72672 


82(5 


1041 


WKITVKGGVFLWWAGVGDTK 
VLSGGAF*ARMSQEEDFHKVM 
SSVKARTGHLHFFCGGMSSVK 
AGQGPFSVLL 


12597 


42965 


A 


12673 




1482 




12598 


42966 


A 


12674 


3 


488 




12599 


42967 


A 


12675 


2 


114 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12600 


42968 


A 


12676 




897 


MSNRVVCREASHAGSWYTASG 
PQLNAQLEGWLSQVQSTKRPA 
RAIIAPHAGYTYCGSCAAHAYK 
QVDPSITRR1FILGPSHHVPLSRC 
ALSSVDI YRTPL YDLRJDQK I YG 
ELWKTGMFERMSLQTDEDEHS 
IEMH LP YTAKAM ESHKDEFTI I P 
VL VG ALSESKEQEFG KLFSKYL 
ADPSNLFVVSSDFCHWGQRFR 
Y\SYYDESQGE1Y*SIEHLDKMG 
MSIIEQLDPVSFSNYLKKYHNTI 
CGRHPIGWLLNAITELQKNGM 
NMSFS\FLNYAQSSQC\RNWQD 
SSVSYAAGALTVH 


12601 


42969 


A 


12677 


2 


114 




12602 


42970 


A 


12678 




897 


MSNRVVCREASHAGSWYTASG 
PQLNAQLEGWLSQVQSTKRPA 
RAIIAPHAGYTYCGSCAAHAYK 
QVDPSITRRIF1LGPSHHVPLSRC 
ALSSVDIYRTPLYDLRJDQK1YG 
ELWKTGMFERMSLQTDEDEHS 
IEMHLPYTAKAMESHKDEFTI I P 
VLVGALSESKEQEFGKLFSKYL 
ADPSNLFVVSSDFCHWGQRFR 
Y\SYYDESQGEIY*SIEHLDKMG 
MSIIEQLDPVSFSNYLKKYHNTI 
CGRHPIGWLLNAITELQKNGM 

SSVSYAAGALTVH 


12603 


42971 


A 


12679 


1 


912 




12604 


42972 


A 


12680 




156 




12605 


42973 


A 


12681 


1 12 


1120 




12606 


42974 


A 


12682 


33 


415 


NMNKPITPSTYVRCLNVGLIRK 
LSDFIDPQEGWKKLAVAIKKPS 
GDDRYNQFHIVDAVPKTANTLP 
SKEAITVQQKQMPFCDKDRTL 
MTPVQNLEQSYMPPDSSSPENK 
SLEVSDTRFHSFSFYELKN 


12607 


42975 


A 


12683 


3 


311 




12608 


42976 


A 


12684 


1 


1125 




12609 


42977 


A 


12685 


1 


1365 




12610 


42978 


A 


12686 


3 


141 


VVSTVVPDS/AHKLFIGGLPNYL 
NDDQCHGLSKGYAFCEYVDIN 
VTV 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12611 


42979 


A 


12687 


1 

— 


1255 

— 


GTRSTSSLRRQMKNIVHNYSEA 
EIKVREATSNDPWGPSSSLMSE1 
ADLTYNVVAFSEIMSM1WKRL 
NDHGKNWRHVYKAMTLMEYL 
IKTG SERVSQQCKENM YA VQT 
LKDFQYVDRDGKDQGVNVRE 
KAKQLVALLRDEDRLREERAH 
ALKTKEK.LAQTATASSAAVGS 
GPPPEAEQAWPQSSGEEELQLQ 
LALAMSKE E ADQEER1 RRGDDL 
R\RRWQSRRARGRLGARRSRPS 
WTLLTSSRPQLLPRPQTPGGAQ 
HPWLLPSPRLPPPRTPGAAPLSL 
QLLIPGEVQPPRRPLGTPGGLLP 
LQDPQLTLGVGPQPLQLGRGPR 
LIHGEVPMVGSRSVGPQPPIPGH 
RPRPSQIPGEGHLPSPAPMAQQ 
QPGDSTRSPTSSLTLTDSARHCR 
ppp, a a nPQWQrwnpu pp pf a t 


12612 


42980 






iMsi — 
















^ 


4l5~ 




12614 


42982 


A 


12690 


1 


1440 




12615 


42983 


C 


12691 


117 


314 




12616 


42984 


A 


12692 


3 


120 




12617 


42985 


A 


12693 




729 




12618 


42986 


A 


12694 


79 


870 


EWSSVRRSLVEKRALRRPHPQC 
LCFRMKT1LSNQTCRPFPE\NVD 
\ITLKGRP\VIV*GPAEGTLR\RDF 
\NHLQW*NLSLSWKEKKRGSR 
VDK\WWGNRKGNWPT\VRTYL 
VVHVQNMV1IKGVLPLGLPVTKD 
EGLVYAVHFPHPTLVIPGRNGSS 
LLKSRNFLGVKNTSRRVSG*RP 
GWACSWSSSPRKDEFNPLKGN 
DIGACFQISAGFGFQQAPHTCL 
KTRDIQGNFWDGYPMVLWKK 
GTVSARAGWNKDLKEFTWATE 
RKMPG 


12619 


42987 


A 


12695 


2 


293 




12620 












TRGPWCDSVLRGCSLEQRSFIS 
VRLLSYLSACRHPMEDSMDMD 
MSPLRPQNYLFG\SLGAGAKDE 
LHIVEAEAMNYEGSPIKVTLAT 
LKMS 


12621 


42989 


A 


12697 


1 


1308 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12622 


42990 


A 


12698 


124 


1135 


DKNSMGLPGV1PSCAAVLWSS1 
HLSSSALSPTISACRHPMEDSM 
DMDMSPLRPQNYLFGCELKAD 
K.DYHFKVDNDENEHQLSLRTV 
SLGAGAKDELHIVEAEAMNYE 
GSPIKVTLATLKMSVQPTVSLG 
GFEITPPVVLRLKCGSGPVH1SG 
QHLVAVEEDAESEDEEEEDVKA 
LLSISGKRSAPGGGSKVPQKKW 
KLAAD\EDDDDVDDEEDDDEDD 
\DDDDF\DDEEAEEKAPVK\KSI\ 
RDTPAKNAQKSNQNGKDSKPS 
STPRSKGQESF\K.KQEKTPKTPK 
GPSSVEDIKAKMQASIA/EKGGS 
LPKVEAKFINYVKNCFRMTDQ 
EAIQDLWQWRKSL 




42991 





— — 


201 


416 






42992 


— 


12700 


2 


678 




12625 


42993 


A 


12701 


3 


2149 




12626 


42994 


A 


12702 


1 


219 




12627 


42995 


A 


12704 


267 


437 




12628 


42996 


A 


12705 


507 


845 




12629 


42997 


A 


12706 


426 


704 


SRRWGGVHSCPPSPPPTAGHWT 
LLILCAKARRSEAAMVLASRRR 
RPGPRPRRRRRLPVLGSRGGAG 
PARGRGPSGWPGPLRAAPSP*P 
SSTV 


12630 


42998 


A 


12707 


195 


892 




12631 


42999 


A 


12708 


1 


893 




12632 


43000 


A 


12709 


1 


777 




12633 


43001 


A 


12710 


1 


439 


KTQVAPSTDGIQPVPSSNSRTDE 
REFFIASYNRKJCEDGEGNVWIA 
KSSAGAKGEGILISSEASELLDFI 
DNQAQVHVIQKYLEHPLLLEPG 
HRKFD 1 RS WVL VDHQ YNI YL Y 
REG VLRT A SEP YH V DNFQDKT 
CHLTNHCIQKKKKK 


12634 


43002 


A 


12711 


1 


394 


SGTRPVFLVPHTIGIPVHPAIVTP 
QVKQEHPHTDSDLMHVKPQHE 
QRKEQEPKRPHIKKPLNAFMLY 
MKEMRANVVAECTLKESAAIN 
QILGRRWHALSREEQAKYYEL 
ARKERQLHMQLYPGWSARDN 




— — 


— 


12712 




— 






43001 


— 


T27T3 




— 






43005 


— 


72714 




— 




]263g 


43006 


— 


12715 




828 




12639 


43007 


A 


12716 




213 




12640 


43008 


A 


12717 




664 




12641 


43009 


A 


12718 




695 




12642 


43010 


A 


12719 


96 


269 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12643 


43011 


A 


12720 


3 


241 




12644 


43012 


A 


12721 


213 


660 


EGPARHRLLSPVRASKMTKKR 
RNNGRAQKRAARHVRGPSPLK/ 
CFPSGPLPPNCAR\CVPKADrCAIK 
KF\VI\RN1VEAAA\AR\DISEASV 
FDAYL\LPKL\YVKLH\YCVSCAI 
HKQK * SGNRSS * SPA KTRTPPPR 
FR\PGG*LPHGPPTKSP 


12645 


43013 


A 


12722 


1 


303 




12646 


43014 




12723 






FLSLPTFLFV1FSGEEELLVLALV 

FLSLFFFFFFLRWSFAVVAQAV\ 

VQWHNLSSLPFGFKQFSCLSLP 

SSWDYRCPPPRPANFCIFTRDG 

VSPCCPGWSRTSDLR 


12647 


43015 


A 


12724 


1 


2775 




12648 


43016 


A 


12725 


1 


6039 




12649 


43017 


A 


12726 


2 


3661 




12650 


43018 


A 


12727 


1 


1173 




12651 


43019 


A 


12728 


1 


1632 


MPNPKNSKGGRKNKRANSSGD 

EQENGAGALAAAGAAGAAAG 

G A LAA A AGCG A A A AGAPGAG 

GAAGAGGAGTGAANAAAAAG 

AAAAGDAKNEAPCATPLICSFG 

RPVDLE\KDDYQKVVCNNEHC 

PCSTWMHLQCFYEWESSILVQF 

NCIGRARTWNEKQCRQNMWT 

KKGWDLVAFRFCSCRCGQGNL 

KKDTDWYQVKRMQDEKKKKS 

G SEKNTGRPPGEA AEEA K KCRP 

PNKPQKGPSHDLPRRHSMDRQ 

NSQEKAVGAAAYGARSPGGSP 

GQSPPTGYS1LSPAHFSGPRSSR 

YLGEFLKNA1HLEPHKKAMAG 

GHVFRNAHFDYSPAGLAVHRG 

GIIFDTPVQFLRRLDLSELLTHIP 

RHKLNTFHVRMEDDAQVGQG 

EDLRKFILAALSASHRNVVNCA 

LCHRALPVFEQFPLVDGTLFLSP 

SRHDEIEYDVPCHLQGRLMHL 

YAVCVDCLEGVHKI 1CIKCKSR 

WDGSWHQLGTMYTYDILAASP 

CCQARLNCKHCGKPVIDVRIG 

MQYFSEYSNVQQCPHCGNLDY 

HFVKPFSSFKVLEAY 


— — — 


43Q2Q 


— 


[2 





M85 






43021 


— 


12730 





— 




]2654 


43022 


A 


12731 


2 


3394 




12655 


43023 


A 


12732 


1 


2190 




12656 


43024 


A 


12733 


1 


1251 




12657 


43025 


A 


12734 




1710 




12658 


43026 


A 


12735 


3 


679 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


-- 659 


43Q27 




12736 


209 


337 




12660 


43028 


— 


12737 


365 











- — 


ttM — 




196 




12662 




— 




- { 


2639 




12663 


43031 


A 


12740 


3 


173 












J 


1479 




12665 


4lo35 




12742 




921 




12666 


43034 


A 


12743 


1 


798 




12667 


43035 


A 


12744 


2 


773 




12668 


43036 


B 


12745 


75 


321 




12669 


43037 


A 


12746 


321 


738 




12670 


43038 


A 


12747 


1 


3190 




12671 


43039 


A 


12748 


287 


1636 


ACGAMERAPPDGPLNASGALA 
GDAAAAGGARGFSAAWTAVL 
AALMALLIVATVLGNALVMLA 
FVADSSLRTQNNFFLLNLAISDF 
L V G A FC 1 PL Y VP Y V LTGR WTFG 
RGLCKLWLVVDYLLCTSSAFNI 
VLISYDRFLSVTRAVSYRAQQG 
DTRRAVRKMLLVWVLAFLLYG 
PAILSWEYLSGGSSIPEGHCYAE 
FFYNWYFLITASTLEFFTPFLSV 
TFFNLSIYLNIQRRTRLRLDGAR 
EAAGPEPPPEAQPSPPPPPGCWG 
CWQKGHGEAMPLHRYGVGEA 
AVGAEAGEATLGGGGGGGSVA 
SPTSSSGSSSRGTERPRSLKRGS 
KPSASSASLEKRMKMVSQSFTQ 
RFRLAVRDRKEAKSLAVIVS1FG 
LCWAPYTLLMIIRAACHGHCVP 
DYWYETSFWLLWANSAVNPV 
LYPLCHHSFRRAFTKLLCPQKL 
KIQPHSSLEHCWK 


12672 


43040 


A 


12749 


1 


2142 




12673 


43041 


A 


12750 




711 


V WWN S DLM VIN RSTTELPLT V 
SYDKVSLGRLRFWIHMQDAVY 
SLQQFGFSEKDADEVKGIFVDT 
NLYFLALTFFVAAFHLLFDFLA 
FKNDISFWKKKKSMIGMSTKA 
VLWRCFSTVVIFLFLLDEQTSLL 
VLVPAGVW/AAA1ELWES*RK/ 

V I * RWTIFWRGLM PEFQFGT YS 
ESERKTEEYDTQAMKYLSYLL 
YPLCVGGAVYSLLNIKYKSWY 
SWLINSFVNGVYAFGFLFMLPQ 




43042 




12751 




2025 




12675 


43043 


A 


12752 


494 


747 


ATVKW1TLCRNRN1KLPTF1K.KE 
GTGKAPKKSRKSVLGLGP*VHT 
SPGDPAEGEGLPAGERPDGNLS 
QSPNSLRFYIKKKKAYK 


12676 


43044 


A 


12753 


9 


731 





1624 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hud 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






12677 


43045 


A 


12754 


143 


641 


RSWVLLGVGARGSTPRTYQVP 














SPSLAPSALC*VS*VPLESLSCSH 














ADNWKQELTKFISPDQLPVEFG 














GTMTDPDGNPKCLTKINYGGE 














VPK.SYYLCKQVRLQYEHTRSV 














GRGSSLQVENE1LFPGCGLRWL 














RFYNTYSLVHSKRISYTVEVLL 














PDQTFMEKMEKF 


12678 


43046 




12755 





1506 




12679 


43047 


A 


12756 


2 


526 


CQPVRAA*RHGNTPLATV*PAS 














T/WWK.WSEKQKEEQEMQNWR 














ESAS/VSGYPQDILSCAMSQNPR 














KRKRPRNVSAPPVHQMAQMNI 














SVEQMETSKTHQATPLTWGQM 














KRL A H V AE ENLRSQN K PLTTSN 














LMVAMMVVISLAVSLPVAGAD 














QNYIYWAYIPFPH 




43048 


- — 


72757 







744! 




72681 — 


4 _, Q49 


- — 


72758 


— 


766 




12682 


41050 


— 


72759 




253 




|2683 


43051 


— 


72760 


34 


252 




1 2684 


43052 


— 


12761 


1362 


161 1 


SSVLHPWDARLVQH1AKSIHIIH 














H INRTN DKN HM 1 1 S I D AEKAFD 














K1QQDFMLKTLNKLGIDGTYLK 














1VRATYDKPTASIILNG 


72685 — 


43053 


- — 
- — 


72762 







7755 




|2686 


43~054 




72763 




2709 




]2687 


43055 


- — 


72764 





7497 




]2688 


43056 


- — 
— 


12765 


- 

- 


1527 




]26g9 — 


43057 




tH^ — 








]2690 


43058 


— 







2853 




72691 — 


43059 


— 


72768 


-j 


1479 




— 


43060 


— 


72769 









]2693 


43061 


— 


72770 


7269 


B81 


NTGKPNPAAHQKGYPPRSSGPH 














PWDARLVQHT\KSrNIIHHINRT 














KDKNHMI 1 S ID AEKAFDKIQLPF 














MLKTLSKLGVSYNMFTRLTIPI 














AQVDTRGNQLPSYLI 


12694 


43062 


B 


12771 


-j 


4404 




12695 


43063 


B 


12772 


56 


2080 




12696 


43064 


B 


12773 


1 


5445 




| 2 ^ 98 


^3Qgg 


B 


tPti — 


295 


283 1 














9^f3 




12699 


43067 




72776 


T 








4 „ 


— 


72777 


- 


^78 






4^069 


— 


72778 





363 


PGVALPGRCRQAPADLLP*MR 














AYWPDVIYSFANRSRFWKHEW 














EKHGTCAAQVDALNSQNKYFG 














TSLELYRELDLNSVLLKLGIKPS 














INYYQVADFKDALARVYGVIP 














K1QCLPPSQDEDRQ 



1625 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12702 


43070 


A 


12779 


1 


577 


QRFKNDCRDPRDTGPIHGLWPD 
KSEG/CNRSW/PFNLEEIKDLCP 
EMRAYWPDVIHSFPNRSRFWK 
HEWEKHGTCAAQVDALNSQK 
KYFGRSLELYRELDL/NQVADF 
KDALARVYGV1PKIQCLPPSQD 
EEVQTIGQIELCLTKQDQQLQN 
CTEPGEQPSPKQEVWLANGAA 
ESRGLRVCEDGPVFYPPPKKTK 


12703 


43071 


A 


12780 


1 


624 


MRPAALRGALLGCLCLALLCL 
GGADKRLRASVSRPFSLEHPEP 
GHCLDLHLRAYPAR\WSS*PWP 
QDF W VR* PTWE S/V SDLLPEMR 
AYWPDVIHSFPNRSRFWKHEW 
EKHGTCAAQVDALNSQKKYFG 
RSLELYRELDLNRGERVPTQFP 
RELVVNRS L APPPTPGFLSG H VI 
SVHTSSPLPSAMSGSFLRPLPEA 
ESG SMLLGQPADP 


12704 


43072 


A 


12781 


1 


612 




12705 


43073 


A 


12782 


113 


1149 


RGAPRGPGRQGCCGHSRSPAR 

GPRDTGLGRPRAPGAPGGRCCS 

GGSAAARGLGDSVSPGSLPRAA 

GGKWEPERQLAAFSPQVGTMR 

PAALRGALLGCLCLALLCLGG 

ADKRLRDNHEWKKLIMVQHW 

PETVCEK1QNDCRDPPDYWTIH 

GLWPDKSEGCNRSWPF\NLEEI 

KDLLPEMRAYWPDVIHSFPNRS 

RFWKHE/WPKRHGTCAAQWD 

ALNSQK\KYFGRSLELY\RKLDL 

NSVL\LKLG1KPSINYYQVADFK 

DALARVYGVIPK1QCLPTSQGE\ 

E V QT 1 G QMDLCL 1 KARTRQLQN\ 

CTEPG EQP\SPKQE V WL ANG A\ 

AESRGLRVCEDGPVFYPPPKKT 


12706 


43074 


A 


12783 




515 




12707 


43075 


B 


12784 


62 


359 




12708 


43076 


B 


12785 


219 


523 




12709 


43077 


A 


12786 


1010 


1550 


DTENIPSSRRRERSK.VPYIVRQC 
VEEIERRGMEEVG1YHVSGRW 
AADIQALKAAFNVSECRPAQD 
GMEVWAVVSAMRSQSAPRPRH 
VTSFSVSFLHLSGSSRRPLHFRA 
LSVNNKDVSVMMSEMDVNAIA 
GSLKLYFRELPEPLFTDEFYPNF 
AEGIGEHWRPWPHGRRLLHVH 
CCPQRL 



1626 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 

eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12710 


43078 


A 


12787 


2 


951 

— 


GSNLYCTLEGDSFGYFVNKAK 
TRVYRD/THADPNWNEEFEIEL 
EGSQTLRILCYEKCYNKTKIPKE 
DGESTDRLMGKGQVQLDPQAL 
QDRDWQRTVIAMNG1EVKLSV 
KFNSREFSLKRMPSRKQTGVFG 
VKIAVVTKRERSKV\PYI\VRQC 
VEEIEPPKALEGGWASTACPAG 
VATDIQALKAAFDGNNKDVSV 
MMSEMDVNAIAGTLNLYFREL 
PEPLFTVDEFYPNFAEG/IRVAEK 
E A VNN M\SLHNL AT VFGPTLLR 
PSEKESKLPANPS\QPITMTDSW 
SLEVMSQVQVLLYFLQLEAIPA 
PDSKRQSILFSTEV 


— — 


— — 


- — 


"12788 




— 


— 






43080 


— 


72789 









12?13 


43081 


— 


72791) 




486 






— — 


- — 


72792 


83 


536 




127]5 


43081 


— 


72793 


— 


662 




[2716 


43084 


- — 


72795 





357 




12717 


43085 


A 


12795 


2 


421 




12718 


43086 


A 


12796 


2 


908 




12719 


43087 


A 


12797 


1 


846 




12720 


43088 


C 


12798 


87 


413 




12721 


43089 


A 


12799 




508 


MCQGDTYAWGGHMCRGGHLR 
RGHSHERDTPRGPERPPRPPAR 
DRESKDERRRPPPKDPPAVRTCV 
PDSPSTATPPPPPPPPPPPPPPPPP 
PAAPSAFAALRLRGPGRKWTA 
RGQLPLPATAPEARVRALPRGG 
YSSPGRATSARGPAPWPLPSRT 
GKPPRPCSANTQEHC 


12722 


43090 


A 


12800 


1 


393 




12723 


43091 


A 


12801 




582 




12724 


43092 


A 


12802 


1 


1422 




| 272 ^ 








{ - 








43rJ9l 




T2I0I — 




261 


SCPFGGNCFYKHAYPDGRREEP 
QRQKVGTSSRYRAQRRNHFWE 
LIEERENSNPFDNDEEEVVTFEL 
GEVMLLMLLAAGGDDELTNS 


12727 


43095 


B 


12805 


60 


802 




12728 


43096 


A 


12806 


2 


238 




12729 


43097 


A 


12807 


1 


1017 




12730 


43098 


B 


12808 


1 


939 




12731 


43099 


A 


12809 


1 


708 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


12732 


43100 


A 


12810 


1 


2653 


MGDFNTPLSTLDRSMRQKVNK 

DIQELNS ALHQADLIDI YRNLH.P 

ESTEYTFFSAPHHTYSKIDHILG 

SKAPLSKYRRSEIK1NCLSDHSA 

IKLELRJKKLTQNRSTTWKLNN 

LLLNDYWVHNEMKAEIKMFFE 

TNENKDTTYQNLWDTLKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

SKIRGELKEIETQKTLQKINESR 

GWFFEKINKIDRLLARLIKKKR 

EKNQIHAIKNDKGDMSTNHTE1 

QTTI RE Y YKHLY ANKLENLKE I 

DKFLETYSLPRLNQEEVESLNR 

PITGSEIEAIINSLPNKRSPGPDG 

FTAKFYQRYKEELLISNFSKVS 

GYKINVQK.SQAFLYTNNRQTES 

QIMSELPFTIA SKRMK Y LG I QPT 

RDMKDLFKENYKPLLNEIKEDT 

NKWKNIPCSWVGRINIVKMAIL 

PKNWKKTTLKFIWNQKRARIA 

KSILSQKNKAGGIMLPDFKLYY 

KAT1TKTAWYWYQNRDIDQW 

NRTEPSE1MPH1YNHLIFDKPDK 

NKKWGKDSLFNK.WCWENWLA 

ICRKLKLDPFLTPYTK1NSRWIK 

DLNVRPKTIKTLEENPGNTIQD1 

GMGEDFMSKTPEAMATKAKID 

KWDLIKLKSFCTAKETT1RLNR 

PPTEWEKIFAIYSSDKGL1SRIYN 

ELQQIYEKKTNNPIKKWAKDM 

NRHLSKEDIYAAKRHMKKCAS 


12733 


43101 


B 


12811 


- 


2748 




12734 


43102 


A 


12812 




1962 






43103 


B 


12813 




1833 




12736 


43104 


A 


12814 


176 


421 


QQPASPTRSVLLFPKTAHISGSP 
APPNVG L LNPSTG A AQKKTMT 
SAGLGRLSL*K*LNLPECVACA 
GETWVTSMM SGNQCN 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12737 


43105 


A 


12815 




1615 


l1snfskvsgykinvqksqafl 

y tnn rqtesqims el pfti askr 

mkylgiqptrdmkdlfkenyk 

pllnei ke dtn k wkn i pc s w vg 

rinivkmailpknwkkttlk.fi 

wnqkrariaks1lsqknkaggi 

mlpdfklyykatitktawywy 

qnrdidqwnrtepseimphiyn 

hlifdkpdknkkwgkdslfnk 

wcwenwlaicrklkldpfltp 

ytkinsrwikdlnvrpktiktle 

enpgntiqdigmgedfmsktpe 

amatkakidkwdliklksfct 

akettirlnrpptewekifaiys 

sdkglisrjynelqqiyekktnn 

pikkwakdmnrhlskediyaa 

krhmkkcasslaireiqikttm 

ryhltpvrma1ikksgnnrcw 

rgcgeigtllhcwwdcklvqp 

lwksvwrflrdleleipfdpaip 

LLG I YPKD YKSCC YEDTCTHM F 
IVALFT1AKTWNQPKCPTM1DW 
IKKMWHIYTMEYYADIKKDEF 
MSFVRTRMKLET1ILSKISQ\EK 
KTKHRMFSLIGGN 


12738 


43106 


A 


12816 


1 


996 




12739 


43107 


A 


12817 


1 


756 




12740 


43108 


A 


12818 


1 


1428 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12741 


43109 


A 


12819 


1 


2377 


MNIDAKILNKILANR1QQHIKKL 

IHHDQVGF1PGMQGWFNIRKSI 

N I VQHINRTNDKNHM1 1 SIDAEK 

AFDKIQQRFMLKTLNKLG1DGT 

YLKIIRAIYDKSTANIVLNGQKL 

EAFPLK.TGTRQGCPLSPLLFNIV 

LEVI. A R A I RQEKEI KG IQLRKEE 

IKLSLFADDMIVHLENPIVSAQN 

LLKLIDNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SER1KYLGIQLTRDVKDLFKEN 

YKPLLNDIKEDTNKWKNTPRS 

WVGR1NIMKMAILPKVIYRFNA 

IPIKLPMTFFTELEKTTLKFIWN 

QKGAR1AKSI LI YRFN A QELEKT 

TLKFIWNQKGARIAKSILSQKN 

KAGGITLPDFKLYYKATV1KTA 

WYWYQNRDIDQWNRTEPSE1M 

PH 1 YNHLIFDKPDKNKK WGN DS 

LFNKWCWENWLAICRKLKLDP 

FLI PYTKINSRWI KDLNVRPKTI 

KTLEENLGNTIQDIAMGKDFMS 

KTPKAMATKAKIDKWDLINLK 

SFCTAKETTIRVNRQP1EWEKIF 

AIYSSDKGR1SRIYNELK.QIYKK 

K.TNNPIKKWAKDMN RHFSKED 

1YAAKRHMK.KCSSSLA1REMHI 

KTTMRHHLTSVRMAIIKK.LGN 

DWCWRGCGEIGRLLHCWWDC 

KLVQPLWKSVWRFLRDLELET 

PFDPATP\LLG I YPKDYKSCC YK 

DICT/RVCVPAALFTIANTWNPT 


12742 


43110 


A 


12820 


1 


4840 
















EYKNR*GLSLNPWGKTVHISW 
DVWSVGSSKAKRNWESWES*C 
RGIQKKASLRSRTGNHSASSGI* 
ESRV*GLGTTGYRGITASLMSL 
RSCTRLH 


12744 


43112 


A 


12822 


8 


214 


EEWPKRKSEIRERPRP*SWPSDK 
QTLVVQRGQKMEQANHPDPTD 
HMSQLMWTACPKGLGIALICL 
VRH 


12745 


43113 


A 


12823 


33 


240 


GGGRNTWLQAVPGFPGW*RTL 
RTA V WD RRLTLRKPH HCPGG S 
QFPGPQRQVIGLLHFLSSLNHQ 
GWFV 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12746 


43114 


A 


12824 




41 1 


MSTITQRKEENPSVFLEWLWEA 
/CKKIYSPVTRLTRGSIDPKR*V 
YYAISHRYQQKAPKPSPGP* TK 
SGGIIKPGNLGVLY*GPRGTGQ 
KGKARSEKGCSLSHGPQTNKP 
WWFREDRKWSRP1TWYGFLSV 
WFARTP 


12747 


43115 


A 


12825 




611 




12748 


43116 


A 


12826 


120 


493 


KYRAQRRMIARWLPQDLERGE 

&\Al P\ICQnU/Vk r <vI lf(~l\f\/l IQPA 
AJVILjI'INooLjW i No.L<Kvjl/ VJ^locA 

FSCKCRAASLTIADWLV*KQHS 
SPKKVQSPPFSAVRRSKPWQFW 
RVTAAKQSIWDCRVR1DFVISC 
KLRNPLRVCGSRILK 


12749 


43117 


A 

— 


12827 





2195 


VGEEGPAGVEGLNFPAQSRRLP 

GPQQCSPGAEQGASARARRPRP 

RPRPAAMVPGVPGAVLTLCLW 

LAASSG\SWRPAPARL\CAAAG 

RVAVCRERPARS\CASRCLSLQI 

TRISAFFQHFQNNGSLVWCQNH 

KQCSKCLEPCKESGDLRKHQC 

QSFC EPLFPKK S Y ECLTSCEFLK 

YILLVK.QGDCPAPEKASGFAAA 

CVESCEVDNECSGVKK.CCSNG 

CGHTCQVPKTLYKGVPLKPRK 

ELRFTELQSGQLEVKWSSKFNI 

SIEPVIYVVQRRWNYGIHPSED 

DATHWQTVAQTTDERVQLTDI 

RPSRWYQFRVAAVNVHGTRGF 

TAPSKHFRSSKDPSAPPAPANLR 

LANSTVNSDG/AV*TVTIVW\DL 

PEEPD1PVHHYKVFWSWMVSS 

KSLVPTKKKRRKTTDGFQNSVI 

LEKLQPDCDYVVELQAITYWG 

QTRLKSAKVSLHFTSTHATNNK 

EQLVKATRKGGIQTQLPFQRRRP 

TRPLEVGAPFYQDGQLQVKVY 

WKKTEDPTVNRYHVRWFPEAC 

AHNRTTGSEASSGMTHENYIIL 

QDLSFSC K. YK VT VQP I RPKSHS 

KAEAVFFTTPPCSALKGKSHKPI 

GCLGEAGHVLSKVLAKPENLS 

ASFI VQD VNITGH FS WKM AKA 

NLYQPMTGFQVTWAEVTTESR 

QNSLPNSIISQSQILPSDHYVLTV 

PNLRPSTLYRLEVQVLTPGGEG 


1275Q 


43TT8 




12828 




1410 




12751 


43119 


A 


12829 


2 


299 




12752 


43120 


B 


12830 


81 


510 




12753 


43121 


A 


12831 


3 


436 




12754 


43122 


A 


12832 


1 


769 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


12755 


43123 


A 


12833 


15 


413 


ERMCAGPWRKGAETGPYFCND 
TVRHRKASLLCPF* RMNGDQN 
SDVYAQEKQDFVQHFSQIVRVL 
TEDEMGHPE1GDA1ARLKEVLE 
YNAIGGKYNRGLTVWAFREL 
VEPRKQDADSLQRAWTVGWC 
VELLQA 


12756 


43124 


A 


12834 


1 


795 


MNGDQKSDVYAQEKQDFFQHF 

SQIVGVLTEDEMGHSEIGDAIA 

RLKDVLEYNAIGGKYHRGLTV 

LVAFQELDA1NYAILLEAC1YYL 

LKL YCQAQPY YLNLIELFLQI SC 

QPEIGQTLDLITAP/QDNVDFGR 

FT/EKQHANA*KILLEI/GEFFQI 

QDGYLDLFGDPTVTRKVGTDIQ 

DNKCSWLVVQCLQRSTLEQYQ 

ILKENYGQKKAKKVVQVKALY 

EELDLPAVFLQYEEDGYSH1MG 

LTEQYAAPLLPAMFLGLVYK1Y 


12757 


43125 


B 


12835 


1 


328 




12758 


43126 


A 


12836 


2 


868 














3^4~ 






4TT2I 




72831 ' 


1755 




KHISPALKALELPFERNL1I/PLQ 
LLKVRILKEGEML/D1*HWFL** 
GMGTVQKGMPHKCYHGKTGR 
VYNVTQHAVG1VVNKQVK*VV 


12761 


43129 


A 


12839 


1 


1035 




12762 


43130 


A 


12840 


13 


600 


INPPPPPFRPELPSSSNSPKMTDH 
KGERGEATRYMFSRPFKKTMG 
VVPLGHNN*RF\YKKGDIVD\IK 
G MG YC VQNGMPVHKC Y P WPKL 
EGVLQLLPQHAWAIVVNQPVL 
GQSFFPRE*IVRIEHIKHF*EPEIS 
FLK/RVLKENDSEKERSPNEKG 
TWGSNLKRHLAPPQKKHTL*R 
TNGKEPEL\LEPIPYEFHGHN 














QRPSE AK E I KL Y AQIPPI EKMD A 
SLSMLANCEK.LSLSTNCIEKIAN 
LNGLVEAVGDTLEELWISYNFIE 
KLKG 1 HIMKKLKI L YMSNNL VK 
DWGTPVIKGDEEEDN 


12764 


43132 


A 


12842 


155 


588 




12765 


43133 


A 


12843 




954 




12766 


43134 


A 


12844 




486 




12767 


43135 


A 


12845 




367 




12768 


43136 


A 


12846 




190 


LISRAKEDDMTLNIAEGVHPSY 
NIVLNTLHT/CGISVKSTWRPSK 
GAAP*ARMPGGTAGPCLAS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12769 


43137 


A 


12847 




2376 


MRGAQKATNVNKLSED1QGKE 

ESPTQF Y ERLWEA YRM YTPFDP 

DSPENQRM1 PMAL VRQS AEDM 

RRKLQKQAGLAGMNPSQLLEI 

ASQVFVNRDAVSRKENGKENG 

GQARRYADLFSRTKNYQPVQD 

LRLLHQ AKLTFHPT V PNPSTLL 

GFPPAEDSWFTCLDLKDAFFPIR 

LAPERQKLFAFQWEDPESGWPP 

CWRA\WQQLPC*YKIVPS1LR1S 

SS DGKYKAFSTCG SHLA V VC 


12770 


43138 


A 


12848 


1 


636 


MRG AQKATN VN KLSEDIQGKE 
ESPTQF YERLWEAYRMYTPFDP 
DSPENQRMIPMALVRQSAEDM 
RRKLQKQAGLAGMNPSQLLEI 
ASQVFVNRDAVSRKENGKENG 
GQARRYADLFSRTKNYQPVQD 
LRLLHQAKLTFHPTVPNPSTLL 
GFPPAEDSWFTCLDLKDAFFPIR 
LAPERQKLFAFQWEDPESGWPP 
CWRA\WQQLPC*YKKQIS 




^j^Q 




"ifslo" 


T^8 










— 


— — 




T2~65 

— 


FLGVPTLGGWRPIQHELRK/PRE 
VTPVLLRDLIRRFRPPLWIGSDN 
GPAFLAALVQKTAKGIQNNITG 
GVYTLCDIDSHIILFRSGY 




— — 












]2774 


43T42 


— 


12852 


1251 


1424 

— 


DSPRGEAES*A*LPEKLLEMSG 
NRLVDNKDPGKKQTQRR1PHSP 
SQIPVPLPEIWCT 


— — 


43143 


— 


12853 








127?6 


43144 


— 


12854 


— 


621 




12777 


43145 


A 


12855 


2207 


2308 




12778 


43146 


A 


12856 




762 


















12780 


43148 


A 


12858 


3 


496 




12781 


43149 


A 


12859 


107 


258 


NALGKRTSFTNRNFLASGRLFD 
SVTYARRLQQYPAPL*KTA I* SF 
SLLNH 


12782 


43150 


A 


12860 


2 


410 


SPDPWVSTYKSTCH I AQEI AEKI 
HLRNQYERKGE*AP\RSNLMSE 
DANGGAPNPWLFEEPEETIGW 
GFDEIRQQQHN1IR*QDAGLDA 
LSSIISRQKQM\GIEIGNELHEQN 
E1IDDLANLMENTDEKLRNETR 
RVN 


12783 


43151 


A 


12861 


3 


1402 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 




Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12784 


43152 


A 


12862 


1 


711 


MAPDPWFSTYDSTCQIAQEIAE 
KIQQRNQYERKGEKAPKLTVT1 
RALLQNLKEKIALLKDLLLRAV 
STHQ1TQLEGDRRQNLLDDLVT 
RERLLLASFKNEGAEPDLIRSSL 
MSEEAK.RGAPNPWLFEEPEETR 
GLGFNDF I RQQPQKI I\QEQDARL 
DALSSIISSQKQVMGQEIGNELD 
EQNEIIDDL AN L V ENTDEKLRN 
ETRRVNMVDRKSASCGM1MVI 
LLLLVAIVVVAVWPTN 




— — 


— 


72863 




— 






43T54 


— 


72864 




T02l 




[2787 


43T55 




72865 


7606 


2238 






^— 


— 







— 

— 






43757 


— 


72867 










43758 


— 


72868 




589 




12791 


43159 


A 


12869 


19 


1677 




12792 


43160 


A 


12870 




906 




12793 


43161 


A 


12871 




228 




12794 


43162 


A 


12872 




320 




12795 


43163 


A 


12873 




398 


TSKAPGAQGEQGFEECFLAVAL 
AGRPLPSLWALFQATTPV\LQG 
LKEAFFRPEVP\LRRDLPLLLFR\ 
TQTSDPAMLP\TMIGLLAEARR 
AGCLSYQTSLVSDGETWHVMG 
ISSLLP\SLEG\WKQ\HVTEAFQF 
HF 














SAGGSGRRTLHSRTMAQFVRN 
LVEKTPALVNAAVTYSKPRLAT 
FWYYAKVELVPPTPAEIPRAIQS 
LKKIVNSAQTGSFKQLTVKVTT 
G*MK TDVHNRKCLPLGFF 


12797 


43165 


A 


12875 


91 


425 


WTFHPTTMAPFVRDLGEKTPA 
LGKAA VTYLKPRLA A FWYYHA 
QVELVPPTPA\EIPRAIQSLKKIV\ 
N S AQTG SFKQLTVKE AVLLNDL 
VATEVSTWFYVREITGKRGIIG* 
NV 


12798 


43166 


A 


12876 


179 


664 


HSSPAVPGRTDFSHSQNPWPQF 
CPVTLVGEDPRALVNAAVT/YT 
RKPRIGLHFWYYA\KVELVP\PT 
P\AEIP\RAIQSLKK\IVNSAQTGT 
LANSSHVK£AV/L*NGLVATEV\ 
LMWFLCSERLLGKRGHSLGYG 
CFEDQSFNIWIIFWILFILELFVW 
DHVVDPDC 


12799 


43167 


A 


12877 


25 


164 




12800 


43168 


A 


12878 


2110 


2260 




12801 


43169 


C 


12879 


32 


1429 




12802 


43170 


A 


12880 


172 


322 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12803 


43171 


A 


12881 


1060 


12039 




12804 


43172 


A 


12882 




810 




12805 


43173 


A 


12883 


3 


146 




12806 


43174 


A 


12884 




1211 


GPQDGNQQPAPPEKVGWVRKF 
CGKGIFREIWKNRYVVLKGDQ 
LY1SEKEVKDEKNIQEVFDLSD 
YEKCEELRKSKSRS KKN H SKFT 
LAHSKQPGNTAPNLIFLAVSPEE 
KESWINALNSAITRAKNRILDE 
VTVEEDSYLAHPTRDRAKIQHS 
RRPPTRGHLMAVASTSTSDGM 
LTLDL1QEEDPSPEEPTSCAESFR 
VDLDKSVAQLAGSRRRADSDRI 
QPSADRASSLSRPWEKTDKGAT 
YTPQAPKK.LTPTEKGRCASLEEI 
LSQRYAASAHTLQLRAEEPPTP 
ALPNPGQLSRIQVDLVARKLEET 

t. L L J\ C V y£ Kj L. O U O JSJKJVA IS. U rr 

S/RSPPDSES\EQLLL\ETER\LLG 
EASSNWSQAKRVLQQVRELRD 
LYRQ\MDLQTPD\SHL\RQTTPH 
S\Q\YRKSLM 


12807 


43175 


A 


12885 


617 


1041 


TTLINPGGPAPLLSLPTSS1TGFT 
TF YH PN LKPLRTCPS * VQA WPC 
RHPI*SRDYQRDAEPTTC1SKLL 
GENIRRDEFWKVQIKARSGETE 
QNPRST A F AFG ELPL AN REELN 
LLLNKG1LPLCDQRQE1ESECAF 
TIFCAGDANCFPPSPTHLPLTAL 
QQRPCGLSGSASKEAWGNSLV 
CGPRGDTLPMA1AKPHRSASKH 
STLHQYPTPPRSLCHQHRDEQP 
TNHLQTLNT1PAWIHTKWVPGL 
DHINKPWRSCSSSQSAYLFYHW 
LH YFLPPKLKTSKDLSI LSAGLA 
MSAPHLIFRVSAITSNSSCKPSS 
TSKACEELFKEHQCLGSTD1PIH 
IQGGAPFSAVSPQRLVLRGSQD 
G SHM VRPRLPFPDS AGLANFHL 
FSKLFLD 




— — 


— 


— — 


- 


— 




[2809 


43~T77 


— 


F2887 


— 


— 


VSWRFVQVFI*V\AGGSRICAAA 
GLSPGTPPPCATSLIGACSLIFIP 
RLLSLFCGDEAL 


12810 


43178 


A 


12888 




265 




12811 


43179 


A 


12889 


1 


1209 
















VAHQEKGIAEPGLRPTGDSRQT 

HRRLDVERSTSVQEHMGGCHF 

SPFPEREKLSTLRGIHQQAPAL 

WQATDQWIDIEF/GLGQPEESL 

GR*1TRLQGKTILPFGSPIC 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 

hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


12813 


43181 


A 


12891 


1 


345 




12814 


43182 


A 


12892 


2 


451 




12815 


43183 


A 


12893 


2 


286 




12816 


43184 


A 


12894 


217 


1071 


GENPRSENTRLATILEVACCHF 
GSSPPPS\GSSGRKDPPLTFGDH 
EGTSKAEPS PA LGLTPEH KGN V 
GHAARIQQPGPLSLWSRKAGK 
GVQDCYIDLKQIK.IDLDKFSDN 
PDGYIDVLQGLGQSFDLTWRNI 
MLLLNQTLTPNERSATITAARE 
FGDLWYLSQVNDRIAAEKREK 
FLTGQQAVPSVGSHWDTESEH 
GDWCCRHLLTCMLEGLRKTRK 
KPMNYSMMSTITQGKEENPTA 
FLERLREALRKHTSLSLDSIEGQ 
LILKDTFITQSA AD1 RKVNFKSPP 


12817 


43185 


A 


12895 


1 


756 




12818 


43186 


A 


12896 


473 


1015 




12819 


43187 


C 


12897 


152 


322 




12820 


43188 


A 


12898 


146 


1079 


PPCAVVCLLW1AAVYCLSTTFC 
APLCGQNTWLPKPCRHVNRAA 
SNASVSLSTVTLFSRLS*PQRKG 
SELLDSSGPLPASPSLPLCSGVS 
PRAGLGSAWPKIPFLGIREAKN 
PRSEN TRLATIL E AGHRHLGTS 
VSKDH PVTFWRPRRDLQSDLK 
QIK1DLGKFSDNPDGYIDVLQEL 
GQSFDLTWRD1MLLLNQTLTPN 
ERSATITAAREFGDLWYISQVV 
AAVAGLVSEAVKIIQGSYCVDI 
HDVNGILTAKGDLWLSDNHLL 
KYQALLLEGPVLRLRTCATLNP 
ATFLPDNEEK1 EHNCQQ VI AQT 


12821 


43189 


A 


12899 


189 


1798 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


12822 


43190 


A 


12900 


194 


1729 


NPAAQTPFFVVKKGGKRGAGL 
LHRQYPLRLEAKQGLKKIVKDL 
KAQGLVTPCSSPCNTPTLAVQK 
PNGQWRLVQDLRIINEAVVPLY 
PAVPNPYILLSQIPEEAEWFTVL 
DLKDAFFCIPVHPDSQFLFAFED 
PSNPMSQLTWTVLPQGFRDSLH 
LFGQALAQDLSQFSYLDTLVLQ 
YMDDLLLVTHSETWCHQATQA 
LLNFLATCGYKVSKQNAQLCS 
QQVKNLGLKLSKGTRALSEERI 
QPILAYPHPKTLK.QLRGFLGITS 
FCRIWIPRIKAVKLQ1ILQMEPQ 
MQSMTKJYHGPLDRPTSPSSNV 
NDIEGTOASDFPFLSQVLEQVV 
SPKGSKEAQCCVLRPLGCESNL 
K.QIKIDLGKFSDTPDGYIDVLQ 
GLGQPYYLTWRDIMLLLDQTL 
TPNERSAAITAVREFGDLWYLS 
V rNJJlvJvl t cc-lvCt^rr 1 Uyt^AVr 
SVDPHWDTESEHGDWCHRYLL 
TDVLEGLRKTRKKP\IN*SMISTI 
TQGKEENPTAFLERLREALRKH 


1282j — 


43191 




]290J 









12824 


43192 


— 







^ 






12825 


43193 








— 


NGVGHNRMGTNGSGGGEWGVP 
PAPiCA*r;rQi aqapaqaqppu/ 
WFEMGCRGIYDAQQVALSRSF 


12826 


43194 


A 


12904 


203 


538 




12827 


43195 


B 


12905 


131 


536 




12828 


43196 


A 


12906 


1 


1251 




12829 


43197 


A 


12907 


38 


475 


ESERRGEFCLCK.11SEQGRAVCV 
EDEQTSHFALTGNNG1YRKSQQ 
QWQQELSDLARDPPAQCSAGP 
VGDDMFHWQATIMGPNDSPYQ 
GGVFFLTIHFPTDYPFKPPKVAF 
\TTRI YHPN INSNG\SICL DILRSQ 
WSPAFNQFPKSS 


12830 


43198 


A 


12908 


282 


849 


QSCPAAGIIKSFGRTFEHTPREV 
RKPDDKHTLLALKR1NKDLSDL 
ARDPPAQCS\AGPV\GDDMFHW 
QATIMGVPNDSPYQGGVFFLTIH 
F\PTVDYPFKPP*GLHFTTRFY\HP 
\NINSKWAAFCLRYS*DSQW\SP 

DPLVPGDWHGSY*NRTGDKYN 
RISREWTQKYAM 


12831 


43199 


A 


12909 


1 


397 




12832 


43200 


A 


12910 


245 


535 




12833 


43201 


B 


12911 


68 


333 




12834 


43202 


A 


12912 


265 


562 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12835 


43203 


A 


12913 


1 


872 


MVNTECQLDWIEGCKVLILGVS 
KEASQGLGGRSRGRNVRQSTD 
AD1RPTSEK.DARSLMTTRQEDN 
ISVDQRGFLSGVQKKSGCANGL 
KGSVCGGFYWVMAVIRMGVG 
KAMGLNLKLGIKFE1KKGYLKG 
CRDSLRLSPTGFGKFTATSH E V 
AATVPIKVVLELTLQTHKILRG 
VFAHLTSCLQLHSLPPGSSMDS 
AKA RRQLQV AGQGHSL V KQK 
GFHVEAPDHHPVQLSDISCKSY 
pu/nuvi ik'ixin ippt wu/vvtit 

KWOrlKJjIN.IlNrL/lrrL W W I I UL 

EEVKREQSEEKQQAKIMADIIG 
DALNAQKAFKGNPKGHKPLPF 
SAGQMENW*CPECPKSI 


12836 


43204 


A 


12914 


7 


231 




12837 


43205 


A 


12915 


1 


223 


ME1LTTCDKGL1FTGNTRKSETS 
TSECTCPLDINCSLSHSPPSPSDE 
ETQHHTDSLHVRPRKGYLLCIY 
HIPDIVAVMVNIQCQLDWIEGC 
KVLFLGVSVKVLPKEINTGISGL 
GKADPPSIWKS*QHVTKDLYLQ 
VILENQKL VPAN ALVRWI LTVP 
FPTLLRALQMRKHSTTLTVCMS 
np/^k' nivr a ctivhi 


83 


— — 

4j20 


A 


— — 

1 


—— 


— — 


Xlk' \yf QPkH V PriPPPrP Qk' P^MI *T* 
lNKlvi^rrvl^KDUCrOrvorvLylNlj 1 

CWKSINEA*K/DLELQLQFGPQE 
vi P4i pnnv^ifi^i mi vpnA 

KL r A L,E.^V^ V i\rvN L»1N 1_» V rLl/\ 


12839 


43207 


C 


12917 


1 


1506 




12840 






12918 


^ 


^TT 






— 


- — 
— 


— — 





— 




— 


— — — 












— — — 

1 84j 


— 

43211 




A 


— — 

1 


— 


— 

— — 


Wl^IL,o V INLJVjLrvLJArv I l^o^ V^L 




— — 


- — 


— — 


—— 








4%r 


— 


72921 





250 






4321^ 


— 


12924 





261 






43215 


— 


12925 





— 




12g4 


43216 


— 


12921 





291 






43217 


— - 


— — 





— 






4^218 


— 


T2928 





— 




12851 


43219 


A 


12929 


1 


684 




12852 


43220 


C 


12930 


1 


210 




12853 


43221 


A 


12931 


2 


91 




12854 


43222 


A 


12932 


1 


243 




12855 


43223 


A 


12933 


2 


353 


WMKLETIILSKLS*GQKTKHRM 
SSLIGSTDQQRLVVKNVQGRVC 
PGSTGHGAWEAWTAMRKVDS 
PLQTGSLRPGWCRQVGSHARS 
GSAEAAGNPGLHPG1CPRVEDG 
IQVAENFPEV 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


12856 


43224 




12934 





289 : 1 




]2857 


43225 


— 


72935 





TT94 






43226 


- — 


^ 


— 


237 






43227 


— 


T2937 


1 


292 









- — 


— 


2 








43229 





T2931 


1 




T2l5 






" 


- — 


— — 




241 






43231 


— 


12941 




— — 


675 













— — 




y— 


TPTNLQEKNKQPHQKVGEGYE 














QTLLKPvRHLCSQKTHGKNAHH 














H WPSEKCKSKPQ\WIPSI SHQLE 














WQSLKSQETTGTWMKLETIILS 














KLLQGQKTKHHMFSLIGGNRT 














R RTHGHRKGN ITL WGLLSDS V 














NCASSSG 




43233 


— 


— — 


608 


891 






43231 


— 


Tl9^ 





3956 


MGSCPGGFTAEFYQRYKEELVP 














FLLKLFQSIEKQGTLPNSFYEAS 














IILIPKPGRDTTKKENFRPISLMN 














ID AKI LN K1LTNR1QQH I KKL1HH 














DQVGF1HGMQGWFNIRKSINVI 














QHINRTNDKKHMI1S1DAEKAF 














DK.IQQPFMLKTLNKLGTWMKL 














ETI1LSKRSQGQKTKHRMFSLIV 














NUPTIK1LIKQNMTAMETLCPIF 














KLEGDTMDNPIANRRVRTAVP 














TSVVCLHVGTEPEARLPIIGPMI 














TAQSPFG 




43231 


— 


12945 





855 






43236 


— 


T2941 





255 




]2g69 


41237 


— 


12947 


273 


3484 






43^238 


- — 


P948 


— 








43239 


— 


T2"949 


85 


333 






43240 


— 


72952 


22 








43241 


- — 

— 


1295^ 


— 




3l§ 






43242 




T29li 




448 






43243" 


— 


12955 





453 






43244 


- — 


72956 





491 






43245 


— 


T2957 




749 






43241 


— 


"12958 


— 


637 






— — 





— — 





510 






88 


— — 





— — 

12 0 





— 


RPHASAHASGRQRSQDVTTMV 




























TQPPSASGSPGQSITISCTGLIND 














VASYNFVSWYQQHPGKAPKL 














MIYEVTKRPSGWPDRFSGSKSG 














\NTASLDHLWGSRLEDEADYYC 














LLICRRLHPGGGIRRWDPRVTV 














LGSAQRPTPTVTSGSRPSSEGAP 














SQQGHTSVSDQ 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12881 


43249 


A 


12961 


1 


1958 


MSVQRKDRVRTQQGGSVASSM 

LTQEPVGSVALGQSARDRDPD 

CSDSVSVYLMDTWQSVIIGFAE 

SAATLGDPPELPMHPEGSEASY 

ELTQPPSVSVSPGQTARITCSGD 

ALPKQYAYWYQQKPGQAPVL 

VIYKDSERPSGIPERFSGSSSGTT 

VTLTISGVQAEDEADYYCQSAD 

SSGTYPTVTQADRETPTHQYSR 

HPSYAKGFVFLWGSWAQSALT 

QPASVSGSPGQSITISCTGTSSD 

VGSYNLVSWYQQAPQGKAPKL 

MI Y E/VDSKRPSG VSNRFSGSKS 

G\NTASLTISGVPGLRDEG\DYY 

CCSYAGSVASYELTQLPSVSVS 

PGQTARITCSGDVLGENYADW 

YQQKPGQAPELVIYEDSERYPG 

1PERFSGSTSGNTTTLT1SRVLTE 

DEADYYCLSGDEDNPSVTQAD 

GEDTGIRSHYEGTLALYLYPEP 

VKATCSVTSYVLTQPPSVSVAP 

GQTARITCGGNNIGSKSVHWY 

QQKPGQAPVLVVYDDSDRPSGI 

PERFSGSNSGNTATLTISRVEAG 

DEADYYCQSLSTLGPKTLGDTV 

LRPM1YSVSIQASGVPDGFSGSK. 

SGNTASMTISGFQAEDEADYYC 

NSHRRGSVVSSELTQDPAVSVA 

LGQTVR1TCQGDSLRSYYASW 

YQQHPGKAPKLIIYDGH 


12882 


43250 


A 


12962 


2 


367 




12883 


43251 


A 


12963 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

KEKVLRAA/NKPIRLTVDLSAET 

LQARKEGGPIFNILKEKNFQPRI 

SYPAKLSFISEGEIKSFTDKQML 

KDFVTTRPALQELLKEALNME 

RNNQYQPLQKHAKW 


12884 


43252 


A 


12964 




1178 




12885 


43253 


A 


12965 


1 


732 




12886 


43254 


B 


12966 


99 


716 




12887 


43255 


A 


12967 


1 


1011 





1640 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12888 


43256 


A 


12968 


3 


1263 


GRTIQTKGKEV\ENFEKMLEECI 

TR1TNTEKCLKELMELKTKARE 

VREECRSLRSQCDQLEERVSAM 

EDEMNEMKQEGKFREKRIKRN 

EQSLQEIWDYVKRPNLRLIGVP 

ESDVENGTKLENTLQD1IQENFP 

NLA RQANVQIQERQRTPQRYSS 

RRATPRHIIVRFTKVEMKEKMG 

LL VPN WTNHSPLFRAILFDYKG 

FCRFGTTHQTGFSPAGANQRGP 

LAATLSGPGGEGQSAVARLTGL 

IGVPESDVEKETKLETTLQDIIQ 

ENFPILARQANVQIQETQRTPQR 

YSSRRATPRHIIVRFTKVEMKE 

KMLRAAREKGRVTLKGKPIRL 

TADLSAETLQARREWGPIFNIL 

KEKNFQPRISYPAKLSFISEGEIK 

CFTTWnVfl RnPVTTRPAl Wl T 
or 1 UiS-^lvlLtvUr V 1 1 tvr/VLK.r/L.L 

KEALNMERNNRYQPLQNHAK 


12889 


43257 


A 


12969 




1392 




12890 


43258 


A 


12970 


1 


1224 




12891 


43259 


A 


12971 


1 


970 




12892 


43260 


A 


12972 


1 


954 


MDGDLHKGVAVFWPPDAAGG 
HTCCRSMVCRSLLGGAQWKFH 
SFRCRlRFELILHMIQERNSrNIS 
QKDVHTETPSETHHHQRPKVD 
KSMKMRRNQCKKAENSKNQK 
ASSPPK EHNSWR A REQNWTEN 
EFDKLTEVGFRRWV1TNSSELK 
EHILTQCKEAKNLEKTLEELLT 
R1TSLEKN1NDLMKLKNTA*EL 
REAYTS1N SQ1SQAEER1 SE1EDQ 
LNEMKHEH RIREKRMKRNKQS 
FQEIWDYVKRPNLRLISVPESD 
GENGNK* ENILQDII\QENFPN L 
ARQANIQIQEIQRTPQRYSSRRA 
TPRHI1VRFTKV 


12893 


43261 


B 


12973 




1346 
















GSRGELLLSLCYNPSANS1IVNII 
KARNLKAMDIGGTSDPYVKVW 
LMYKDKRVEKKKTVTMKRNL 
N PNFN ES\FAFDIP\TEK\LRETTI I 
ITVMDKDKLSRNDVIGK 


12895 


43263 


A 


12975 


17 


389 


SWGPHCTHKLK.KSFSLMPEMT 
DAMDRERM/RGSKKDV/R*VLG 
GCAATWTPRAGGRQQSPGTTV 
DKREDTPDCAMCDQSTSHPISA 
SSPSLLPGSSFTTQTFPPG1AHYR 
ASFLIVAYYPSNKNSK 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 








]2976 


g4 




GEGQVGWPQGEVQQDEEVIEE 
VGA*DAGSGYQEEEEGPQSLRR 
EVVGVELVVGADPSGEGPKED 


12897 


43265 


A 


12977 


1 


1179 




12898 


43266 


A 


12978 


3 


634 




12899 


43267 


A 


12979 


234 


619 


CYVVQEVLPSLLCHCLVICSRP 
GRTAEWPPG*GF*SPPHRGWW 
GC*GHD/HRRGTSIFPTH/V*SPP 
ASYPGSLCRPGGQEEREREGEW 
QREGRRPGTR*CGAEAEARGW 
RAAAKATAVAGARNRRPGISG 




— — 


— — 


— — 





Tl82 




129Q1 


43269 


— 


T2981 





763 




12902 


43270 


A 


12982 


32 


949 




12903 


43271 


A 


12983 


1 


1299 




12904 


43272 


A 


12984 


1 


1176 




12905 


43273 


A 


12985 




421 




12906 


4j274 


A 




81 




VKFGPEIWCRDSDQGRGGVGT 

SLGRS1PCPPALCSVRKIYLRPL 

VLRPTSPRN1SP1LNRDPTVQLT 

WQPLPEPLELWPKAL*LTPSQIY 

SA*RLKTDAARLPRKPPR 


12907 


43275 


A 


12987 


1 


378 




12908 


43276 


C 


12988 


1 


751 




12909 






12989 


302 




1CLSYPAPPCKRFPHYTRVLY1I* 
SLFNENTSQSCFTSR/WKLESFT 
TRAIERHQ1PLL*ATLTLIRWLD 
KKLAFQLLSLTASFSPSYQSLPP 
TPPLKLPP1ISSHTRQMV 


12910 


43278 


A 


12990 


14 


380 




12911 


43279 


A 


12991 


189 


608 


QSDLSASQHGLFPLATEVRSSG 
AASCPDSDSICPAPTIAPGRATP 
PQANCWASEGTLRYQALPGNR 
APVSQVSQAGGANLCVQQPKK 
HLTNFKSGKRPLFTLFSNLQGP 
RSRPVAFLSKQLDLTVLGWPSC 
LWQQLLPP 


12912 


43280 


A 


12992 




513 




12913 


43281 


A 


12993 


2 


462 


WSMGLPRRSGCVSLQPLSQEDL 
GRSQSESLGPEFQGLWEWLPEQ 
LPRSFIQALGSLSYFPRTLMNLS 
WPLCLRKWGYL/SLYLPFQVGL 
PSTVPWPLILPSKVPEEEGQLQS 
TLPCG1KLLPVFTSHHAFLGVFC 
NQWVSDVFLALFLMKLLGAQ 


12914 


43282 


A 


12994 


59 


213 




12915 


43283 


A 


12995 


1 


1159 




12916 


43284 


C 


12996 


1 


864 




12917 


43285 


A 


12997 


1 


1155 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12918 


43286 


A 


12998 


879 


1163 


SRRPLFMGLVRVLCKMSGRGP 
LCFPGGHWIVFLWGGTVLWLW 
T* S PH WHRKAN * DLF LQK.L PRL 
*VSHQCDPCLPVCHLWNCLFLL 
PLWGPPAG 


12919 


43287 


A 


12999 


1 


179 




12920 


43288 


C 


13000 


1 


410 




12921 


43289 


A 


13001 


42 


365 


FGLRLSLAPPFCMFPLTT* HS*P 
SVLPASFPAALGIPQARAVTPFV 
SP*LLASLSFWAPPCSLCLDASV 
*HGSHLWHAQSSCRLRWSFGL 
AASQMQPEEPSHGPRRK 


12922 


43290 


B 


13002 


1 


741 




12923 


43291 


A 


13003 


8 


265 




12924 


43292 


B 


13004 


1 


646 




12925 


43293 


A 


13005 


1 


1158 


MKLVTIFLLVT1SLCSYSGYWPE 

NEQMSVGGGDDNGEVLYSALR 

GASEV1GQCQSSATKPRRSGKE 

SVREPWARVPGALGVGVREID 

QTLG 1DTILCHHHERLLQSH YGI 

HKSSLMSVGNSQVAALYQLNV 

YVVADTVGLI1KSNSILDSVQPN 

YCSNKHIELRTQVGGARNLRA 

NSPMTSSYKQESSSMENVSALS 

LLTVESPTSMFDYCDDSLERVK 

SALD1FSMI 1 YTVTFFLGL AGNG 

LVIWVVGFHMSCTVNTCLPSDP 

H LHGPLTCDPV ANLVLEQLHTS 

KGNSGALEDLAFGNLFLCSLLD 

LQGNSWWKVSPSLYNQYDLQ 

NETQGSHQLWKE1I1PW*PSAFV 

V/SSGYWPENEQMSVGGGDDN 

GEV/RVFRPEGGFRGDRAVSVF 

SH*AEKIWEGISQRAL/VPEFQG 

LWEWV/CRE1DQTLGIDTILCHH 

HERLLQSHYGIHKSSLMSVGNS 

QVAALYQLNVYVVADTVGLII 

KSNSILDSVQPNYCSNKHIELRT 

QVGGARNLRANSPMTSSYNQE 

SSSMENVSALSLLTVESPTSMF 

DYCDDSLERVKSALDIFSMIIYT 

VTFFLGLAGNGLVIWVVGFHM 

SCTVNTCLPSDPHLHGPLTCDP 

VANLVLEQLHTSKGNSGALED 

LAFGNLFLCSLLDLQGNSWWK 

VSPSLYNQYDLQNETQGSHQL 

WKEII1PWHQTLVTTAHFFFGFF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12926 


43294 


A 


13006 


3 


371 


AGARFNVRSH*RNDRVRPHRD 
VYSLQGRLSDHSPTFQGCQTTQ 
GRLPWSFTLSGKFRFSGEGATT 
SPAHKNFQTPEPQWPG1PPEPPP 
TGACYTCRKSGHWAKECPQAR 
1PPKPHPICVGPH 


12927 


43295 


A 


13007 


77 


332 


RWKKNCLSPPRMS*QR*WKP* 
MQQAACSVGETQPPCTQVK*T 
ALLLTQSLFGGLFTRTHMKFGA 
VTRIGGPPLGDQSPVLLLFAP 














RVVEQDDAERLFRRFRAA/GDL 
PYGAFGEIF* ETQCQEMQQLAE 
DHASVTMISLEAWRLYRKMVC 
RIWASMLRLSVCHLCAPKRVW 
SLISRNGYHLPGSIH 


12929 


43297 


A 


13009 


21j 


499 


PEQRTSHRQQQRRQPPPQ SRS * P 
FCPSLPRSALSLSFLCDGYAAP* 
AYRE* IPVTEDHFA E* I/IS WCPC 
* YRE ALGQLL AKMRR * S ARKRF 


12930 


43298 


A 


13010 


2 


431 




12931 


43299 


A 


13011 


2 


367 




12932 


43300 


B 


13012 


1107 


2083 


















12934 


43302 


A 


13014 


712 


2671 


AHVGRGST*ALPRAMGSDAF*C 
PLQ*MTPASFGSKAALSRVFIKE 
ALM MEDPCV VRKPLSAHMTA 
WWCRIWKAYLESV 


12935 


43303 


A 


13015 


50 


1362 


WEQ1 PHGLVLSLQQLPRRSGSI S 

LQPLSQEDLGRSQSESLGPEFQ 

GLWQWLSDFQT*HQWFVSGFQ 

AFSDRLKAALSASLLLRFGDSD 

WLPSSSACKCLMLGLHFVIVGN 

ICATLKEKYSSMLIILDVTMKK 

NGEKRTRLQKRKKGMPPHPAY 

EDLNIAAITLPANVVLHQPSGFR 

TSGQLDPVWWSLDTDAHEIWC 

QDPGLGSGDFPWEITPLSSYSLL 

HEKDPPTTSGPQTDQPKKHLTN 

FKSKTKETGFIHGPKTPAPVTD 

WEGSLPLVFNHCRDTSLIIHPCF 

KGVRPRRDACLGPSPLAASPAF 

LEKGQDLINLAFKVYNNRKKL 

QFL A ST VRQTPATSPAHKNFQT 

TEPQQPGVPPEPPPTGACYMCR 

KI WPLGQAN ARSPG FLLSRVPS 

VWDPTGNRTVQLTWQPLPEPL 

ELWPKALCLTDSFPDLLGLAA 


12936 


43304 


A 


13016 


1 


507 




12937 


43305 


A 


13017 


5 


271 




12938 


43306 


A 


13018 


1 


618 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




433Q7 


= 


|3Q19 




429 






43308 


— 


[3020 








12941 


43309 


A 


13021 




353 




12942 


43310 


A 


13022 




338 




12943 


43311 


A 


13023 




1175 




12944 


43312 


A 


13024 




326 




12945 


43313 


A 


13025 


150 


494 


PSPSLGYLVGTRGTALRL*DAR 
A AM RPFDPSTLLPTCWD Y WT Y 
AGSLTTPPLTESVTWIIQKEPVE 
VAPSQLSAFRTLLFSALGEEEK 
MMVNNYRPLQPLMNRKVWAS 
FQATNEG 


12946 


43314 


A 


13026 


2 


975 


DSREHHPLQTGVSGNRPKMLG 

RNTWKTSAFSFLVEQMWAPLW 

SRSMRPGRWCSQRSCAWQTSN 

NTLHPLWTVPVSVPGGTRQSPI 

NIQWRDSVYDPQLKPLRVSYE 

AASCLY1WNTGYLFQVEFDDA 

TEASGISGGPLENHYRLKQFHF 

HWGAVNEGGSEHTVDGHAYP 

AELHLVHWNSVKYQNYKEAV 

VGENGLAVIGVFLKLGAHHQT 

LQRLVDILPEIKHKADARAAMR 

PFDPSTLLPTCWDYWTYAGSLT 

TPPLTESVTWIIQKEPVEVAPSQ 

LSAFRTLLFSALGEEEKMMVN 

NYRPLQPLMNRKVWASFQATN 









T3^2l 




7^o"5 












761 




1PF1SFSCLIALARTSNTMUNKSG 
ERGHPSLVPVFIGNASSFCPVSM 
ILAVGLS*IALIILRYVPSIPNLLR 
VFSMKGC 


12949 


43317 


B 


13029 


697 


1527 




12950 


43318 


A 


13030 


1 


1695 




12951 


43319 


A 


13031 


434 


925 


VA KIFSHFVCCLFTLM V VSFA V 
QKLFSLIRSHLSILSFVAIDFGVL 
DMKSLPMPMS*MVMPRFSSRV 
FIVLGLTFKSLIHLELIFV*GVRK 
GSSFSFLHMASQFSQHHLLNRE 
SFPHCLFFSGFSKIR*L*1CGIISE 
GSVMFH*SISLFWYQYHAVLVT 
VAL 


12952 


43320 


A 


13032 


1124 


1234 


K I TPKKQ1 RQSPNLTQNTGQQ* S 
LQLWEHFQISTHF 


12953 


43321 


A 


13033 


929 


1261 




12954 


43322 


A 


13034 


1118 


1354 


IPFISSCLIALARTSNTMLNRSGE 
RGHPCLVPVFKGNASSFFPFSMI 
LAVGLS*IALIILRYIPSIPSLLRV 
FSVKGC 
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SEQ ID 
NO: 


SEQIDNO: 
ol peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12955 


43323 


A 


13035 


2 


348 


HQHLLFPDFLM I AILTGMRWYL 
IVVLICISLRASDDEHF/YHVSV 
GC1NVFF*EISVHILRPLFDGVV* 
FFLVNLFKFFVDSGYEPFVRWV 
DCKNVLPFCRLPVHSDGSFFCC 


— 

1295 


— 

43j>24 







3 


— 


712 


LISNFSKVSGYKINVPKSQAFLY 
TKNRQTAKS*VNSHSQLLQRE 


12957 


43325 


A 


13037 




1833 




12958 


43326 


B 


13038 


1 


1587 




12959 


43327 


B 


13039 


1 


1851 




12960 


43328 


A 


13040 


1349 


1444 




12961 


43329 


A 


13041 


953 


1277 


MVLPRFSSRVFMVLGLTFKPL1 
HLELIFV*GVNFV*GSSFSFPHM 
ASQFSQHHLLNRESFPHFLFLSG 
LSK1R*L*MCGIISEGSVLFHWS 

£,5>Lr W iy I rl/\ VLV 1 VAL 




43331) 


- — 


T3042 


804 


4236 




12963 


43331 


A 


13043 


1 


744 




12964 


43332 


A 


13044 


137 


797 




12965 


43333 


A 


13045 


210 


418 




12966 


43334 


A 


13046 




927 




12967 


43335 


A 


13047 


1 


1415 


MGFLGTGTWILVLVLPIQAFPK 

PGGSQDKSLHNRELSAERPLNE 

QIAEAEEDK1KKTYPPENKPGQ 

SNYSFVDNLNLLRAITEKEKIEK 

ERQS1RSSPLDNKLNVEDVDST 

KNRKLIDDYDSTKSGLDHKFQ 

DDPDGLHQLDGTPLTAEDIVHK 

IAARJYEENDRAVFDKiVSKLLN 

LGLITESQAHTLEDEVAEVLQK 

L1SK.EANNYEEDPNKPTSWTEN 

QAGKIPEKVTPMAAIQDGLAK 

GENDETVSNTLTLTNGLERRTK 

T Y SEDNFRDFQ Y FPNF Y ALLK S I 

DSEKEAKEKETLITIMKTLIDFV 

KMMVKYGT1SPEEGVSYLEGL 

DEMIALQTKNKLEKYNATDNIS 

KLFPAPSEKSHEETDSTKEEAA 

KMEKEYGSLKDSTKDDNSNPG 

GKTDEPKGKNRSPI WKPIRK\NI 

EWLKKHDKKGNKEDYDPFQR* 

EVSFNNKADAVYVEKGILDKEE 

AEAIKRIYSSL 


12968 


43336 


A 


13048 


1 


879 






4333^ 









1^ 












134 




DGRQLRRGSLGGALTGRYLLP 
NPVAGQAWPASAETSNLVGMR 
SQALGQSAPSLTASLPCVSKCW 
ENIPPWMN/WPPH*IKHIQS 


12971 


43339 


A 


13051 


87 


500 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


]2972 


4334Q 




T3052 




1356 






4334[ 


— — 


j^qsj 








12974 


43342 


A 


13054 




107 




12975 


43343 


A 


13055 




2377 




12976 


43344 


A 


13056 




2193 




12977 


43345 


A 


13057 




2724 




12978 


43346 


A 


13058 


253 


490 


QSSIPAIMSSFLGTGAETMPVPL 

GAGMRRTSTEPQRVCFCTGIIF 

KTSSLREAPRKKSMISDSLMGR 

E/WMPVTKLGRLVKDMKIKSLE 

EIYLFSLPIKESEI1DFFLGASLKD 

EVLK1MPVQK.QTRCGSVLVRLI 

PAPRGTGIVSAPVPKKLLMMA 

GIDDCYTSARGCTATLGNF/AK 

ATFDAISKTYSYLTPDLWKETV 

FTKSPYQEFTDHLVKTHTRVSV 

QRTQAPAVATT 


12979 


43347 


A 


13059 


1 


819 




12980 


43348 


A 


13060 


1 


623 


MARRKNGKWESEIIDFCLGGSL 
KDEVLKIMPVQKQTRAGQCTR 
FKAFVAIGDYNGHIGLG1KCSK 
E/LATA1RRAI1LAKLS1VPVCRG 
YWGNKISKPHIVPQRGTGIVSA 
PVSKKLLMMASINDCYTSARG 
CTA1LGNFDKATFDAISKTYSYL 
TPNLWKETVFTKSPYQEFTDHL 
VKTYTRVSMQSTQAPALAKLP 
RVAVQPRAEV 


12981 


43349 


A 


13061 




949 


KWR1TPVPTGRP/GGPGGPGMG 
KPRCF/RGEVFGIVIRAGSPGPG 
TGPGRG\GEAAGAKAED*E\WM 
PV\TKLGRLVKDMKIKSLEE1YL 
FSLA1KKSEIMSFLLGGLLSRDE 
VFE*LCPVQEQ\TRAGQ/RATRF 
KAFVALTTLGTTNG\HVGLGC* 
VPPREVATGNSWGPFILGQALH 
SS P VRRGLLGGTKN S AKPPTL V 
PWQR*PRAACGLCAGYAFIPLQ 
PRGQLASVSA\PVP\KKLLMMA 
GTDG\CNNSQRRGCTATVG\NL 
AKATTFDAISKTYSYLTPDLWK 
ETVFTKSPYQEFTDHLVKTHTR 
VSVQRTQAPAGATT 


12982 


43350 


A 


13062 


92 


265 


SFELFADKVPKTA/WLDGKHVV 
FGKVKEGMNIVEAMERFGSRN 
GKTSKK1T1ADCGQLE 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12983 


43351 


A 


13063 


2 


797 


NRVLLAMVNPTVFFDIAVDGEP 
LGRVSFEVRGLDTKK*LL1*S1K 
LC*QIG\LFADKVPKTAENFR/A 
L*SIEEKGFGL*GVPCFHRLFPR 
VLCVRGGDFHTAINGT\GGKSI\ 
YGEK\FEDENFI\LKHTGPGILSH 
GKMLDPNTNGSQFFICTAKTAE 
WLDGKH VYV FGKVKEGMN 1 VE 
AMEA\FGSRDCK.TSKKITIA\DF 
GQLRIKFDFVFLSLTTK1ISFCAL 
LSGEHPLHPIWLGV1LESMWLS 
LAVPFWVPCFPCSLPCLAGLQS 


129g4 


43352 


— 


73064 





720 




12985 


43353 


B 


13065 


98 


2074 




12986 


43354 


A 


13066 


596 


841 




12987 


43355 


A 


13067 


66 


326 




12988 


43356 


A 


13068 


1 


441 




12989 


43357 


A 


13069 


2 


325 


WCPSQAAAAGARATRDMPEGS 
MTCLCRALWWLFSWLKVHR* R 
QGQQGRPAAPSAGPAKPTPTRN 
SSWLLLAAPVPTRTSPSTPPCKL 
RF.PAPALASPERGSHSAAVG 


12990 


43358 


A 


13070 


38 


1066 




12991 


43359 


B 


13071 


1 


324 




12992 


43360 


A 


13072 


2 


680 




12993 


43361 


A 


13073 


2 


165 




12994 


43362 


A 


13074 


1 


1110 


MASLLKSARPQTHWKEETPETS 

KRLKEQTPD1PSLRAVTLIAKVH 

SF1PEVCETKNPLEGIHSGHILAP 

NVGPSPSRRQARVQVFENVSVR 

ATK.SDLPQSSLWSRRK.TTVSAA 

ASKKTSKEISK.GPQKPPGY/PVT 

SPSSCRGRG1WPNP/EYMSTSPS 

L1*/SQIKVDLGKISDDPDRYIDV 

LQGLGQTLDLSWRDVMLLLDQ 

TLAFNEKNAALAAAQEFGDTW 

YL S E VNDRMTA EERDKFPTED 

GEPIKCDCQQIIVQTYAAQDD1L 

EVPLANPDLNLYTDGSSFVENG 

IRRAGYAIVSDVTILERPNLFRA 

IQQVVKACEVCQRKNPLVHPP 

NYLYKTLNLTHSLLNQSNPSLA 

NDCWLCSSLSVSAEPYN 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12995 


43363 


A 


13075 


450 


1776 


RGGRACLRP*AA/SPGPSTP*WP 

PPRG VQ A A A I LSGPPRPAPPKG 

AASQRLCGGFVEARQAWVGRR 

GGRRGPVGETQPPPSVIQPPSRG 

AG/PRDQQPAMPEPPTPSVGSC 

AARASQISAAPCSTAPSPIDHPR 

AEECRRTVWDWQAAPPAAQV 

RDPLGEASWAPESGGDVENLY 

VLLRDCKYTSQHPVSSSGSVNA 

PIDTLYLATLLRDCKYTNRHSV 

SSSRFVNTPISTVSSSEFANAP1D 

TLHLATLKEETPNTSEHQKEQT 

PDMPPLRTVTVTARVRGFILDV 

SETKNPP1PDTFWRPRWDLRQS 

PSNQTLA FNEKN A AL A A AQEF 

GDTWYLSQVNDRMTAEERDKF 

PTEF1PSSGFLVLLTSRMKPQTF 

AASVTALKDGVSRVCSFRCVQS 

FFLPSADWCIYKPLARYRALIG 

AFLQS AH WC V Y KPL ARHS VL I 

GAFTOL 




43364 


— 


13076 


-j 


1999 






— 7~ 











469 






— — - 

4^3~67 


— 


13078 


§M 


410 








— 


— — 


478 


675 






^ 


— 





55 


237 






— — 

J 


— 


T3081 





239 









- — i 


— — 





— 




— — 


4337l 


— 


T3081 





— 






43372 


— 


T3084 


278 


460 




— 





— 








— 

— 






43374 


— 


13081 









13007 


43375 


A 


13087 


1 


759 




13008 


43376 


A 


13088 


2 


604 




13009 


43377 


A 


13089 


1 


558 




13010 


43378 


A 


13090 


3 


1055 




13011 


43379 


A 


13091 


1 


466 


MDK.FLDTYTLPRLNQEEVESLN 
RPITGAEIVAIINSLPTKKSPGPD 
GFTAEFYQRLISNFSKVSGYRIN 
VQES\QAFLYTINRQTESQIMSA 
LPLTI ASKRI KYLGIQLTRD VKD 
LFKENYKPLLNEIKEDTNKWK 
NIPCSWVGRINIVKMAtLPK 


13012 


43380 


A 


13092 


2 


848 




13013 


43381 


A 


13093 


458 


625 




13014 


43382 


A 


13094 


482 


745 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13015 


43383 
— — 


A 

— — 


13095 

— — 





742 

— — 


MN1DAKILNKILANRIQQHIKKL 

IHHDQVGFIPGMQGWFNIRKSI 

NVIWHINRTKDKNHMIISIDAE 

KVFDKIQQPFMLKTLNKLGIDG 

TYLK1LRAIYDKPTANIILNGQK 

LEAFPLKTGTRQGCPLSPLLFNI 

VLEVLARAIRQEKEIKGIQLGKE 

EVKPSLFA DDVI VYLENPI IS VQ 

NLLKLISNFSKUKYLGIQLTRNV 

KYLFKENYKSLLNEIKEDTNK 

WKNIPCSWIGRINIVKMAILPK 
















— — 


43385 




T3097 


2 


T62l 






43186 


— 


7309|j 





T095 






43387 




— — 




2913 




— — 


43388 


— 


TJToo 




788^ 




— — — 


— — 


- — 


— — 




— 






43390 


— 


T3T02 




— 






4^391 


— 


TJTol 




7361 






43 


— 


— — 




867 




[3Q2g 


43393 


— 


T3T0I 




— 






43394 


— 


jjYoe 




— 









— 


"FT07 




2T0I 

— 






— — 

iF^ 


— — 


3 








— — — 




— 


T3T09 




72ol 






433~98 


— 
— 


T3TT0 




TII\ 




"Po^l — 


43391 




urn — 




7o9^ 




13032 


43400 


A 


13112 




931 




13033 


43401 


A 


13113 




1293 




13034 


43402 


A 


13114 




544 




13035 


43403 


A 


13115 




718 




13036 


43404 


A 


13116 


693 


1397 


ARAEVKLSLFADDMIVYLENPII 
* ARA E VKLSLFADDMI V YLENP 
IISAQMLLKLISKFSKVSRYKINV 
QKSQAFLYTNNRQTESQIMSEL 
PFTIATKRIKYLGIQLTRDVKDL 
F KEN YKPLLN EIKEDTNKWKN I 
PCSW1GRINIVKMAILPKVIYRF 
SAIPIKLPMTFFTELEKKNWLAI 
CRKLKLDFFFIPYTKINSRWIKD 
LNVRPKTMKTLEESLGNTIQDI 
G IG KDFMTKTPKA MATKAKRA 
SAQQKKLPSE 




43405 


— 


T3TT7 




2814 






— — 


— 







TsTp 




[3 


43407 


— 


13lT9 




7542 




]3Q40 


43408 




13120 




1327 




13041 


43409 


A 


13121 




1023 




13042 


43410 


A 


13122 




1448 




13043 


43411 


A 


13123 




1038 




13044 


43412 


A 


13124 


3 


1711 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




434[ „ 


|= 


)3125 ■ 


j 






13046 


43414 


A 


13126 


1 


923 




13047 


43415 


B 


13127 


1 


1515 




13048 


43416 


B 


13128 




1560 




13049 


43417 


A 


13129 


1 


4032 




13050 


43418 


A 


13130 


1 


2684 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLID1NRTLH 

PKSTEYTFFSAPHHTYSK.IDHIV 

GSKALLSKCKRTEHTNYLSDHS 

A1KLELRIKNLTQSRSTPWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETN KNFCDTTYQNL WD AFKA V 

CRGKF1ALNAYKRKQERSKIDT 

LTSQL1CELEKQEQTHSKASRRQ 

EITKJRAELKEIETQK.TLQKINES 

RSWFFERJNKJDRPLARLIKKKR 

EKNQIDTIKNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DTFLDTYTLPRLNQEEVESLNR 

P1TGSE1VA11NSLPTKKSPGPDG 

FTAEFYQRA1YDKPTANIILNGQ 

KLEAFPLKTGTRQGCPLSPLLF 

NIVLEVLARAIRQEKEIKGIQLG 

KEEVKLSLFADDMIVYLENPIV 

S AQN LLKLI SN FSK V SG YK1N V 

QKSQAFLYTKNRQTESQLMSEL 

PFTTASKR1KYLG1QLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWVGR1NIVKMAIL\PKVIYR 

FNAIPIKLPMTFFTELEKTTLKFI 

WNQK.RAR1AK.S1LSQKNKAGGI 

TLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSEIIPHIYN 

HLIFDKPEKNKQWGKDSLFNK 

WCWENWLAICRRLKLDPFLTP 


73051 — 


43419 


— 


13131 




— 




]3052 


43420 


- — 


T3T31 


127 


329 




]3053 


43421 


- — 


T3T33 




1 132 






43422" 


— — 


]3134 




2^ 




13055 


43423 


— 


T3T35 


803 






13056 


43424 


A 


13136 




1944 




13057 


43425 


A 


13137 




1282 




13058 


43426 


A 


13138 




2423 




13059 


43427 


A 


13139 




2694 




13060 


43428 


A 


13140 




1195 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13061 


43429 


A 


13141 


6082 


6984 


KLAQDRDALSPPLLFNIVLEVL 
ARA1RQEKEIKG IQLGKEE VKLS 
LFADDM1 V YLENPI V\SAPKSPL 
RL I SN VS\K V * G YKIN VQKS\Q A 
FLYTNNTDKQESQIMSELPFTT 
ASKR1KYLGIQLTRDVKDLFKE 
NYKPLLKEMKEDTNKWKNIPCS 
WVGRINIMKMAILPKVNWRFI 
NSMPSIP1KL\PMTFFTELEKNYF 
KVHMEPKKSPHCQVNPK.TKEQ 
SWRHQRYLTSNY1LQGYSNQK 
STISMVLVPKQHGTGTKTEIIDQ 
WN RTEPSEITPH I YN YLIFDKPL 
LEKNKQWGKGFPI 


]3Q62 


43430 


— 


13142 ' 


793 


335 


M VEEKLTLPKDEK* KSKQRSI Y 
RKTLQELKNK.NEKRNRK.NKW 
QVKTH 


— — — 


— — 


- — 


— — 


— 


427 






—— 


— 


13144 





360 

— 




— 


— — 















—— 


— — 




T3l46 





360 






43~43l 


— 


^ 





376 




— — — 


— — 


- — 






469 

— 






43437 


— 


■jj— 


— 








43438 


— 


13150 


— 


— ■ 




— — — — 





- — 


"FTTi 


— 


161 

— — 




— 


— — 





— — 









; -— 


43441 




TTm 





1656 




1307 ^ 


43442 


— 


T3T54 1 


62 


1291 




13075 


43443 


B 


13155 


149 


320 




13076 


43444 


A 


13156 


12 


89 




13077 


43445 


A 


13157 


28 


417 




13078 


43446 


A 


13158 


2 


440 




13079 


43447 


A 


13159 


190 


553 


E1VREGASFSIRHLRWSRHRKC 
RFSVKTLTGEDPSTLEV\EPS\DT 
IE\NVKAK\IQDKEGI\PPDQQRL/ 
VSFAGKQL\EDGRDSLSGY\NIQ 
KG SLLLHPCV* DFRGG AK K KEE 
ESLYTTSPRKD 


13080 


43448 


A 


13160 


3 


415 


PVK/VGA*GGQVINGVLAQV*L 
TVGPVGPRTHPVVIFPVPECRIG 
RDILSSWQNPHTGSLTGRVRAF 
MVGKAKWKP* ELPLPRKTVNQ 
KQYRIPGGIAEIS/A/TIKNLRRG 
VV1PTTSRFNSPIWPVQKTDGS 
WTAADY 



1652 
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SEQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13081 


43449 


A 


13161 


5 


405 


HCCGIPHSIASEQDTYFMAKEV 
WQWAHAHGIHWSYHVPHHLE 
AAGL1 EQWNGLLM SQLQHQLG 
DNTLQGWGKVLQKVVYALNQ 
RSIYGTVSPIARIHGSRNQGVEV 
EVALLTVTPNDPL/GKY*LPVPV 
TLHSDR 


13082 


43450 


A 


13162 


138 


387 




13083 


43451 


C 


13163 


184 


297 




13084 


43452 


A 


13164 


1 


430 




13085 


43453 


A 


13165 


1 


867 




13086 


43454 


A 


13166 


35 


601 


CLSRRASPVYLASMSGRGKTG 

G\KARA\KAMSRSSRAGRPSSQ 

VGR\VHRLLRKGHYAERV\GRR 

QPCCYLGG*CMEYLTS*ESWS 

MAG\NAARNN\KKTRIIP\RHLQ\ 

LAMRNDEELNKLA WAALTIAQ 

GSR/VLPNIQARCCGPR*TSATV 

n\PV APQnP.FPR ATflACiBCTY 
0\r fv/\l £>ULjfJ,E,rv/\ t v^^^f^ 1 1^- 

RARAAAGRPSVPMPPQRPF 


13087 


43455 


C 


13167 


11 


313 




13088 


43456 


B 


13168 


1 


552 




13089 


43457 


A 


13169 


1 


621 




13090 


43458 


A 


13170 


55 


296 




13091 


43459 


A 

— — 


13171 


959 




1182 

— 


WVYLF*PSCKGVIYP*AAGFESI 
FWWVTINKN1DWINY1YYNQQ 
QFMNYTRDAVKG1AEQLGTNC 
QMAWENRIALDM1LAERGGVC 
IMIKTECCAFIPNNTAPNGSITK 
ALQGLTALSNELASSSGVNDPF 
TGWLEKWFGKWKGITASILTSL 
TAVMGVLILVGCCVIPCICGLV 
QRHRGPPLVVIETKPLGLERLA 
GLPVGHALKLGSGIQATPQNGE 
NADRREAFPAAS 




43460 




13172 

— — 











— — 


— 






142 




13Q94 


43462 


— 


T3T74" 


42 


— 




13095 


43463 


A 


13175 


102 


329 




13096 


43464 


A 


13176 




1257 




13097 


43465 


A 


13177 




378 




13098 


43466 


A 


13178 




1143 




13099 


43467 


A 


13179 




481 


SDSELNRPRVTMKFNPFVTSDR 
SKNRKRHFNAPSHVRRKIMSSP 
L SKEL RQK YN VR S M PI RKTDE V 
\QVVRGHYKGQQIGQGSPRCTR 
KKYVIYIERWQREKAANGTNCS 
TWGISPKARWLFTRLKLDKDR 
KKILERKAKSRQVGKEKGKYK 
EELIEKMQE 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13100 


43468 


A 


13180 


39 


556 


AAAGYFAEDCEASCVCVKHPP 
SVKKARCFLSELIKKPSGGSVTL 
SESTAIISHGTTGLVTWDATLYL 
A E W AIENPA A FTNRTVLELG SG 
AGLTG/VAICKMYRPRAFIFSDC 
H SRV LEQLRGN VLLNG LSLE AD 
ITANLDSPRVTVAQLDWDVAT 
VHQLSAFQPDVVIAADVLY 


13101 


43469 


A 


13181 


46 


231 




13102 


43470 


A 


13182 


1 


1503 




13103 


43471 










FFFANTFYCVFNVLVNAPLRFL 
SLPSTQSLEAKLRDSSDSELRRD 
ILQKVRIPESLGLMTLPPESLRK 
T*EKNRRCACTL*K\TPVQRTKP 
LSQHCRWVWAPPTAPALSFSKT 


]31Q4 


43472 


— 


Tnu 


2 


594 




|31Q5 — 


43473 


- — 


131g5 








|3|Q6 


43"474" 


— 


TT186 


19 


1355 




13107 


43475 


A 


13187 


248 


540 




13108 


43476 


A 


13188 


386 


1388 




13109 


43477 


A 


13189 


386 


1334 




13110 


43478 


A 


13190 


3873 


4070 




13111 


43479 


A 


13191 


146 


510 


PPCAVVCLLWIA A V YCLSTTFC 
APLCGQNTWLPKPCRHVNRAA 
SNASVSLSTVTLFSRLS*PQRKG 
SELLDSSGPLPASPSLPLCSGVS 
PRAGLGSA WPKIPFLG I REAKN 
PRSENTRLTT 


13112 


43480 


A 


13192 


21 


95 


KCSSNGAPDAVHE*DLPWTPGP 
AC 


13113 


43481 


B 


13193 


1 


477 




13114 


43482 


A 


13194 


228 


935 


PLSSSMAAELEFAQ11IIVVVVTV 
M V V V I VCLLNHY K VSTRSFINR 
PNQSRRREDGLPQIMHAPRSRD 
RFTAPSFIQRDRFSRFQPTYPYV 
QHEIDLPPT1SLSDG\EEPLLYQV 
PCTLQLRDPEQQMELNRESVRA 
PPNRTIFDSYDLIDIAMYSGGPCP 
PSSNSGISASTCSSNGRMEGPPP 
TYSEVMGHHPGASFLHHQRSN 
AHRGSRLQFQQNNAEST1VP1K 
GKDRKPGNLV 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13115 


43483 


A 


13195 


526 


1629 


FYSFDSARGEPARPWRVRGLEG 

RVELGQQLGLLTLGPAFPGGLG 

GTQRVGLPGPAGPGAGEEGQA 

GPAEAGQVPVGGLADEAVEHG 

VG DA VEAGEQEGE V VG VEN A L 

GEVAAGLPDAAHQQQHVVGQ 

EAGQEDDHGAEHQPLDLVLAA 

LLGAVAPAHGAQDALVGRQQ 

QADGEEEA/LPGSGSS*WHAAM 

PGWGSAQSTRGAGSRPR*PPRA 

SGSRCWSAAPWPR*PR*RRRPP 

SG SG TG GSGRDGPQPG SGPR/T 

M QQRKPTLM* M FS YRRMRTPG 

RTGR RETSCR A A A RTA ARRA A 

SRCRRGRPPSGCTGTRPARSGP* 

SAGS\EVEGQAVGREAHHQHG 

NIDHRGQRLVDGMVDGTAHRG 

VVCSDVPH 


— — — 


— — 


— — 


— — 


— 


7361 

— — 






1 3 1 1 8 


— — 








— 








43~486 


— 


13T98 


1 


287 






43487 


— 


lfl99 




— 


563 






4 T 488 


— 


73200 




401 




13121 


43489 


B 


13201 


1 


480 




13122 


43490 


A 


13202 


1 


924 


















13124 


43492 


A 


13204 


1 


402 




13125 


43493 


A 


13205 


609 


803 


RDPRHN PSSA\FQAGG I ALLMLI 
TRGEDLTGGV1HQYPGPGMNL 
WTVJQGTAGNQRRAAENAAQQQ 


13126 


43494 


A 


13206 


3 


526 


VTETALTLPYLVAKHGYFLPQD 

LAKRTETMNWLFWLQGAAPFL 

GGGFGHFYHYAPVKIEYA1NRF 

TMEAKRLLDVLDKQLAQHKFV 

AGDEYTIADMAIWPWFGNVVL 

GGVYDAAEFLDAGSYKHVQR 

WAKEVGERPAVKRGRIVNPTN 

GPLNEQLHERHDPSDFQTNTE\ 

NNRQG 




43491 


— 


13207 




250 






43496 


— 


13208 




489 






43497 


— 


13209 


— 


601 









— 


13210 








ififi — 


43499 


— 


mil 




TT10 







nn 





13212 




— 






47501 


— 


13213 




— 




13134 


43502 


A 


13214 




675 




13135 


43503 


A 


13215 


1766 


1957 




13136 


43504 


A 


13216 




426 




13137 


43505 


B 


13217 


94 


3238 




13138 


43506 


A 


13218 


1 


2370 





1655 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


]3139 


435Q7 


— 



[3219 


— 


2796 




Q 


43508 




1322Q 




566 




TITTi 


435Q9 


- — 


P221 


- 






13142 


43510 


A 


13222 


3 


110 




13143 


43511 


A 


13223 


2 


755 




13144 


43512 


A 


13224 


1 


1338 




13145 


43513 


A 


13225 




807 




13146 


43514 


A 


13226 


1 


918 


MARADTVSVPMFMGLAAKPC 

WRDTEPNTGYRGPHVRNIQLT 

HDPRLDYRS1/LID1NDIGQTFHE 

RLHPDAC\LSNAILVHNKKGGP 

LADGIVITPSHNPPEDGGIKYNP 

PNGGPAWPTSLKWWKTGPTHC 

WPMA*KA*SVSP\RRSDGIRSKN 

D V 1DTSDDDM * * QCLSRRSN\G 

HPGAKVANLV PKTTFIDG VDQT 

SFFLGTNGQSNRKAEHYFLNGK 

LAA VRMDEFKY H VL1QQPY AY 

TQSGYQGGFTGTVMQTAGSSV 

FNLYTDPQESDSIGVRHIPMGV 

PLQTEMHAYMEILKKYPPRAQI 


13147 


43515 


A 


13227 


1475 


2904 


FWRAAAPIPDCWRSGAVKKQH 

VEVTQLDWTPPGRQYAGP1PCS 

RRGYCPL PRSGS VR WA DL/FPP 

A/LD/LAGHPG/AKVANLVPKTT 

FIDGVDQTSFFLGTNGQSNRKA 

EHYFLNGKLAAVRMDEFKYHV 

LIQQPYAYTQSGYQGGFTGTV 

MQTAGSSVFNLYTDPQESDS1G 

VRH1PMGVPLQTEMHAPGLPLA 

SSMKRW1RRATGF1FGKEQFED 

VVPVLGSKVNGVQFNAELVAD 

SLGISQ1RCRCAIFLTVVFFPVLH 

KQAFDLISLLLQQPGRNGGIDT 

AGHADDYFFCGFRHWITHDIEL 

QGGARQKDAADHYLAGDIESL 

PLATATFDLAWSNLAVQWCGN 

LSTALRELYRVVRPKGVVAFTT 

LVQGSLPELHQAWQAVDERPH 

ANRFLPPDEIEQSLNGVHYQHH 

IQPITLWFDDALSAMRSLKGIG 

ATHLHEG RDPRILTRSQLQRLQ 

LAWPQQQGRYPLTYHLFLGVI 


13148 


43516 


A 


1j228 






LA W ARRCRRLLAKATSL1 RAPS 
SEMRASTPCRGQRRPSGYSWY 
GRSPRAVLEGLRVGAHLSRAN 
CPWPSR/SQVVELIPDGFPVFLD 
FTK1PGRDTQNEHIVLLH 


13149 


43517 


A 


13229 


1 


942 




13150 


43518 


B 


13230 


! 


1201 




13151 


43519 


A 


13231 


685 


921 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 

= 


SEQ ID NO: 
in [JSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13 152 


4352Q 




13232 


2 


251 




13153 


43521 


A 


13233 


2 


100 




13154 


43522 


A 


13234 


5 


1093 




13155 


43523 


A 


13235 


2 


482 




13156 


43524 


A 


13236 


1 


2496 




13157 


43525 


A 


13237 


572 


912 


RCRPDKAFTPHPAIGARCLMRR 
LRVLSCLQPLPNVGWIRRLRRIR 
QFSAPDEGAKCRVAILQ/DFDA 
QYGRFLEVTSGAQQRFEQTD*K 
HAAALPFFFPSSAYSLAA1SVVF 
GFR 


13158 


43526 


C 


13238 


5 


127 




13159 


43527 


A 


13239 


1 


444 




13160 


43528 


A 


13240 


17 


261 












173 


397 




13162 


43530 


A 


13242 


169 


421 


LKPKNLDEKLLPASSSSCRIWA 
TSPVHHLWQVLKX1LFGWNPT 
KSPRCLS/TRQAMFSLSKKASLP 
WTI A ARS A DQRCRTR1 A EL 


13163 


43531 


A 


13243 


17 


744 


RPHQEQRIAGCGVNALSSLRSA 

TAVGMIRRASVASG/DRAPIAG 

CGVNALSGLHRHFIEVTCTHFL 

LVRYEGIAIFRGGKFRLLHFLN 

VVLHTLALGIGVCQVKHVEPH 

AVDTCQGDELELVAHIRQLLLE 

AGNSFWEVYLPVERRRAVISQ 

QFAR1FRVDSLCKATRQFQIRRG 

RSHQTGQHMGIRRQVDAAHAD 

DRRTSGRVPPLIQVCPAHSSEA 

VVVVDVDVDVDVDVDV1GAV 


13164 


43532 


A 


13244 


954 


1104 




13165 


43533 


B 


13245 


54 


1169 




13166 


43534 


A 


13246 


35 


3066 


VGHSTRPAASPGPAAGIGRSPA 
RL VQQPQRSLA KPLNRPAQQR 
GLLPQRRHPKRTRKRRKQAQN 
PQKRLPHRQPVRRRHRHHRRLL 
QKMRRPDKRQQRRAAPRRHPR 
RRQRLLAVRRRQLRAKVRRNP 
RQRAPRQQLNGQRILHPPWRLR 
MQVRRKRG*YSSAVRPTVRLK 
RWRQRQRQ*NQPMTMQRNVC 
RKTRTALIYP/YKGCFLNNINAV 
SKTDFADKRGMRYVRVNAPAG 
ATSG K. Y YP VV VMRS AG SFHI 


13167 


43535 


A 


13247 


1 


2919 





1557 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


13168 


43536 


A 


13248 


1 


3211 


MEFTSLTPDDLRVLELYRTPFS 

DGYVFHSMQFH1FDLLKSGQN 

VVLSAPTSMGKSAIVDSLLGMG 

TLKRLVLVVPTVALADETRRRL 

QERFGDRYQIIHHSSQVCHSDQ 

AVYVLTQERVNERDDIVD1DLF 

VIDEFYKLAFRQLKSGDIDHQD 

ERVIELNIALSKLLKVSRQFYLT 

GPFVNSIRGLEKLGYPHTFVST 

DFNT V A L D VKTS A S K.RMTTKP 

SSKRWGKSRTCVDADH1KNGIG 

LHFGALPRALQQYT 


13169 


43537 


A 


13249 


486 


3882 


LRLRGEALPVASGCLANATDTP 
AGTTLWADTERHAVQ**TCEA 
DTLGSCGYAAKPCLSPVAVWQ 
MLLTRLLEQHYGLTLNDTPFSD 
EPVLTAP1DAAALRGIEFGKFQL 
GNMVVGDI1ECGSDVTDYAVG 
DSVCGYGPLSETV1INAVNNYK 
LRKMPQGSSWKNAVCYDPAQF 
AMSGVRDANGARRGFWWGGL 
GA1RVQLAFKWLNAAGRLPGG 
GLGGPIPYSAHRCDIARRHGAD 
FCLMPIGTDVGKEIKTLTG 




^||^ 


^ — 


"iHfl 
















729 


9~8T" 


SAPPQLAPSLPDRATDPDTCWP 
PG*RP\RYLPSRQIDCFNTRFRLL 
QRLTASQCAEAVDVAFFRLTV 
QQTPHFRCAQLRQRAFRID 


13172 


43540 


A 


13252 


395 


605 




13173 


43541 


A 


13253 


1 


1140 


MIYVFVTVKHRNDHFTKNTLA 
SYRGRTLLGTLFKGVYHLYKD 
ETYL YQSG KGHT1QE VR1 VKGL 
NN PDLDA A VG EDL AQQLRDEL 
ELVKGASNEFDKELFLAGEITP 
VFFGTALGNFG VD HMLDGL VE 
WAPAPMPRQTDTRTVEASEDK 
FTGFVFKIQANMDPKHRDRVA 
FMRVVSGKYEKGMKLRQVRT 
AKDVV1SDALTFMAGDRSH/AY 
PGDILGLH\NHGTIQ1GDTFTQG 
EMMKFTGIPNFAPELFRRIRLK 
DPLKQKQLLKGLVQLSEEGAV 
QVFRPISNNDL1VGAVGVLQFD 
VVVARLKSEYNVEAVYESVNV 
ATARWVECADAKKFEEFKRKN 
ESQLALDGGDNLAYIATSMVN 
LRLAQERYPDVQFHQTREH 


13174 


43542 


A 


13254 


1 


1495 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13175 


43543 


A 


13255 


372 


1365 


1RYFENRGLFAHCATRTGQFPP 

HC1LASYKCGEQPDSSSNHPRN 

LFVWRSNLLGSSG\KGHEYMQ 

KYLLGTESGIQGEELGASDG1K.P 

EEVEWQTAAIEGKLDLLVTLDF 

RMSSTCLFSDIVLPTATWYEKD 

DMNTSDMHPFIHPLSAAVDPA 

WESRSDWEIYKGIAKAFSQVCV 

GHLGKETDVVLQPLLHDSPAEL 

SQPCEVLDWRKGECDLIPGKTA 

PNIVAVERDYPATYERFTSLGP 

LMDKLGNGMDLTDYANMALSI 

PSANTDIWNLEQDTVGTRLTNS 

RHGLA DNGG AWVS YFGGNFN 

GDNGTINYDQDVNGIMVGVDT 

K1DGNDG 


13176 


43544 


A 


13256 


3 


1444 




13177 


43545 


A 


13257 


61 


1058 


LPYL1ALLARAWFNGLLTSRTR 
LY1KGNGIVDLPKLQEMVADVS 
H H FPLRLPAPTPKAL YSPCEIRH 
LA IN VNLEYDPTA AFRNQV VHF 
DFRKLDVFSFGENQNCLVGNV 
DLL\YRNSWNEVRTLHFNGEQS 
MIEALKTILGKMHQDAAPPDSV 
EVFCYSQHLRGLIRTRVQQLVS 
ECIELRLSSTRQETGRFKALRVS 
GQTWGLFFERLNVSVQKLENAI 
EFYGAISHNKLHGLSVQVETNH 
VKLPAVVDGFASEGI1QFFFEET 
QDENGFNIYILDESNRVEVYHH 
CEGSKEELVRDVSRFYSSSHDR 
FTYGSSFINFNLQDPYLRARVSI 
















13179 


43547 


A 


13259 


2 


240 


ISSARHFGALACTLELGKALTF 
GQNDLRQFAVTASAIAALL/SR 
HSPSFEMHMASDTLNFMPFEK 
GTLLAQDGEERFTVTH 


13180 


43548 


A 


13260 


1 


358 


LPFLPSGLRGLAAENKIRRPHSA 
G SFLGPPCGLRGKL V /IS A A ALM 
STTIPISRVQGLLQFLNSKSPISR 
AERSWSTFGASAAFLTTLASLL 
FLFPPLAISSLANSFAKVFPPTPC 


13181 


43549 


A 


13261 


1 


1635 




13182 


43550 


A 


13262 


1 


1363 




13183 


43551 


A 


13263 


5 


249 




13184 


43552 


A 


13264 


15 


280 




13185 


43553 


A 


13265 


6 


363 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 












346 


TRYAMLTRHDNHLSKFYLARG 
RYRADFHAPETNTGERCYRYK 
PLPYWLE*RRGRNRYPALQ*TM 
FLPADGPARCLSRQAA1LKESV 


]3187 


43555 


— 


73267 


568 


831 

— 


ELQRHVLVVFAGFWIVKNSRN 
LFLVCRAEHKRSVVKGLLRQQ 
GQG F WFHFQDGF A VE VGN AN 
VIGSE*IVFGIVFPHRERCLVDK 




43556 


— 


73268 









13189 


43557 


A 


13269 


1 


561 




13190 


43558 


A 


13270 


1 


741 




13191 


43559 


A 


13271 


2 


1040 


















13193 


43561 


A 


13273 


2111 


2340 


EVFIRDKLMERRNRRTGRTEKA 
/RDRTVRTWIG E A V A A A A ADG 
VTFSVPVTPHTFRHSYAMHML 
YAGIPVKVLQSQCI 


13194 


43562 


A 


13274 


470 


813 


KTTSFPAKLFNACRJSLLASAEV 
NPNISAYLATWISQIPSCSCRVP 
SDFL1WSTNRYSIRF*SRERLVG 
EAVA/AAAADGVTFSVPVTPHT 
FRHSYAMHMLYAG1PLKVLQS 
LMGH 


13195 


43563 


C 


13275 


440 


1180 




13196 


43564 


A 


13276 


1 


1290 




13197 


43565 


A 


13277 


1 


1036 


MKLMETLNQC1NAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQA 1 RDAEKAGR 

LPHPDMENSRDRFEQRGFEPDV 

RILLTKYSNSNGSQSPWMEEQI 

RDAWGSMVLKNVVRETDEVG 

K DPRPLP Y LG HDE PYTFDINLS 

VNLKSMVVGGTDMGQEPLKQ 

MGAWGPLSLKAMFGFF1RGYG 

FFTPFGRTLFPLGFGSTPPFTFPL 

LTKTIGVFILDKLMERRNRRTG 

RTEKARI WE VTDRTVRTWIGEA 

GAAAAADGVTFSVSVTPHTFR 

HSYAMHMLYAG1PLKDLQSLM 

GHKSISSTEGYTKDFSLDVG\AR 

HRVQF\AMP\ESDAV\AMLKQLF 


1j198 


43566 




13278 






RNGTHPRYIEAVPWGALPAD/G 
VTFSVPV/TPHTFRHSYAMHML 
YAGIPLKVLQSRLALRELQQAV 
HAGLPQQAKILFDGGSE1GK1 PH 
IVLYKPVQCSLWAFVH 


13199 


43567 


A 


13279 


2602 


2976 




13200 


43568 


A 


13280 


982 


1347 




13201 


43569 


A 


13281 


1 


780 




13202 


43570 


A 


13282 


568 


891 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13203 


43571 


A 


13283 




718 


MKEKPSSPRQYSYSFLSSMILLG 

GGESWNLLRADQRLIFAKSWP 

RA SRYQQGHQDLFILRSDLPSQ 

VF1 RDKLMERRNRRTGRTEKAR 

1 WEVTDRTVRT WIG EA V A A A A 

ADGVTFSVPVTPHTFRHSYAM 

HMLYAGIPLKVLQSLMGHKSIS 

STEVYTKWFALDVAAPHPESTP 

VHLPSRENK1PPPIMRIPCGLPTS 

PIEQKQGKISATGTQWRRLKQE 

TRLSSVSARLMSYVGVMC 


13204 


43572 


A 


13284 




1 




496 


AM FG FFIRG YG FFTPFGRTLFPL 
GFGSTPPFTFPLLTKTIGVFILDK 
LMERRNRRTGRTEKAR1WEVT 
DRTVRTWIGEAGAAAAADGVT 
FSVSVTPHTFRHSYAMHMLYA 
GIPLKDLQSLMGHKSISSTEGYT 
KDFSLDVG\ARHRVQF\AMP\ES 
DA VVAMLKQL F 


— — — 


43573 


— 






545 






43574 


— 


1328(5 


- 




735 






— 

i^i! — 


— 


— — 




7^99 








— 


73288 


583 


Tool 






43577 — 


— 


73289 


— 


7239 






— 


— 





^ 


1023 






43579 


— 


— — 





93T 




T% 

r2 |^ 


— — 


— 


— 












43581 


— 


73293 


- 


705 




13214 


43582 


A 


13294 


2 


893 




13215 


43583 


A 


13295 


88 


429 




13216 


43584 


B 


13296 


1 


1419 


















13218 


43586 


A 


13298 


163 


416 


RNGTHPRY1EAVPWGALPAD/G 
VTFSVPV/TPHTFRHSYAMHML 
YAGIPLKVLQSRLALRELQQAV 
HAGLPQQAKILFDGGSE1GKI 


13219 


43587 


A 


13299 


740 


1431 


CCQTLPVFHPPHPSHLGPRPCPP 

TH/HLPSEHRSLFLEAACHDSDS 

LEPLNLSSGSKTKSPSLPPKAKK 

PKGLEISA/RPAG ALRH RHRLHR 

PQQPSPPLG 1 PH PSLLYTAQ VFIR 

DKLMERRNRRTGRTEKARIWE 

VTDRTVRTWIGEAVAAAAADG 

VTFSVPVTPHTFRHSYAMHML 

YAGIPLKVLQSLMGHKSISSTE 

VYTKVFALDVAARHRVQFAMP 

ESDAVAMLKQLS 


13220 


43588 


B 


13300 


1 


858 




13221 


43589 


B 


13301 


1 


1098 
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SEQ ID 

NO: 


SEQ II) NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13222 


43590 


A 


13302 


1 


1047 


MNRQLSDSYTEDTKEPSDVTTS 

ERTRSPPGSAKTTMIDTLKKLQ 

DVLKTEDSKNPTKSAADLLEQ 

YVKATGPIIEILQKATKTMEMI 

MIVEEKASDELQPDPELQQRYI 

HSVRGKPGLVKQRTQEIETRLR 

LAGLTVSSPLKRSHSLAKLGSL 

TFSTEDLSSRPPGPPPGPPPGLHP 

GPPPRRPPPKLPPPAPPGCSVHC 

CHYPLHFVVSPLEGFYCSLMRJ 

QIVFVTAFVHHDSALLPLDASL 

APEALQNFQRYTGIQHVHRIGM 

AERMWCDRNRERHTVSSSGGN 

RLPNPAPLPNPGVLSAPPNLIQR 

PKADDTSAATIEKKATAT1SAK 

PQITNPKAEIT*NPRVWQGSWI 

GEAVAAAAADGVTFSVPVTPH 

TFRHSYAMHMLYAGIPLKVLQ 

SLRSQ*SVRGKPGLVKQRTQEI 

ETRLRLAGLTVSSPLKRSHSLA 

KLGSLTFSTEDLSSRPPGPPPGP 

PPG LH PGPPPRRPPPKLPPPAPP 

GCSVHCCHYPLHFVVSPLEGFY 

CSLMRIQ1VFVTAFVHHDSALL 

PLDASLAPEALQNFQRYTGIQH 

VHRIGMAERMWCDRNRERHT 

VSSSGGNRLPNPAPLPNPGVLS 

APPNLIQRPKADDTSAATIEKK 

ATATISAKPQITNPKAEITRFCPL 


13223 


43591 


B 


13303 




1185 




13224 


43592 


A 


13304 


529 


774 




13225 


43593 


B 


13305 


1 


1089 




1j>226 




A 








GVESNLVVVVALCHRL1YLVW 
GTRTVRTW1GEAVAAAAADGV 
TFSVAVTPHTFRHSYAMHMLY 
A G I PLKVLQSVRV V ALD V AARH 
RVQFAMPESDAVAMLKQLS 


13227 


43595 


A 


13307 


556 


1040 




13228 


43596 


A 


13308 


1 


984 




13229 


43597 


A 


13309 


95 


428 




13230 


43598 


C 


13310 


1 


426 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13231 


43599 


A 


13311 


116 


1746 


SSVTGRTEKARIWEVTDRTV/R 
RPWIGEAVAAAAADGVTFSVP 
VTPHTFRHSYAMHMLYAGIPL 
KVLQSLMGHKS1SSTEVYTKVF 
ALD V A A RHRNRFTQFRL SETK.E 
1TNPYAMRLYESLCQYRKPDGS 
CIVSLKIDWI1ERYQLPQSYQLY 
YFELAIPVGYFYPGSFSTASRJL 
LLHPRG LRAITI A V FGKQNT YIR 
LEPFKINVLEQ1TKHIEKLQCGG 
VVKQLSRRGNNQHISSTYDINR 
ADTQVRRAVNNYDIIVMSNSFN 
GQSEHQVWIARLTWVIGTINVV 
CAADVLIVPTPAELFDYTSALQ 
FFDMLRDLLKNVDLKGFEPDV 
RILLTKYSNSNGSQSPWMEEQI 
RDAWGSMVLKNVVRETDEVG 
KARLTWGIGTINVVCAADVLIV 
PTPAELFDYTSALQFFDMLRDL 
LKNVDLK.GFEPDVRILLTKYSN 
SNGSQSPWMEEQIRDAWGSMV 
LKNVVRETDEVGKEPPSTNTFR 
HSYAMHMLYAGIPLKVLQSLM 
GHKS1SSTEVYTKVFALDVAAR 
HRVQFAMPESDAVAMLKQLS 


13232 


43600 


A 


13312 


1 


1593 




13233 


43601 


A 


13313 


1 


2536 




13234 


J 


A 






1205 


RPEKAR/1 WG VTDRTVRTWIGR 
AVAAAAADGVTFSVPVPPHTF 
RHSYAMHMLYAGIPLKVLQSL 
MGHKSI SSTEVYTKVFA LD V A A 
RHRVQFAMPESDAVAMLKQLS 


]3235 


43603 


— 


I33L5 


79 


351 




13236 


43604 


A 


13316 


1 


2320 












187 


798 




13238 


43606 


A 


13318 


2089 


2610 




13239 


43607 


A 


13319 


1 


1407 




13240 


43608 


B 


13320 


154 


3682 




13241 


43609 


A 


13321 


1 


1206 




13242 


43610 


A 


13322 


1 


255 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13243 


43611 


A 


13323 


3058 


3160 


GSAA*LPPPLPAAFSGSCWLSQ 
RHPELHV*NEIYHLLH*KSFTSC 
*HNLSS*PRYPYLSSERVLW*CL 
SFISK1 * S VTMP* SDL1SLW* KLE 
PLTCRSTSH FRQKLAQ/RLP/A Y 
QQGHQDLF1LRSDLPSQVFIRDK 
LMERRNRRTGRTEKARIWEVT 
DRTVRTWIGEAVAAAAADGVT 
FSVPVTPHTFRHSYAMHMLYA 
G1PLKVLQSLMGHKS1SSTEVYT 
KVFALDV A ARHRVQFAM PESD 
AVAMLKHYPEINALALYLKCG 
TEWIC 




43612 




T3324 





1812 






43613 


— 


73325 





YT16 




13246 


43614 


A 


13326 


583 


751 




13247 


43615 


B 


13327 


826 


2097 




13248 


43616 


A 


13328 


1810 


4163 




13249 


43617 


A 


13329 


686 


2939 




13250 


43618 


A 


13330 


1085 




1690 


SYFIMVKVGTSYVP1NVSFSPKV 
GPGASRYQQGHQDLFILRSDLP 
SQVFIRDKLMERRNRRTGRVIYK 
ARJW\EV\TDRTVR\TWICRGGL 
PAAAADGVTF\SDPGPP\HTFRH 
SYAMHMLYAR*YR*KFLQSLM 
GHKSHPrNGKATPKVFGPGMG 
LARA/HRGAGWQWPKSDAVG\ 
MPKQLSLRTNALGLYMETGKPE 
GIMLFFGC 


73251 — 


43619 


— 


T3331 




327 




— — — 


— — 


- — 


l 2 


^ 


337 




^ 253 


43621 


- — 


T3331 


— 


413 




13254 


43622 


A 


13334 


1 


1256 




13255 


43623 


A 


13335 


1 


1078 




13256 


43624 


A 


13336 


3 


976 




13257 


43625 


A 


13337 


1 


1004 






43626 


— 


13338 


2 


291 


WRKIYEANGKKRKQRLQS*SL 
MKQTLNQQRSKETKKASA/SM 
RIK.YLGIQLTRDVKDLFK.ENYK 
PLLNE1KEDTNKWKNIPCSWVG 
RJNIVKMAIPPK 


T3259~~ 


43627 




13339 


-j 


2022 






— — 


— 


r3^b" 









13261 


43629 


— 


ifsTi 





283 




13262 


43630 


A 


13342 


1 


1245 




13263 


43631 


A 


13343 


1 


1203 




13264 


43632 


A 


13344 


1 


687 




13265 


43633 


B 


13345 


1 


1371 




13266 


43634 


A 


13346 


1 


2241 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


13267 


43635 


A 


13347 


1 




832 


LKKCIKTPEIPSKHVRNWVPKV 
LEQRRQGLETYLQVASITLIPKA 
DEDT PKKKTTD KN S WTG TD A K 
VFNKILE1KFSSILKRLYWPVLE 
VLARAMRQEKEIKGIQLGKEEV 
KLSRFADDM1VYLENPIVSAQN 
LLKLISNFSKVSGYKINVQKSQ 
AFLYTNNRQMESQIRIKYLGIQ 
LTRDVKDLFKENYKPLLKEIKE 
DTNKWKNIPCSWVGR1NIVKM 
AILPKRYPFCQLCHQSAISTTKG 
VFTSILPLLMIEQLVSGRSCPSV 
AWSSMECTTV 




4^636 

I 


— 


T3348 




T3l4 










T3349 





843 






41638 


— 


T3350 





Toll 






— — 


- — 


— — 





173 






— — 


— 


73352 









323 






43641 


— 






20l0 






— — 


— 


T3354 





T4T3 




— — 


43643 


— 


T3355 





636~ 






— — 


— 


Tr56 





— 

— 




— = 


43645 


— 


T3357 











— — 


— 





j 


HsF 






— — ■ 


— 


T3I59" 


— 


T04T 

— 






43648 


— 


T3560 









13281 


43649 


A 


13361 


1 


612 




13282 


43650 


A 


13362 


1 


992 




13283 


43651 


A 


13363 


1 


1236 




13284 


43652 


A 


13364 




1071 




13285 


43653 


A 


13365 


359 


1250 


KLPMG VA V VKLLH LPK VIIVFW 

LASWMMSRWLHYPDWVTI1AQ 

QVLMNVVSVMQADCRMNLLEI 

FLRWLMRK1FHVRLLPAVSTPP 

NCLNQLLLFFLTPVNYLPGQVM 

HFKKPLQIKRNYLSSRHLTFMS 

RKKLG K V SG\ YKI HVQKS\QAFL 

SANSGQTESQIMSELPFTMASK 

RIKYLGIQLTRDVKDLFKEKYK 

SLLNE1KEDTNK.WKNNPCSWV 

GRINIMKMAILPKVlYRFNAIPl 

KLPMTFFTELEKTTFKFIWNQK 

RAHIAKSNLSQKNKAGGITLPD 

FKLYYKATVTKTT 




43654 


— 


73366 


TT96 


2132 






43655 


— 


T3367 





2271 




132g8 


43656 


A 


13368 


2 


1 105 




13289 


43657 


A 


13369 


1 


2117 




13290 


43658 


A 


13370 


1 


1447 




13291 


43659 


A 


13371 


1 


1669 




13292 


43660 


A 


13372 


1 


2823 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


]3293 


43661 




13373 


1089 


2539 




13294 


43662 


— 


13374 




1787 




13295 


43663 


A 


13375 


1205 


1207 




13296 


43664 


B 


13376 


1 


2745 




13297 


43665 


A 


13377 


1 


2063 




13298 


43666 


A 


13378 


1 


4380 




13299 


43667 


A 


13379 


1 


3347 


MG DFN IPLSTL DRSTRQK VNKD 
TQELNSALHQADLIDSYRTLHP 
KSTEYTFFSAPHHTYSKIDHILG 
SKALLSKCKRTEIITNYLSDHSA 
IKLELRIKNLTQNCSTTWKLNN 
LLLNDYWVHNEMKAEIKMFFE 
TNENKDTTYHNLWDAFKAVCR 
GKFIALNAHKRKQERSKIDTLT 
SQLKELEKQEQTHSKASRRQEI 
TKIRAELKEIETQKTLQKINESR 
SWVFERINKIDRPLARLTKKKS 
EKNQ1DAIKNDK 


13300 


43668 


A 


13380 


1 


2367 




13301 


43669 


A 


13381 




1116 




13302 


43670 


A 


13382 


1 


1095 




13303 


43671 


A 


13383 


670 


1500 


QTESSSTSKSLSTMIKWASSLG 

WQGWFNIRKS1NVIQHIKGIQR 

QKPHDYLNRCRKSL*QNSTTLH 

AKNSQ*1\AQNLLKLISNFNKVS 

G Y KIN VQKSQAFLYTSN RQTES 

QIMSELPFTIASKRJKYLGIQLTR 

DVKDLFKENYKPLLKEIKEDTN 

K WKN IPCS WVGR1NI VKMA1 LP 

KV1YRFNA1PIKLPMTFFTELEK 

TTLKF1WNQKRAHIAK.SILSQK 

NKAGGITLPDFKLYYKATVTKT 

AWYWYQNMCYRSMEQNRALS 

YYVAYLQPSDL 


13304 


43672 


A 


13384 


441 


3131 








B 


13385 




5688 






43674 


B 


13386 


916 


2165 




13307 


43675 


A 


13387 


1 


1529 


MDPPAGAARRLLCPALL*LPAG 
* PLRPRL AG A AP APGTALLHER 
AMPL*LRPGLHDVHGVPDL 




43676 


A 


13388 


1 


714 




13309 


43677 


A 


13389 


3 


457 




13310 


43678 


A 


13390 


2 


492 




13311 


43679 


A 


13391 


3 


1201 




13312 


43680 


A 


13392 


1 


309 




13313 


43681 


A 


13393 


2 


1073 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2)7 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13314 


43682 


A 

- — 


13394 


3119 




6984 


CIVKHAAMRSAMTSLAARITVL 
NPTRATTPNT/RVADDQGFLRQ 
WSKVAKERKLQRLYIGEPSAEA 
VAAQMPDLILISATGGDSALAL 
YDQLSTIAPTLI1NYDDKSWHPR 
LSFNKADEITTVFCGSKKSLAN 
G I PM AN 1 LFPTS V I ATQQTQHFR 
FVDDFNAQFLRFASLDPAASPA 
ITISGKATLE1PGTELVFYAALE 
KKLN1KPGQTTFDGRFTLLPTC 
CLGNCDKGPNMMIDEDTHAHL 
TPEAIPELLER 




43683 




T339! 




587 






43684 




T3396 





— 




133]7 


43685 


— 


T3397 

* 


430 


— 




— — 


43686 


- — 






— 




— - 


43687 


— 


7^399 




1647 









— — 


P400 




2652 




]3321 


43689 


- — 


T3401 




T494 




13322 


43690 


A 


13402 




750 




13323 


43691 


A 


13403 




513 




13324 


43692 


A 


13404 




2254 




13325 


43693 


A 


13405 




746 




13326 


43694 


A 


13406 


3 


428 


LGDDFVRAAN1ILHCEGKVVVS 

G1GKSGH1GKKIAATLASTGTPA 

FFVHPAEALHGDLGM1ESRDV 

MLFISYSGGAKELDLIIPRLEDK 

SIAL\GKPTSPLGLAAKAVLDIS 

V ERE ACPMH L APTS STVN TLM 

MGDALAMAV 









T3407 





1431 






43696 

* 


— 


13408 


— 


2481 




— — 




- — 


— — — 





783 




1333Q 


43698 


— 


13410 




729 




13331 


43699 


A 


1341 1 




843 




13332 


43700 


A 


13412 




128 




13333 


43701 


A 


13413 




136 




13334 


43702 


A 


13414 




492 




13335 


43703 


A 


13415 


3 


619 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13336 


43704 


A 


13416 




1600 


GQACHASSSPLKGSRGSPPNFEI 

LYGPIFEDSLAPD*PKVIAGQ\IT 

LRDAVTGPISSPNEAGKIYQLKP 

NPAVLICRVRGLHLPEKHVTW 

RGEAIPGSLFDFALYFFHNYQA 

LLAKGSGPYFYLPKTQSWQEA 

AWWSEVFSYAEDRFNLPRGTIK 

ATLLIETLPAVFQMDEILHALR 

DHIVGLNCGRWDYIFSYIKTLK 

NYPDRVLPDRQAVTMDKPFLN 

AYSRLLIKTCHKRGAFAMGGM 

A AFI P SKDEEHNN Q VLNK V KA 

DKSLEANNGHDGTWIAHPGLA 

DT A MAVFNDI LG SRKNQLE VM 

REQHAPITADQLLAPCDGERTE 

RKFNALMESEKGQSQNLWKFA 

VYSGLRHGELAALAWEDVDLE 

KGIVNVRRNLTILDMFGPPKTN 

AGIRTVTLLQPALEALKEQYKL 

TGHHRKSE1TFYHREYGRTEKQ 

KLHFVFMPRVCNGKQKPYYSV 

SSLGARWNAAVKRAGIRRRNP 

YHTRHTFACWLLTAGANPAFIA 

SQMGHETAQMVYE1YGMW1D 

DMSDEQIAMLNARVM 


13337 


43705 


A 


13417 


2 


278 




13338 


43706 


A 


13418 




662 


GHLW1R1DLSQSAVSHSVKELE 
NHTGVRLLDRTTREVVLTDAG 
QQLALRLERLLDELNSTLRDTG 
RMGQQLSGKVRVA ASQT1 SAH 
LIPQCIAESHRRYPDIQFVLHDR 
PQQ WVM ESIRQGDVDFGIV1DP 
GPVGDLQCEA1LSEPFFLLCHRD 
SALAVEDYVPVALPLPEGSPLVV 
KR1TPVVERQLMLVRRKNRSLS 
TAAEALWDVVRDQGNALMAA 


13339 


43707 


A 


13419 


' 


646 


GQQLSGKWRVAASQTISAHLIP 
QC1AESHRRYPDIQFVLHDRPQ 
QWVMESIRQGDVDFGIVIDPGP 
VGDLQCEAILSEPFFLLCHRDSA 
LAGGDYVPWQALQGAKLVLQ 
DYASGSRPLIDAALARNGIQAN 
IVQEIGHPATLFPMVAAGIGIS1L 
PALALPLPEGSPLVVKRITPVVE 
RQLMLVRRKNRSLSTAAEALW 
DVVRDQGNALMA\GRE 


13340 


43708 


A 


13420 


1 


1068 




13341 


43709 


A 


13421 


1 


381 




13342 


43710 


A 


13422 


3 


938 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


13343 


43711 


A 


13423 


595 


1630 


CSWHDRFPDWKAGRILPISEPPS 

NR1FACWGKPAWTACCN/FSQG 

QAVKGNQLLPVSLVKRKTTLA 

PNTQTASPRALADSLMQLARQ 

VSRLESGQDFADFGTTIKQDFR 

LLGQTSVDRLLQLSQGQAVKG 

NQLLPVSLVKRKTTLAPNTQTA 

SPRALADSLMQLARQVSRLESG 

QDFADFGTT1KQDFRLLGQTSV 

DRLLQLSQGQAVKGNQLLPVS 

LVKRKTTLAPNTQTASPRALAD 

SLMQLARQVSRLESGQDFADF 

GTTIKQDFRLLGQTSVDRLLQL 

SQGQAVKGNQLLPVSLVKRKT 

TLAPNTQTASPRALADSLMQLA 

RQVSRLESGHYDHDYEFELGTR 

FRAV1IKLCNGDSLRHFMTSVY 

ALVKCFHEGDPLHKTGCQHLIP 

KQQQNEKYQVPQFDQSTIKNIE 

SAKGLDVWDSWPLQNADGTV 

AEYNGYHVEMLLREAGKAGFC 

RFRNHHQTGFSPAGANQRGPL 

AATLSGPGGEGQSAVARLTGE 

KKNHPGAQYANRLSPRVGRFFN 

AAGTTGNSYDHDYEFELGTHQ 

RLGAVARIVGDDLLNELRRDV 

VDARAGDVDQHAHAEKGDFR 


13344 


43712 


A 


13424 


1 


1395 





1669 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


13345 


43713 


A 


13425 


1307 


1992 


DKLNPVAHQKAYLAQSSQCHP 

QNARLVQHTQIRILPISEPPSNRI 

FACWGKPAWTACCN/FSQGQA 

VKGNQLLPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSR 

LESGQDFADFGTTIKQDFRLLG 

QTSVDRLLQLSQGQAVKGNQL 

LPVSLVKRKTTLAPNTQTASPR 

ALADSLMQLARQVSRLESGQD 

FADFGTTIKQDFRLLGQTSVDR 

LLQLSQGQAVKGNQLLPVSLV 

KRKTTLAPNTQTASPRALADSL 

MQLARQVSRLESGQDFADFGT 

TIKQDFRLLGQTSVDRLLQLSQ 

GQ A VKGNQLLP VSL VKRKTTL 

APNTQTASPRAL A DSLMQL AR 

QVSRLESGQLKHKEVESPNRPI 

TSSE1QVLIKSLPIKKSPGPDGFT 

AEF YER Y KEEL VPFLL KLFQTIE 

QERLLPNSFYEASIILTSKPSRD 

ATKKDNFRPTSLMNIYAKILNK 

IGQTESSSTSKSLFSTIKSVSSPE 

CKAGSTYANQDFADFGTTIKQ 

DFRLLGQTSVDRLLQLSQGQA 

VKGNQLLPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSR 

LESGQETTPWSPFSDPVLAFDY 

KVFMAFVYNVVRVSQRMVVA 

GC1SAFNDKLLNDLICFPVAPVS 

SKQIFPSDVKVAEPDHSCVSSY 

RIGSMAPNLTLSEMPRHNYFPA 

GNSVDHDNEFEL 


13346 


43714 


A 


13426 


560 


844 




13347 


43715 


B 


13427 


200 


1519 




13348 


43716 


A 


13428 


950 


1230 


CSWHDRFPDWKAGRILP1SEPPS 

NRJFACWGKPAWTACCN/FSQG 

QA VKGNQLLP VSLV KRKTTL A 

PNTQTASPRALADSLMQLARQ 

VSRLESGQDFADFGTTIKQDFR 

LLGQTSVDRLLQLSQGQAVKG 

NQLLPVSLVKRKTTLAPNTQTA 

SPRALADSLMQLARQVSRLESG 

QDFADFGTTIKQDFRLLGQTSV 

DRLLQLSQGQAVKGNQLLPVS 

LVKRKTTLAPNTQTASPRALAD 

SLMQLARQVSRLESGQDFADF 

GTTIKQDFRLLGQTSVDRLLQL 

SQGQAVKGNQLLPVSLVKRKT 

TLAPNTQTASPRALADSLMQLA 

RQVSRLESGQ 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tlrst 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13349 


43717 


A 


13429 


695 


1060 


FRQRSVAFPPTVPNACVSVRSR 
ERDFADFGTTIKQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SLVKRKTTLAPNTQTASPRALA 
DSLMQLARQVSRLESGQ*AQR 
N*CRKHRLSIPRK 


13350 


43718 


A 


13430 




1558 


MRDI FWVPDICKVMLYLVFFRS 
MGTPLRAVAMGLVITSWKIAQ 
KPRDFADFGTTINQDFRLLGQT 
SVDRLLQLSQGQAVKGNQLLP 
VSLKTDTKAKNLYLTKAYYGG 
GTNFFRKESQKLQQSAKKRDA 
ELANGALGIIELNNDYTLKKVM 
KPL1TSNTGFADFGTTIKQDFRL 
LGQTSVDRLLQLSQGQAVKGN 
QLLPVSLVK.RKTTLAPNTQTAS 
PRALADSLMQLARQVSRLESG 
Q*AQRN 


1jj51 


43719 


A 


13431 


j91 


1676 


FIRDFADFGTTIKQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SL V K RKTTLAPNTQTA SPR AL A 
DSLMQLARQVSRLESGQ*AQR 







- — 










Terii 






43721 


— 


L3433 




2150" 




13354 


43722 


B 


13434 


1 


1282 




13355 


43723 


B 


13435 


l 


1225 




13356 


43724 


A 


13436 


350 


709 




13357 


43725 


A 


13437 


1 


2236 




13358 


43726 


A 


13438 


548 


1698 


RSWLRSSLSGSIPIATEISCTSCE 

ASTSS/VRDFPGVKDLTFQWHD 

RL1FAIARLLGRSACGVTFHKEQ 

LGTVKVLRGTISQFARQRRAAG 

QLFTHHFFGRTHTALGAGNRH 

LRQQFSRLNVLVQPQDKGIFHH 

ARNECRALTRRETPAFFRIRAVF 

1MSQLSQTQLHIFFTARPAGLAS 

KCRKPPQ AC YL WDFADFGTTI K. 

QDFRLLGQTSVDRLLQLSQGQ 

AVKGNQLLPVSLVKRKTTLAP 

NTQTASPRALADSLMQLARQV 

SRLESGQN1ESAKGLHVWDSW 

PLHNADGTVDEYNGYHVVFAL 

AGSPKDADDTSIYMFYQKVGD 

NSIDSWKNAGRVFKDSDKFDA 

NDP1LKDQTQEWSGSATFTSDG 

KIRLFYTDYSGEHYG 


13359 


43727 


B 


13439 


448 


1116 




13360 


43728 


A 


13440 


97 


1636 




13361 


43729 


A 


13441 


1 


1296 




13362 


43730 


B 


13442 


1 


2160 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 


13363 


43731 


A 


13443 


485 


865 


FIRDFADFGTTIKQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SLVKRKTTLAPNTQTASPRALA 
DSLMQLARQVSRLESGQS*NSS 
KTKNTKCLNSINQRLKILSLQK 
DLMCGTAG RCKTLTEQ 


13364 


43732 


A 


13444 


816 


1194 


SLILFLRJiRRAVEKRGKVWKDS 

CPNGTTLTLSGA1FLFIRDFADF 

GTPITQDFRLLGQTSVDRLLHLS 

QG QA V K.GNQLLP VSL V KJIKTT 

LAPNTQTASPRALADSLMQLA 

RQVSRLESGQ*AQRN 


13365 


43733 


R 


13445 


1 


2710 




13366 


43734 


A 


13446 


2027 


2934 


NPRILPISEPPSNRIFACWGKPA 

WTACCN/FSQGQAVKGNQLLP 

VSLVKRKTTLAPNTQTASPRAL 

ADSLMQLARQVSRLESGQDFA 

DFGTTI KQDFRLLGQTS VDRLL 

QLSQGQAVKGNQLLPVSLVKR 

KTTLAPNTQTASPRALADSLMQ 

LARQVSRLESGQSRVHSHSLGP 

LPTTTTGSLINQKKGGVSGGPG 

SKEQAEISCLK.ERKDLGLGILGS 

TVGILKVKHQGASTKQGHSQD 

L1KILLSDTSLSTPAAPMVDSLIA 

RVGVMARGNAITLPVCGRDVK 

FTLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDL1PSFLLTGQ 

QTPAFGRRVSGVIE1ADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQYMNLLPIFLRWLMR 

K1FHDEHGVPQDQQEEEPISETII 

EEEIPSINSDLGNELYFVKLPKF 

LS1EPKDFADFGTTIKQDFRLLG 

QTSVDRLLQLSQGQAVKGNQL 

LPVSLVKRKTTLAPNTQTASPR 

ALADSLMQLARQVSRLESGQP 

HSTDSATHRKMTLSLADRCSKT 

QKIR1LPMAGRDPECQRTEMIK 

SSDLMAEIIQEHKEDQLPELEQL 

EHIGLFSHAEIKAIIKKASDLQY 

RIQERALFKDDFINYVLHEIPLF 

EQIQRRTRIGYSLKHGIRAVKA 

TIVRA L YGR1KPAGVV VTRS VP 


13367 


43735 


A 


13447 


1 


5240 




13368 


43736 


A 


13448 


4733 


4753 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13369 


43737 


A 


13449 


299 


761 


LNTTAITLCLLLREARKTLMTH 
QSTCFIKRDFADFGTTIKQDFRL 
LGQTSVDRLLQLSQGQAVKGN 
QLLPVSLVKRKTTLAPNTQTAS 
PRALADSLMQLARQVSRLESG 
Q*AQRN**PVPKEKRRRGDRQE 
HQQPCRNTEGTALRVWAARDQ 


13370 


43738 




13450 


3925 




F1RDFADFGTT1KQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SLV KRKTTLAPNTQTASPRAL A 
DSLMQLARQVSRLESGQ*AQR 
N 


13371 


43739 


A 


13451 


2 


1040 




13j72 


43740 










HLASWVVALVLHWGCVWVTA 
ESSTSKTRSPFRARSWIGEAVA 
AAAADGVTFSVPVTPHTFRHSY 
AMHMLYAG1PLKVL\QSLMGH 
KSISSTGVPSSNS 


13373 


43741 


A 


13453 


1 


1290 




13374 


43742 


A 


13454 


289 


1338 




13375 


43743 


A 


13455 


1 


732 




13376 


43744 


A 


13456 


982 


1347 




13377 


43745 


A 


13457 


116 


1746 


SSVTGRTEKARIWEVTDRTV/R 
RPWIGEAVAAAAADGVTFSVP 
VTPHTFRHSYAMHMLYAG1PL 
KVLQSLMGHKSISSTEVYTKVF 
ALDVAARHRNRFTQFRLSETKE 
ITNPYAMRLYESLCQYRKPDGS 
C1VSLK1DW1IERYQLPQSYQLY 
YFELAIPVGYFYPGSFSTASRIL 
LLHPRGLRAITIAVFGKQNTYIR 
LEPFK1NVLEQITKHIEKLQCGG 
V VKQLSRRGNNQH1 SSTY D1NR 
ADTQVRRAVNNYDIIVMSNSFN 
GQSEHQVWIARLTWVIGTINVV 
CAADVLIVPTPAELFDYTSALQ 
FFDMLRDLLKNVDLKGFEPDV 
RILLTKYSNSNGSQSPWMEEQI 
RDAWGSMVLKNVVRETDEVG 
KARLTWG1GTINVVCAADVL1V 
PTPAELFDYTSALQFFDMLRDL 
LKNVDLKGFEPDVR1LLTKYSN 
SNGSQSPWMEEQIRDAWGSMV 
LKNVVRETDEVGKEPPSTNTFR 
H SYAMHMLYAGIPLKVLQSLM 
GHKS1SSTEVYTKVFALDVAAR 
HRVQFAMPESDAVAMLKQLS 


13378 


43746 


A 


13458 


1 


780 





1673 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13379 










396 

— 


SS VTG RTEKARI WE VTDRTV/R 
RPW1GEAVAAAAADGVTFSVP 
VTPHTFRHSYAMHMLYAG1PL 
KVLQSLMGHKSISSTEVYTKVF 
ALDVAARHR 


]3380 


43748 


— 


T3460 









]3381 


43~749 


— 


73461 





545 




13382 


43750 


A 


13462 


1 


1110 




13383 


43751 


A 


13463 


1 


870 




13384 


43752 


A 


13464 




1422 




13385 


43753 


A 


13465 


1 


1599 




13386 


43754 


A 


13466 


614 


1236 


TA RV A AARRRCQC WG SG ACGS 
ALTLPRTSSLTLTETP1VQQTRM 
VVRCPTASLPSQWRSCPSSTWA 
VPKTPPTWTCWRNSAILSL/VVF 
IRDKLMERRNRRTGRTEKARIW 
EVTDRTVRTW1GEAVAAAAAD 
G VTFS VPVTPHTFRHSYAMHM 
LYAGIPLKVLQSLMGHKSISSTE 
VYTKVFALDVAARHRVQFAMP 
ESDAVAMLKQLS 


|3387 


43755 


— 
— 


T3467 




1 


1023 




133g8 


43756 




13468 




699~ 




13389 


43757 


B 


13469 




1281 




13390 


43758 


B 


13470 


77 


751 




13391 


43759 


A 


13471 


1 


705 




13392 


43760 


A 


13472 


2 


893 




13393 


43761 


A 


13473 


206 


837 


CAGAGGIARRRAEKEKALSAV 
NLDPTSRRLSSTSLPGAPPNPRV 
AAAGLSRRRPTPESAGRKS/GR 
WPRASRYQQGHQDLFILRSDLP 
SQVFIRDKLMERRNRRTGRTEK 
ARIWEVTDRTVRTWIGEAVAA 
AAADGVTFSVPVTPHTFRHSYA 
MHMLYAGIPLKVLQSLMGHKS 
ISSTEVYTKVFALDVAARHRVQ 
FAMPESDAVAMLKQLS 


]3394 


43762 


— 


13474 




1416 




13395 


43763 


A 


13475 




765 




13396 


43764 


B 


13476 




519 




13397 


43765 


A 


13477 




2784 




13398 


43766 


A 


13478 




624 




13399 


43767 


A 


13479 


2089 


2454 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13400 


43768 


A 


13480 


740 


1431 


CCQTLP VFHPPH PSHLGPRPCPP 

TH/HLPSEHRSLFLEAACHDSDS 

LEPLNLSSGSKTKSPSLPPKAKK 

PKGLE1SA/RPAGALRHRHRLHR 

PQQPSPPLG1PHPSLLATAQVFIR 

DKLMERRNRRTGRTEKARIWE 

VTDRTVRTWIGEAVAAAAADG 

VTFSVPVTPHTFRHSYAMHML 

YAGIPLKVLQSLMGHKSISSTE 

VYTKVFALDVAARHRVQFAMP 

ESDAVAMLKQLS 


13401 


43769 


A 


13481 


2 


2309 




13402 


43770 


A 


13482 


1 


603 




13403 


43771 


A 


13483 


1 


762 


MVPHSTGKSWNGCDPTSATLD 
QL VTVFFMKLFS 1GDARIPCLGP 
RSHSYRRSDYYSGTTIHSCCRA 
DYWSGTTAHLYCRSDYHPVPS 
FIL VTSTTNHQPLKPS 1 SE AS WN 
PLFASL/HHLQL1TES/W/YMSLA 
TTVFIRDKLMERRNRRTGRTEK 
A Rl WE VTDRTVRTWI GE A V A A 
AAADGVTFSVPVTPHTFRHSYA 
MHMLYAGIPLK.VLQSLMGHKS 
ISSTEVYTKVFALDVAARHRVQ 
FAMPESDAVAMLKQLS 


13404 


43772 


A 


13484 


1 


762 




13405 


43773 


A 


13485 


1 


615 












887 


1203 


RPEKAR/1WGVTDRTVRTWIGR 
AVAAAAADGVTFSVPVPPHTF 
RHSYAMHMLYAGIPLKVLQSL 
MGHKSISSTEVYTKVFALDVAA 
R H R VQF AM PESD A V AM LKQL S 


134Q7 


43775 


— 


13487 




855 




13408 


43~776 


A 


13488 




927 




13409 


43777 


A 


13489 




921 




134 1 ? 


isT^ 








3216 










13491 




1974 






43780 


— 


13492 




1221 




13413 


43781 


B 


13493 




2337 




13414 


43782 


A 


13494 




1273 




13415 


43783 


A 


13495 




1251 




13416 


43784 


A 


13496 


1999 


3237 




13417 


43785 


A 


13497 




1773 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13418 


43786 


A 


13498 




633 

— 


AQALIATYGRDRDPGRPLWLG 
SVKSNIGHTQAAAGVAGVIKM 
VMAMRHGQLPRTLHVESPSPE 
VFIRDKLMERRNRRTGRTEKAR 
I WE VTDRTVRT WIG EA V A AAA 
ADGVTFSVPVTPHTFRFSYAMH 
MLYAGIPL\*VLQSLMGHKS1SS 
TEVYTKVFALDVAARHRVQFA 
MPESDAGGPGTCACSQQGCRL 
RGSSVSPGRQHPQPHVRV 




43787 


— 


13499 


To! 






1342Q 


43788 


— 


13500 


686 


3925 




13421 


43789 


A 


13501 




2084 




13422 


43790 


A 


13502 


734 


834 




13423 


43791 


A 


13503 


1 


1075 




13424 


43792 


A 


13504 




357 




13425 


43793 


A 


13505 


795 


1273 


SHPFFSTDWSTDTGFRSKSIWC 
HRNCRW/RVAVVKLLHLPKVII 
VFWLASWMMSRWLHYPDWVT 
IIAQQVLMNVVSVMQADCRMN 
LLEIFLRWLMRKIFHVRLLPAV 
STPPNCLNQLLLFFLTPVNYLPG 
QVMHFKKPLQIKRNYLSSRHLT 
FMSRKKLG 














SHPFFS TDWS I'D 1 GVRSK.SI WC 
HRNCRW/RVAVVKLLHLPKVII 
VFWLASCMMSRCPHYPDWVT1 
IAQQVLTPRKDVMQADCRMNL 
LEIFLR WLMRK 1 FH GFGM 


13427 












WHYREPLLLRAQLTNPPSGQLV 
SITK Y LQP VE Y * A Y VLE * Q AHL 
HYQLKSVDQWPVQKQFSSGSD 
LYQLH PFH VQHFLEPCFPRHPE 
FAPPSTGTESHYYCCIW 


13428 


43796 


B 


13508 


1 


1494 




13429 


43797 


A 


13509 


1 


554 


MTARKARKITRRWRIGEAADL 

VGVSSQAIRDAEKAGRLPHPD 

MEIRGRVEQRVGYTIEQINHMR 

DVFGTRLRRAEDVFPPVIGVAA 

HKGNDPQGTASMYHGWVPDL 

HIHAEDTLLPFYLGEKDDVTYA 

1KPTCWPGLDIIPSCLALHRIETE 

LMGKFDEAQPNLGIGT/N*CRM 

CC*CADCSHAC 


13430 












DTYSVSW1GEAVAAAAADGVT 
FSVPVTPHTFRHSYAMHMLYA 
GIPLKVLQSQYPIFKLSYKNPVT 
QTAWF\WFPNRIFGPVPINVSFS 
PKVGPGLPGII 


13431 


43799 


A 


13511 


65 


277 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13432 


43800 


A 


13512 


327 


748 


VHQFHGSLHEGFCAGCGCPAP 

GTVCDAGGFCRFRNHHQTGFSP 

AGANQRGPLAATLSGPGGEGQ 

on V ArvL-I VjCrvrvlNrll UAy i AIM\ 

LSPRVGRFINAAGTTGFPTG K.R 
AKSIWCHRNCRW/RVAVVKLL 
HLPKV1IVFWLAS 


13433 


43801 


A 


13513 


512 


580 




13434 


43802 


A 


13514 


2096 


2272 


EWRNVCGVTGTENVTPSAAAA 
QPPPQSRPFSWILRPF*RP*RKIS 
TSFIRPLFTFLPA 


13435 


43803 


A 


13515 


402 


2784 


RKNPFILH*LFR*TLRQTKPDNS 

AGKCVKI**HTQNQRSGRSQSD 

F*RRRKNISERSAAYR*RQLYIR 

RQPYAERPSXHVEDKGHKYLVF 

EANTGTENGYQGEESLFNKAY 

YGGGTNFFRKESQKLQQSAKK 

RDAELANGALGIIELNNDYTLK 

KVMKPL1TSNTVTDEIERANVF 

KMNGKWYLFTDSRGSKMTI DG 

INSNDIYMLGYVSNSLTGPYK.P 

LNKTGLVLQMGLDPNDVTFTY 

SHFAVPQAKGNMVVITSYMTN 

RG FFEDKKATF APS FLMNIKGN 

KTSVVK.NSILEQGQLTWLQVA 

KRAGLGGGQSGRTVLRERLPN 

YKNFKGTIQELGQNQYAVSGEI 

FVVDRNTVEITELPVRTWTQVY 

KJEQVLEPMLNGTDKTPALISDY 

KEYHTDTTVKFVVKMTEEKLA 

QAEAAGLHKVFKLQTTLTCNS 

MVLFDHMGCLKKYETVQDILK 

EFFDLRLSYYGLRKEWLVGML 

G AESTKLMNQARFI LEKIQGKIT 

IENRSKKDLIQMLVQRGYESDP 

VKAWKEAQEKCDNLKTCHTSH 

GSVMAETAVINHKKRKNSPRIV 

QSNDLTEAAYSLSRDQKRMLY 

LFVDQIRKSDGTLQEHDGICE1H 

VAKYAE1FGLTSAEASKDIRQA 

LK.SFAGKEVVFYRPEEDAGDE 

KG YESFPWFIKRAHSPSRG L YS 

VHINPYLIPFFIGLQNRFTQFRLS 


13436 


43804 


A 


13516 


2 


199 


WRKKSLDIPPLIIPNG1VKNILRH 
FSQLLNVPITRPFSWILRPF*RP* 
RKISTSFIRPLFTFLPA 


13437 


43805 


A 


13517 


1 


1887 
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SEQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13438 


43806 


A 


13518 


125 


828 


ECRKHTKLKLQPTIWHVLKI/Y 

NSEKLLVYRKLLQVLTGLYKRS 

NLGVRLYACCGLLLCPAYPQH 

FAHGYVDK1PGYPGRAGTLTGL 

HPMQCDNLKTCHTSHGSVMAE 

TAVINHKKRKNSPRIVQSNDLT 

EAAYSLSRDQKRMLYLFVDQIR 

KSDGTLQEHDGICEIHVAKYAE 

IFGLTSAEAILRYFIKHSADMEA 

1 TNG MMN LNRQRH QHL V ALRI I 

FAHGENGGEEVVHIGHV 


]3439 


43807 


— 


T35T9 


504 


755 


E PCFPAHPEFAPLSTG A ESHI I Y 
CCIW*AKYVHQARTL*DQRS*A 
DHEAYRKTAVRRCSQTTQQAW 
EQL V HQQH1LPS SCRYPG 


13440 


43808 


B 


13520 


1 


1980 




13441 


43809 


A 


13521 


923 


1063 




13442 


43810 


B 


13522 


1 


1932 




13443 


43811 


A 


13523 


383 


1383 


RKVFFIALKRMPAMKKAMNLF 
LGLSNVRTVHPEGFTVYISTHIS 
FPSLSGYKTRLRSFGLVKQKKS 
PILLEVLARE1RQE/KEIKGIQFG 
KEEVKLSLFADDMIVYLENPIV 
SAQNLLKLISNFSKVSGYKINV 
QKSQAFLYTNNRQTESQIMSEL 
PFTIASKRJKYLG1QLTRDVK.DL 
FKENYKPLLNEIKEDTNKWKNI 
PCSWVGR1NIVKMAILPKLSRM 
HGRPHQPPNAASTLPFPKRRSH 
YGQKSERLSRSGDNRKSHPECR 
HWQSCAKK.SRCLAFTRTVRHT 
PRSAYLLTRTIELLESSALWHV 
QTQR1YAPLYETLDPGNRTHCE 




43812 


B 


13524 


107 


1000 




13445 


43813 


A 


13525 


1778 


1897 




13446 


43814 


A 


13526 


273 


421 


SHPFFSTDWSTDTGVRSKSIWC 
HRNCRW/RVAVVKLLHLPKVII 
VFSSAS 


13447 


43815 


A 


13527 


273 


697 


SHPFFSTDWSTDTGVRSKSIWC 

HRNCRW/RVAVVKLLHLPK.VU 

VFWLASWMMSRWLHYPDWVT 

I1AQQVLMNVVSVMQADCRMN 

LLEIFLRWLMRIIFHVRLLPAVS 

TPTNCLNQLLLFFLTPVNYLPG 

QSGTTVPLVSSV 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13448 


43816 


A 


13528 


273 


688 


SHPFFSTDWSTDTGVRSKS1WC 
HRNCRW/RVAVVKLLHLPKVI1 
VFWLASWMMSRWLHYPDWVT 
11AQQVLMNVGSVMPADCRMN 
LLEIFLRWLMRKIFTTGLRSFGL 
VKQKKSP1RMPCVYTNPCVSIV 
SRMGQASSL 


13449 


43817 


B 


13529 


1 


1053 




13450 


43818 


B 


13530 


1 


1869 




13451 












EDLSDTGVRSKS1WCHRNCRW/ 

RVAVVKLLHLPKVIIVFWLASW 

MMSRWLHYPDWVTIIAQQVL 

MNVVSVMQADCRMNLLEIFLR 

WLMRK.IFHSSLEDPRNWHL 


13452 


43820 


B 


13532 


148 


334 




13453 


43821 


A 


13533 


2 


147 


TSMDKGLQGALKKKI*DL*KK* 
LMCNIPVDKWITPREVFSGIVCK 
QNI 


13454 


4 j 822 


A 


13534 


151 


325 


KA1CHNTFSKPSMDKGL/LRRS 
K K.EGFKT Y KKNI YKN I P V DK WI 
TPREVFSGIVCKQNI 


13455 


43823 


A 


13535 


283 


406 


HRTK1SIVPEGIFKSFSLPLAG1M 
TEQYFL*TLHRLLRLIM 


13456 


43824 


B 


13536 


1 


1902 




13457 


43825 


A 


13537 


508 


1041 


LWREASKDIRQALKSFAGKEV 
VFYRPEEDAGDEKGYESFPW/C 
YQIAWHSPSRGLYSVHINPYLIP 
FFIGLQNRFTQFRLSETKEITNP 
YAMRLYESLCQYRKPDGSGIVS 
LKIDWIIERYQLPQSYQRMPDF 
RRRFLQVCVNErNSRTPMRLSYI 
EKKKGRQTTH1VFSFRDITSMTT 


13458 


43826 


A 


13538 


1 


1422 




13459 


43827 


B 


13539 


1 


1002 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13460 


43828 


A 


13540 




160 


MVLIVAATVVVVVVVGLCWM 

AKSECRSAMRLSSLQVRIFTYLl 

GREAAFADNLKWMACANKES 

ALLDRFIFLILLLCKEPWECHCL 

PLFK.VAMPSKCDIPVICAHINIG 

FTLRQLRGFGPCNIGSFEAKDS 

KNPQVRVISQKHKALRCIWFIT 

CS1CNPEFTEGALQGNKQRKRQ 

CLQWFRAKALESNEPGFEFIQD 

KLLTQSLCFFPYTFL WLTGPHPS 

GSSYTDPCSSKADVTPSSTAVQ 

EHSSALELKTKIVSPITRQQHGF 

FTQ1 STLADVQENVMEYLH VLS 

RPKVIDQEHDVVWTEAYIDSTV 

CRVKRRQLLLQQVPLTRKQQF 

LPAPYVDLDSARTRTNKQQQN 

PIIYTGSKQGSHV1LFHYGESWN 

LLRADQRL1FAKSWPRASRYQQ 

GHQDLFILRSDLPSQVFIRDKL 

MERRNRRTGRTEKAR1 WEVTD 

RTVRTWIGEAVAAAAADGVTF 

SVPVTPHTFRHSYAMHMLYAG 

IPLKVLQSLMGHKSISSTEVYTK 

VFALDVAARHRVQFAMPESDA 

VAMLK.QL*QPQWWWWSW*D 

CAGWRKVNAAQPCVCLPFRFA 

SSHTSLDERLRLQT1 




43829 


— 


13541 


48 


668 




13462 


43830 


A 


13542 


1 


1278 




13463 


43831 


A 


13543 


100 


157 




13464 


43832 


A 


13544 


1 


1122 




13465 


43833 


B 


13545 


1 


1131 




13466 


43834 


A 


13546 


273 


812 


SHPFFSTDWS 1DTGVRSKS1WC 
HRNCRWESPS*SC/WHLPKVIIV 
FWLASWMMSRWLNYPDWVTII 
AQQVLMNVVSVMQADC\KRIC 
WKYFCAG*CGKIFTYQ**TWYN 
NTETSMSQKPCKMKR1/YSREE 
LAV*KMDHHSDLISLW*KLEPL 
TCRSTS H FRQKL AQGFP VSTGT 
PGFIYSAK 


13467 


43835 


B 


13547 


1 


987 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13468 


43836 


A 


13548 


246 


2065 


LVGWLDGWLDGWLIVALPFM 

Ml P WHSSIQPFTIHPFN WNFG *M 

PELCPQ1\GMDSWLAGWM/CWL 

DGWLDGW*MAKLRKPVL*PD 

KEGNEIWVDMYTVKPSGWTVR 

TFDKPRKRFIA FF1AGILFRA 1 KN 

HFLPRETLQCLPYILTGFRRGQS 

EYFSIFSNM DL ADT V M FL I V A L 

PFMMIPWHSSIQPFTIHPFNWNF 

G 


13469 


43837 


A 


13549 


2 


118 
















THGIRIGDFFCFTKRKLRKPVL* 
PDKEGN EI WVDM YT VKPSG WT 
VRTFDKPRKRFIAFFIAGILFRAI 
KNHFLPRETLQCLPY1LTGFRRG 
QSEYFS1FSNMDLADTVMFL 


13471 


43839 


A 


13551 


147 


417 


SSSWGRSSPQLVCG1FQTAGPQS 

LCKWNQ*VLAQTNKKTAGTSA 

DLYVPV*QL*RKAVVLPTNAP 

WRFWRTRQEWFSSRGRSGYQS 

QET 


13472 


43840 


A 


13552 


1 


2418 




13473 


43841 


B 


13553 


1 


1848 
















EWRNVCGVTGTEKVTPSAAAA 
ATASPIQVLTVLSVTSQIRAFSV 
LPVRRLRRSMSLSRJNTCVNRF 
CNPIKKGMRYGLICPL*SLLDGL 
CARLFNQGKDS 


13475 


43843 


A 


13555 


83 


440 


SLLFKCSGV1VLRRPLGYRQVM 
N VTRRCLLRTH WMI SSLLF Y * L 
VNRHRRSVEEYLVSYTLPMGV 
AVVKLLHLPKNFVSLITPRGRL 
EKERAFLFQHMRSISTGLKIFV 
MHTSCPMVVC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13476 


43844 


A 


13556 


1337 


2583 


QQRR* MCQNLMTH\QNQRSGR 
SQNDF*RRRKNISERSAVYR*R 
QLYIRRQPYAERPSVHVEDKGH 
KYLVFEANTGTENGYQGEESLF 
NKAYYGGGTNFFRKESQKLQQ 
S AKKRD A EL ANG ALG IIELNND 
YTLKKVMKPLITSNTVFIRDKL 
M E RRNRRTG RTEKA RI WE VTD 
RTVRTWIGEAVAAAAADGVTF 
SVPVTPHTFRHSYAMHMLYAG 
IPLKVLQSLMGHKSISSTEVYTK 
VFALDVAARHRIRKSDGTLQEH 
DGICEIHVAKYAEIFGLTSAEAS 
KDIRQALKSFAGKEVVFYRPEE 
DAGDEKGYESFPWFIK.RAHSPS 
RGLYSVHINPYL1PFFIGLQNRF 
TQFRLSETKE1TNPYAMRVTNP 
CVSIVCVNErNSRTPMRLSYIEK 
KKGRQTTHIVFSFRDITSMTTG 




^g^g 





















3^26 


T5T7 


SGLLPIKVAFTKPQFLFILLR1W* 
AKYVHQARTL*DQRF*ADHEA 
YRKTAVRRCSQTTQQAWEQSA 
HQQHIRH 


13479 


43847 


B 


13559 


1 


3822 




13480 


43848 


A 


13560 


848 


1476 


VNVTSFGSRPICSTSPVLFSGL* 

GPVKEFDT*PSM*ISFEL1PSIVIF 

EPRESVNKYHLPF1LKTFARS1SS 

VTVFEV1SGFITFFNV*SLFNSMI 

PRAPFANSASRFLALC*SFWLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGC1IAFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 


13481 


43849 


A 


13561 


1 


2196 
















SGLLPIKVAFTKPQFLFILLRIW* 
AKYVHQARTL*DQRS*ADHEA 
YRKTAVRRCSQTTQQAWEQSA 
HQQHIRH*SCRYPS*ARCQ*LTG 
QIVHRGEKKEQQLI 


13483 


43851 


A 


13563 






IRC FT YSPAPG YFPRFRA VIIKLC 
NGDSLRHFMTSVYALQEAAAE 
VRHTLVTLRQLVTLYDPVDFQ 
RDDA*AIRAYDTDTGIRINAWH 
TDW 


13484 


43852 


A 


13564 


1708 


3198 




13485 


43853 


A 


13565 


1 


1401 




13486 


43854 


A 


13566 


1214 


1357 


NKINMFIAALFTIAKT\WNQPK\ 
CPTMIDWIKKRGSSRVASSSSPT 
RTR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Lnknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


13487 


43855 


A 


13567 


3363 


3852 


SHPFFSTDWSSDTGVRSKSIWC 
HRNCRW/RVAVVKLLHLPKVII 
VFWLASWMMSRWLHYPDWVT 
IIAQQVLMNVVSVMQADCRMN 
LLEIFLRWLMRKIFHVRLLPAV 
STPPNCLNQLLLFFLTPVNYLPG 
QGFAGFRNPPSNRIFACWGKPA 
WT ACCN SLRARR 


13488 


43856 


B 


13568 


350 


742 




13489 


43857 


A 


13569 


248 


599 


HRDSYK.RMAYGLVISVVSLSR 
KLRKP V L* PDKEGNEI WV DM Y 
TVKPSGWTVRTFDKPRKRFIAF 
FIAGILFRA1KNHFLPRETLQCLP 
Y1LTGFRRGQSEYFSIFSNMDLA 
DTVMFL 


13490 


43858 


B 


13570 


1 


2148 




13491 


43859 


A 


13571 


3064 


5069 


RSDPDENCC*TGH*STLFNWC\ 

WRNALSIWEPVCNElFYRLIKPR 

WE1RWGKRAPVIPKHTLNTQPV 

EDTSLSTPAAPMVDSL1ARVGV 

MARGN A ITLPVCG RDVKFTLE 

VLRGDSVEKTSRVWSGNERDQ 

ELLTEDALDDLIPSFLLTGQQTP 

AFGRRVSGVIEIADGSRRRKAA 

ALTESDYRVLVGELDDEQMAA 

LSRLGNDYRPTSAYERGQRYAS 

RLQNEFAGN1SALADAENISRKI 

ITRCINTAKLPKSVVALFSHPRQ 

APCMKSNNALIVILGTVTLDAV 

GIGLVMPDLALKGLRVLLVEG 

NDPQGTASMYHGWVPDLHIHA 

EDTLLPFYLGEKDDVTYAIKPT 

CWPGLDI1PSCLALHRIETELMG 

KFDEGKLPTDPHLMLRLAIETV 

AHDYDV1VIDSAPNLGIGTINVV 

CAAHALIVPTPAELFDYTSALQ 

FFDMLRDLLKNVDLKGFEPDV 

RILLTKYSNSNGSQSPWIEEQIS 

DAWGSMVLKNVHAIVTGDAV 

GMDDIPQEARQYRHNQAYAYS 

IQGDGAEDDDERIVRFHTRVTV 

DSDTLASDAARLTCRHGLGNQ 

RNGGVLIEDKFECFFSLTAVFA 

TRAYYAVYHLTGARHSDIVVA 

HGYAGCNVRFVALLGTNTTLE 

TYLSNQGSNGFSCLHFGEDVGQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
cudon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13492 


43860 


A 


13572 


1408 


5578 


CSHLLI1QLANQNT1ITFGKCSSF 
TTATP1GNFYDTRYSSTERRCLL 
TSQ* KRRDEIIQCVLSKQL\RAR 
SLPDPTRKVFSTLSPRSTFRVNF 
TSRPHTGKVWAFREPFLLPPHL 
RKPDTDTGYLYKRMAYGSVIS/ 
ICFTKPKLRKPVL*PDKEGNEIW 
VDMYTVKPSGWTVRTFDKPRK 
RFIAFFIAGILFRAIKNHFLPRET 
LQCLPYILTGFRRGQSEYFSIFS 
NMDLADTVMFL 


13493 


43861 


A 


13573 


2678 


2884 


SAPLQRNTARRFLLFLKACSNR 
FC YR\WRH MTAIPSYNRSKLREI 
KGGLYHMGIFRRFLASKETPTF 
CY 


13494 


43862 


B 


13574 




7903 




13495 


43863 


A 


13575 


1 


880 










13576 




996 




13497 


43865 


A 


13577 


763 


778 


NRCEPPV*GTRFSQQLLLALKA 
TLL1EELYALTVHSWRPKW 


13498 


43866 


A 


13578 


2 


254 




13499 


43867 


A 


13579 


1 


2358 




13500 


43868 


A 


13580 


206 


382 




13501 


43869 


C 


13581 


1 


1137 




13502 


43870 


A 


13582 


79 


906 




13503 


43871 


A 


13583 


2 


383 


SPPE V VRLG Y HPPRHG HQ\HLF 
ASCRK.GDVGRVRPTRPDPGSD 
LLPAQVPAGAARRGGTMPACV 
GTRSWYSTFWPMEPAARPTPS 
MVSAASMGH*VTPSAGLYAITS 
RSRLPAGGGITMTTSCSGF 


13504 


43872 


A 


13584 


1 


1092 




13505 


43873 


A 


13585 


173 


262 




13506 


43874 


A 


13586 


898 


1391 


QLG1LRVN LLGIDLRVTGHQA A 
PPLH LLDLLQMH/SSPPCRPQ* A 
TSSPPPSLRCRAPHR* SLAAP* A 
PPPRPSLSAGSPHRKGPPGPAPT 
GSWSSGNQAGLPCCLGWASVF 
LCPSHLPPPHLPQSSASLAFHRV 
KHLIHLHNSVIDKMKYQLKFLC 
LLGEYLSV 


13507 


43875 


A 


13587 


1 


960 




13508 


43876 


A 


13588 


1318 


1369 


RDFHPK*HTIGIQYIWQQLEINQ 
CDTSLSMVLP\R*RDFHPKSHLL 
PGAAQIQ 


135Q9 


43877 


— 


13589 


212 


385 




13510 


43878 


A 


13590 


377 


505 




13511 


43879 


A 


13591 


69 


193 


CSLRSLAQMLPFYPRRSLCLSCS 
L* *PHCCLWLAALRSESK 


13512 


43880 


A 


13592 


1 


230 




13513 


43881 


A 


13593 


2 


341 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


135]4 


438g2 


^= 


13594 




2421 




13515 


43883 


A 


13595 




623 




13516 


43884 


A 


13596 




906 




13517 


43885 


A 


13597 




568 




13518 


43886 


A 


13598 


107 


199 




13519 


43887 


A 


13599 


42 


328 


GGASGVCSF*CSE/LSSFWWVR 
GLAGSGVK.LQTFATQEPSWLH 
PVDPVPGLQVELPASPAPCART 
PQPLGGRWDSAPWSRGRRSSG 
AHG1DVALLP 












124 


IWILWFFVSLT*RSRGPSQ*VLQ 
LIKAPHVDLLVVTFGC 


13521 


43889 


— 


73601 


827 


973 


IHQSALCPLKFYTSLTHPVISLV 
VETLVWW*YLKM*KKLWSWI 
RGRG 


L3522 - 


43890 


— 


13602 


2 


503 




13523 — 


43891 


— 


— 








13S24 


43891 


— 




T~ 


411 




13525 


43893 


A 


13605 


i 


1554 












-J 


363 




13527 


43895 




13607 




966 








— 




932 






13529 


43897 


A 


13609 


146 


323 




13530 


43898 


A 


13610 




1827 




13531 


43899 


A 


13611 


2 


412 




13532 


43900 


A 


13612 




2238 




13533 


43901 


A 


13613 


2 


411 


G ATDCVCY YTVGFN DTKTSA L 

HMVVGDSLAMDVSSVHIINSTL 

LRYSVTLLGYGFYGDI1KDSDK 

KRRLGLARYDFLCIKTFFSHH* 

YEGTVTFLPAQHTVGSPRDRKP 

CRAGCFVCRQSKQQLEEEQKT 

ALYGLEL 


13534 


43902 


A 


13614 




2185 




13535 


43903 


A 


13615 


206 


1568 




13536 


43904 


A 


13616 


165 


417 


TWDYIRPNE*YM*MAKKKMP 
MD\ V WCNG KN WRP AG\EF VDD 
GYTETHFSIGNHDCYIKAVSSGK 
RKEGIIHTLIVDNREIPEIAS 


13537 


43905 


A 


13617 


463 


837 




13538 


43906 


A 


13618 


1 


765 




13539 


43907 


A 


13619 




510 


AGVHKIEFEHGTTSGKRVVYV 
DG KEEIRKE WMF KL VGKETF\ Y 
VG AAKTKATINID AI SGFA YEY 
TLEiNGKSLKKYMEDRSKTTNT 
WVLHMDGENFRIVLEKDAMD 
VWCH\GK.KIRRPAGEFVDDGTE 
TPLQYPGPMTC YI KAV\SSG\KR 
KEGIIHTL1VDNRE1PEIAS 


13540 


43908 


A 


13620 


342 


585 




13541 


43909 


A 


13621 


1 


1119 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 










6ib 








4l9lT 




T3II2I 




9~nr 


G WRKY LQG A ADMG I AEGGG S 
VWSSWASSSLISVPVR*LCESTQ 
RSAPGWPPLTGGSCSESVALWL 
CVNDFEFQMRLMPSRDSEPAC 


]3544 


43912 


— 


13624 


179 


682 






43913 


- — 
— 


T3625 








13546 


43914 




13626 


5~6 


8669 






43915 


- — 


2? 


42 


2^ 






— — 


— 


73628 


7 








]3549 


43917 


— 


73629 




571 






43918 







^ 


867 






43919 


— 


73631 


-j 


2238 




]3552 


43920 


— 


73632 


— 


396" 




13553 


43921 


A 


13633 




3940 




13554 


43922 


A 


13634 


554 


619 




13555 


43923 


A 


13635 




1359 




13556 


43924 


C 


13636 


208 


359 




13557 


43925 


A 


13637 


2 


513 


PSH DHSKLGTRASGK V 1 LHGEH 
AAVHGKVALAVSLNLRTFLRL 
QPHSNGKGDLSLPNIGIKRAWD 
VARLQSLDTSFL/RWTKEDLELI 
NKWAFQGERM1HGNPSGVDNA 
VSTWGGALRYHQGKISSLKRSP 
ALQILLTSTRG\PRNIRALVGGG 
RNRL\LEVPDMGGPLLLSW 


13558 


43926 


A 


13638 


3 


1331 


RVDDFVGELLRLRRGGAADVE 
AAAAAGFPGAMLSQVLLVSAP 
GKVILHGEHAVVHGKVALAVS 
LNLRTFLRLQPHSNGKVDLNLP 
NIGIMRAWDVARLHSLDTSFLG 
ECKEEKPEQG DVTTPTSEQVEK 
LKEVAGLPDDCAVTERLAVLA 
FLYLYLSICRKQRALPSL\DIVV 
WSELPPGAGVLGSSAAYSVCLA 
AALLTVCEEIPNPLKDGD\CVN 
R\WTKED\LELINK\WAF\QGER 
MIHGNP\SG V\DN A VQH LGEG A 
LRLPSRGRFSFL* RGSPVFQI/LG 
LTNTKVPSAITRALVAGVRNRL 
LKFPEIVAPLLTSIDAISLECERV 
LGEMGEAPAPEQYLVLEELIDM 
NQHHLNALGVGHASLDQLCQV 
TRARGLHSKLTGAGGGGCG1TL 
LKPGLEQPEVEATKQALTSCGF 
DCLETSIGAPGVSIHSATSLDSR 


13559 


43927 


A 


13639 


1 


950 




13560 


43928 


A 


13640 


1 


1653 




13561 


43929 


A 


13641 


1 


2601 




13562 


43930 


A 


13642 


2 


513 




13563 


43931 


A 


13643 


47 


367 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


[3564 


43932 




13644 


— = 




633 




^ 565 


43931 


— 


13645 




1110 






^ 


— 




— 








43935 




13647 


1 


855 






— — 


— 


m^i — 


3 








— — 


— 







23(J 






13938 


— 


13650 


2 


606 


AEFDLCCSPCRRRLLGREEAGE 














PPTQPVTHVI PtPRQPPPPVlV/TFA 
tLr 1 c>r V lv^ t Ll^rKoriLCt^rvlvir/V 














CAKLA\CTP\SLIRAGSRVAYRPI 














SASVLSRPEASRTGEGSTVFNG 














A\QNGVSQ\LIPKGSFKTSAISKK 














TLDTA\AKFIGVAGAGNS*GVG 














WFLVAGIGVTVFWASLIHWVM 














ARKPFRWKQQL\FSY\AILGICL 














VLKAMGSPFVLMVAFLILFAHV 














TEITA 







- — 


P65l 


— 


2320" 






43940 


— 


T3652 


224 


640 






— — — 


- — 


— — 





Tyj 






43942 


— 


13654 


— 

- 


783 






43943 


- — 


|365g 




478" 


SSAGREPDPSDLPRRLCFTHRLP 














AARRWVQLCVHASPEPGGQGV 














CPGRSERMVIRVFIASSSGFVAI 














KKKQQDVVRFLEANKIEFEEVD 














ITMSEEQRQWMYK'NVPPDKKP 














TQGNPLPPQ1F\NGDRYCGDYD 














RLFESKESNTVFSFLGLKPRLAS 
















]3g76 


43944 


— 


T3656 





428 


CRDGKDVVSLVRATVWALSKR 














KLQPTRA/ALTPTPSAVNKIKQF 














LKDKPELVDVKVGVRTRGCNG 














LSYTVEYTKTKGNSDEVIQDEA 














RVF1EKKAQLTPLGTEMDYVED 














KLSSE/FMFNNPTTCGCGAPGK 














LVETLGLTEEIM 




— — 


- — 


T3657 


- 


T3t7 




— 





- — 








-— 






43947 


— 


73659 





452 


REAEAADLRSEAPGRRDGEDV 














GFLSSGQLSGLCSKRKLQPTRA 














A LTLTPS A VNKIKQLL KE * P * AC 














R\LKVGVRTRGCNGLSYTLEYT 














KTKGDSDEEVIQDGVRVFIEKAK 














AQLTLL*TEMDYVEDKLSKGV 














GVHASPNIKGTCGCGESFNl 




43948 


— 


-— 


- 


763 






43949 


- — 


"T661 


■j 


— 




13582 


43950 


A 


13662 


738 


1022 


GQHHPETKAWQRHNKKREF*T 














NILDEII*CKNPH*NTGKPNPAT 














HQKAYPP* SSGLHP WDARLVQ 














HTKINKCNPAYKQNQRQKPHD 














YLNRCRKGL 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13583 


43951 


A 


13663 


2 




516 


QKIDLPEYQGEPDEIS1QKCQEA 
VRQVQGPVLVEDTCLCFNALG 
GLPGPYIK\WFLEKLKP\EGLHQ 
FLAGVEGKS\AYALCTFALSTG 
DPSQPVRLFRGRTSGRJWAPRA 
CQDFGWD\PCFQPDGYEQTYAE 
MPKAEKN A V\SHR FR A\LLEVLQ 
EYFGKFGQLDFCKLEAGPFR 




43952 


A~~ 


13664 




227 

— 




- 


— — 


— 


13665 











43954 


— 


13666 


234 


510 






— — 


— — 


13667 





402 






43956 


— 


73668 


— 


1544 




13589 


43957 


A 


13669 


1 


603 




13590 


43958 


B 


13670 


1 


1527 




13591 


43959 


A 


13671 


1 


1179 








^— 











13593 


4l?6T 






100 


374 


K.HISPALKALELPFERNLII/PLQ 
LLKVRILK.EGEML/DI*HWFL** 
GMGTVQKGMPHKCYIIGKTGR 
VYNVTQHAVGIVVNKQVK*VV 


13594 


43962 


A 


13674 


1 


1035 




13595 


43963 


A 


13675 


2 


564 


GPFGRNRHLPVIRQNDGPQRGK 
RRGTPKYVF*/RPFRK\HGGGPL 
GPPYM\RJ\YRKGD1VD\1KGMG\ 
TVQNGMPH\KCYHGKTGRVYN 
VTQHAV\GIVVNK\QVKGKILA 
K\R1NVRIEHI\KHSKSPR*ASLK/ 
RVLKENDQEKERSPKKKGTWG 
SNLKRHPAPPQKKHTL*RTNGK 
EPEL\LEPIPYEFHGHN 


13596 


43964 


B 


13676 


68 


391 




13597 


43965 


A 


13677 


1 


404 


PTRT WTRGR1 PRLS A PPSRG AR 

GTMADPRVRQIKIKTGVWKRL 

V\KEKVLYEKEPKQ\QEEKIEKM 

RAEDGENYDIKKQAEIL\QESR 

MMIPDCQRRLEAAYLDLQRILE 

NEKDLE\EAEEYKEARLVLDSV 

KLEA 


13598 


43966 


A 


13678 


1 


436 


LLLACRSMDCYLAIVHATRTLT 
QQRHLVKFICLGLRNLFLLLSL 
R1LLFRRTFYPSNVSPVCYEDM 
GNNTANWWMLLRILPQSFGFIV 
PL/LIM LFCYRFTLHTLFKAHMG 
QKHWTMWVIFADVLIILLCWL 
PYNLVLLADTIMGT 


13599 


43967 


A 


13679 


1 


705 




13600 


43968 


A 


13680 


292 


1489 




13601 


43969 


A 


13681 


434 


1205 




13602 


43970 


A 


13682 




390 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13603 


43971 


A 


13683 


21 


479 


TYPEAWKL YYRSR* SRDLRKY 

HAHSVSP*QDQRYTS*K1LKCD 

EHIQKLGSCITDPGNRETSGNT 

MHTVFHRDKTKDTHPESCCSSE 

KGGQPLPWFEHRKNVPQFAEP 

TETLFGPDSGKGAKSLVELLDE 

SECTSDEEIFISQDEIQSFMANN 

QSFYSNREQYRQHLKEKFNKY 

CRLNDHKRPICSGWVDNGWEA 


13604 


43972 


B 


13684 


32 


438 




13605 


43973 


A 


13685 


533 


1226 




13606 


43974 


A 


13686 


1 


1566 




13607 


43975 


A 


13687 


215 


453 




13608 


43976 


A 


13688 




553 


RRPARAAVIKQPPAPGASQHAA 
TPTQTPLCTPARPLPPMAHVQQ 
LEGRWRLVDS\KGF**NTMKE\L 
GVTMALRKMGRNAQAQICimS 
DG*NPSPLK.TESTLKTATQFSCT/ 
LWGEKFEETTA\DGQKK.LTNCL 
STFPDGVALWQHQEWDGERKS 
TMTKKN*KDGEISWLECVMNN\ 
VTCTPDSMKK 


13609 


43977 


C 


13689 


11 


106 




13610 


43978 




13690 


3 


155 


LCELQKAIDL FTD A1KLN PRL A I 
LYAKRASVFVKLQKPNAAIRD 
CDRAIEINPDSAQPYKWRGKAH 
R*1LAWPFCMPRGPVSSSNYRS 
QMLPSETVTEPLK 


13611 


43979 


A 


13691 


1 


1732 




13612 


43980 


B 


13692 


95 


1715 




13613 


43981 


A 


13693 


1 


446 




13614 


43982 


A 


13694 


1 


786 




13615 


43983 


A 


13695 


88 


828 
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SEQID 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13616 


43984 


A 


13696 


157 


1515 


RREKMAELKY1SGFGNECSSED 

PRCPGSLPEGQNNPQVCPYNLY 

AEQLSGSAFTCPRSTNKRSWLY 

RILPSVSHKPFESIDEGHVTHNW 

D E VDPDPNQLRWKPFE I PKA SQ 

KKVDFVSGLHTLCGAGD1KSN 

NGLAIHIFLCNTSMENRCFYNS 

DGDFLIVPQKGNLLIYTEFGKM 

LVQPNEICVIQRGMRFSIDVFEE 

TRGY1LEVYGVHFELPDLGPIG 

ANGLANPRDFL1PIAWYEDRQV 

PGGYTVINKYQGKLFAAKQDV 

SPFNVVAWHGNYTPYKYNLK\ 

NFMVINSVAFDHADPSIFTVLT 

AKSVRPGVAIADFVIFPPRWGV 

ADKTSGPPYYHRVNCMKRFME 

L1RGQFEQKQGWFLPGGRG/SL 

HSTMTPHGPVDADCFEKASKVK 

LALKRIADGTMA\FMF*SSFNLA 

GPKWGLQAP\RVLDKNYPKCW 

EPLKSPFVTPNSRNPAEPN 


13617 


43985 


A 


13697 




156 




13618 


43986 


A 


13698 


8 


306 




13619 


43987 


C 


13699 




1143 




13620 


43988 


A 


13700 




1551 


MRKDSCASSMHQQVSRSKKRA 

GQKTPPEDQEGGQRALRSSH I R 

LGQFLL1EDCKTPSPSSLGADA1 

AKQRKTSVSAAASVSATIPIRR 

VQGPTVVGSWARGVSAAASGP 

RGTGPKGKARSEKGCSLSHGPQ 

TNKPLVVQKGQKMEQANHPV 

GLVISVVYKDILKKIVQRETSHP 

LIHVRYAEAITGRRTAPEDKGS 

LGRDMLAKAGAI1YMNMGNKL 

PIWCHLLEEGIYLEVWALEGQF 

GRAKNACPVQIRLKDPTTFPYQ 

RQYPLRPEAHKGLQDIVKHVK 

AQGLVKKCSSPCNTPILGVQKP 

NGQWSLVQDLRLISEAVIPLYP 

VVPNPYTLLSQIPEEAEWFPVL 

DLKDAFFCIPLHYDSHDSQFLF 

AFEDPTDHTSQLIWTVLPQGFR 

DSPHLFGQALAQDLGHFSSPGT 

LVLQYVDDLLLATSSEASCQQA 

TLDLLNFLANQGYKASRSKAQ 

LCLQQVKYLGLILARGTRTLGK 

ERIQPILAYPHPKTLKQLWGFL 

QIT/GFCQLWIPR*SK1 


13621 


43989 


A 


13701 


188 


688 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13622 


43990 


A 


13702 


636 


2628 


SNDRTEDDCGKHPFMSSPPVTEP 
WVCLIIEGQEIDFLLDTGTTFSV 
LIPCLGRLSSRSVTIQGILGQPVT 
RYFSHLLSCNWETLLFSHAFLV 
MPESPTPLLGRDILAKAGAIISM 
KTGNKLPICCPLLEGINPEVWA 
LEGQFGRAKNAHPLQIRLKDPI 
S F P Y QRQ YPLRPE A H K G LQDI V 
KHLKAQDSVRKCSSPCNTPILG 
VQKLNSQWRLVQDLRLINEAVI 
PLYPVVRNPYTLLSQVPEEAEW 
FTVLDLKD 


13623 


43991 


B 


13703 


302 


619 




13624 


43992 


A 


13704 


1 


5172 




13625 


43993 


A 


13705 




2091 




13626 


43994 


A 


13706 


1 


1754 


GPRGTGPKGKARSEKGCSLSHG 

PQTNKPLVVQKGQKMEQANHP 

VGLVISVVYKDILKKIVQRETS 

HPL1HVRYAEAITGRRTAPEDK 

G SLGRDMLAKAG AIIYMNMGN 

KLPI WC HLLEEG 1 Y LEV WALEG 

QFGRAKNACPVQIRLKDPTTFP 

YQRQYPLRPEAHKGLQDIVKH 

VKAQGLVKKCSSPCMTPILGVQ 

KPNGQWSLVQDLRLISEAVIPL 

YPVVPNPYTLLSQIPEEAEWFP 

VLDLKDAFFC1PLHYDSHDSQF 

LFAFEDPTDHTSQLIWTVLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLVLQYVDDLLLATSSEASCQ 

QATLDLLNFLANQGYKASRSK 

AQLCLQQVKYLGL1LARGTRTL 

GKER1QP1LAYPHPKTLKQLWG 

FLEITGFC*LWIPGYSKIARPLYT 

LI KETQRANTHLVEWESEAETA 

FKTLKQALVQAPGLSLPTGQNF 

SL Y VTERAGI A LG VLTQTRGTT 

PQPVAHLSKETDVVAKGWPHC 

LRVVAAVAVLVSEAIKIIQGKD 

LIVWTTHEVNGILG/AKGSLWL 

SDKRLFRYQALCLEGLVLQIRT 

SCGSHLAVTRLWALYF 


13627 


43995 


A 


13707 


2 


887 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13628 


43996 


A 


13708 




1750 


GWAVPRPGPRGLTVATEAAAA 
AAAAAAAAISSRTRAPQAPEGR 
NRRLEKMADDIDIEAMLEAPY 
KKDENKLSSANGHEERSKKRK 
KSKSRSRSHERKRSKSKERKRS 
RDRERKKSKSRERKRSRSKERR 
RSRSRSRDRRFRGRYRSPYSGP 
KFNSA1RGKIGLPHS1KLSRRRS 
RSKSPFRKDKSPVREPIDNLTPE 
ERDARTVFCMQLA ARI RPRDLE 
EFFSTVGKVRDVRM1SDRNSRR 
SKGIAYVEFVDVSSVPLAIGLTG 
QRVLGVPIIVQA SQ AEK\N RAA 
AMANNLQKGSAGPMRLYVGSS 
HFNITEDMLRG IFEPFGRIESIQL 
MMDSETGRSKGYGFITFSDSEC 
AKKALEQLNGFELAGRPMKVG 
HVTERTDASSASSFLDSDELER 
TG\IDLGTTG\RLQLM\ARLAEG 
TG LQ1PPA AQQALQMSGSL AF\ 
GAVGRNLFCYRFAKQDFSHQT\ 
ETSALSAAASWQPLATQCFQLS 
NMFNPQTEKEVGWDTEIKDDV 
IEECNKHGGVIH1YVDKNSAQG 
NVYVKCPSIAEAIAAVNALHGR 
WFAGK.M1TAAYVPLPTYHNLF 
PDSMTATQLLVPSRR 


13629 


43997 


— 


13709 


141 


343 


LHEGLLP*RGHALLSGALHG*C 
VG SCLFSTPRCLTSSTACG YPSS 
CTPGSCTAWCPSASRRLSCWT 


13630 


43998 


A 


13710 


5 


426 


















13632 


44000 




13712 


2 


264 


NKQPIWIPSRHLKPYHEPDAKE 
EIPGGS*GPTSCSHVETDAEEDP 
NCHEQHLSNTATHLGTDQEAVI 
DGRRKPEESRTTSHICRCRS 


13633 


44001 


A 


13713 


1 


700 




13634 


44002 


A 


13714 




483 




13635 


44003 


A 


13715 


2 


361 


RRFRAGAGYVVESTGVFTTME 
KAG AH LQGG AKR VIIS APS A DT 
PMFVMGVNHEKYDNSLKIISNA 
SCTTNCLA/PPASTGAAKAVGK 
VIPELNGKLTGMAFRVPTANVS 
VVDLTCRLEKPA 


13636 


44004 


A 


13716 


2 


249 


SADAPMFDMGVNHEKYDNSL 
NI1/SVMKAGPVEKRPAWHPMD 
TLP*LAPRSLFLCSNASCTTNCL 
EPLAKVIHDNFG1VEGLMV 



1692 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13637 


44005 


A 


13717 


1 


1079 


GTRRQSAASSFASPAEPHRSDT 

MGKVKVGVNGFGRIGRLVTRA 

AFNSGKVDIVAINDPFIDLNYM 

VYMFQYDSTHGKFHGTVKAEN 

GKLVINGNPITIFQERWPSKIKW 

GDAGAEYFVESTGVFTTMEKA 

GAHLQGGAKRVIISAPSADAPM 

FVMGVNHEKYDNSLKIISNA\S 

CTTNCLTVPLAKVIHDNFGIVEG 

LMTTVHA1TATQKTVDGPSGKL 

WRDG RG A LQN UP ASTG A AKA 

VGKVIPELANGKLTGMAFRVPT 

ANVSVVDLTCRLEKPAKYDDI 

KKVVKQA\SEGPLKGILGYTEH 

QVVSSDFNSDTHSSTFDAGAGI 

ALNDHFVKL1SWYDNEFGYSN 

RVVDLMAHMASKE 


13638 


44006 


A 


13718 


3 


483 




13639 


44007 


A 


13719 


2 


361 


RRFRAGAGYVVESTGVFTTME 
KAGAHLQGGAKRVIISAPSADT 
PMFVMGVNHEKYDNSLKIISNA 
SCTTNCLA/PPASTGAAKAVGK 
VIPELNGKLTGMAFRVPTANVS 
VVDLTCRLEKPA 


13640 


44008 


A 


13720 


2 


249 


SADAPMFDMGVNHEKYDNSL 
Nll/SVMKAGPVEKRPAWHPMD 
TLP*LAPRSLFLCSNASCTTNCL 
EPLAKVIHDNFG1VEGLMV 


13641 


44009 


A 


13721 




1079 


GTRRQSAASSFASPAEPHRSDT 

MGKVKVGVNGFGRIGRLVTRA 

AFNSGKVDIVAINDPFIDLNYM 

VYMFQYDSTHGKFHGTVKAEN 

GKLVINGNPITIFQERWPSKIKW 

GDAGAEYFVESTGVFTTMEKA 

GAHLQGGAKRVIISAPSADAPM 

FVMGVNHEKYDNSLKIISNA\S 

CTTNCLTVPLAKVIHDNFGIVEG 

LMTTVHAITATQKTVDGPSGKL 

WRDGRGALQNIIPASTGAAKA 

VGKVIPELVNGKLTGMAFRVPT 

ANVSVVDLTCRLEKPAKYDDI 

KKVVKQA\SEGPLKGILGYTEH 

QVVSSDFNSDTHSSTFDAGAGI 

ALNDHFVKLISWYDNEFGYSN 

RVVDLMAHMASKE 


13642 


44010 


C 


13722 


40 


243 




13643 


44011 


A 


13723 


2 


2972 




13644 


44012 


A 


13724 


1 


602 





1693 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide locution of last 
endon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13645 


44013 




13725 






MGRNQSRKAENTKNESASSPP 
KDRNSSPVREQSWTENEFDELT 
EVGFRKLVITNFSELKEHVLTD 
HKEAKNLEKS\LEVVAREISQE 
KE1KVFN*EKRKSNCPCLQMT 


13646 


44014 


A 


13726 


1 


981 




13647 


44015 


A 


13727 


1 


739 


MGRNQSRKAENSKNQSTSSPPK 
DCSSSPA REQNWTKNEFDELTE 
VGFRRSLIANFSKLKECVLTHR 
KEAKNLEKSDRENGTKLENTL 
QDIIQENFPNLARQANIQIQE1Q 
RIPQRYSLRRATPRHIIVRFTKV 
EMKEKMSRAAREKGRVTHKG 
KPIRLTADLSAENLQARREWGP 
VFNILKYNFQPR1PYPAK.LSFISG 
GEIKSFTDKQMLRDFFTTRPAL 
QELLKEALNMERNNQYKPLQK 
HAKW 


13648 


44016 


A 


13728 


1 


1277 


MKEQNGGGGREEDHKDKG1RQ 

LPSLLPSAGEAKSDKPEHHNRY 

RKEIASFEDEKRAMGVAKMAE 

QEQLQSAAPSMTNAEVGTAHG 

GRAEAGRGVDSPGKRKVLGDF 

PFLAKGSRDRLPGKAGHSLPKY 

Y AFTK VL ATGRQERN S INISKK 

VIYTKTTSTGHQHQRPKIDKTT 

KMGRNQSRKAENSKNESTSSPP 

KGHSSSPATEQSGTENDFDELT 

EVGFRRSVTTNFYELKEDVQTH 

RKEAKNLEKRLDKWLTRINSV 

EKTLSDMMELKTMARELRDTC 

SSFKSRFNQVEERVSVIEDPIY\E 

LSREDKVRDKKVRNKQSLQEI 

WDYVKRPNLRVIGVPESDGEN 

GTKLEN N4LQDIIQENFPNLARQ 

ANIQIQE IQRTPQRYS S RRATPR 

HIIVRFTKVEMKQKVLRAAREK 

GPVTHKGNSGSLS 


13649 


44017 


A 


13729 


1 


1584 




13650 


44018 


A 


13730 


493 


575 


SHLPMNPANTRSQRNPTKKKQ 
K.K.N VC/DN I RELEQQM ED AYR 
GTKRKMLPSSSSRMRSDGFDEE 
SQRYYWRPKNEISGTLEDDFLK 
AKSWNRKFYDYEANMPDRWG\ 
QVAIKSYTLKNLKQTVVISKILP 
TGRKHLPR* SHLPMNPANTRSQ 
RNPTKKKQKKNVCG 


13651 


44019 


A 


13731 


1 


655 




13652 


44020 


A 


13732 


2 


1664 




13653 


44021 


A 


13733 


1 


2364 




13654 


44022 


A 


13734 


1 


224 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


13655 


44023 


— 


73735 


T03l 

— 


75T1 ! 






44021 


- — 







8669 






44025 


— 


Tj7l7 


42 


8716 




]3658 


44021 


— 


"13738 




5046 






44027 


- — 


— — 








]3660 


44021 


— 


13740 




1561 




n661 


44029 


— 


T3741 




2046 






44Q30 


- — 


T3742 




T503" 






44031 


— 


73743 




813 






— — — 


- — 


— — 


185 

— 


735 

— 






44031 


- 


1374! 








13666 


44034 


A 


13746 




867 




13667 


44035 


B 


13747 




2325 




13668 


44036 


A 


13748 




430 




13669 


44037 


A 


13749 




867 




13670 


44038 


A 


13750 


35 


518 


CLSRRASPVYLASMSGRGKTG 
GKARAKA.KSRSSRAGLQFPVG 
RVHRLLRKGHYAERVGAGAPV 
WLAAWLEVAQPLRVLELAGN 
AA\RSN\KKTRIIPRHLQLAIRND 
EEL*KLPGLP*RIAQGSRA'LPNI 
QA\VLLPK\KTSATVG\PKAPSG 
GKKATQASQEY 




44031 


— 
- — 


T3751 




937 

— — 






44040 




TT752 












— 


73753 


— 




TJl2 




74 


4I0I2" 


— 


T§75l 




2377 






44041 


- — 


r75l 




U34 




]3676 


44044 


— 


1^756 


49 


— 




13677 


44045 


A 


13757 


47 


2603 




13678 


44046 


A 


13758 




378 




13679 


44047 


A 


13759 




696 j 








— 












44049 




T3I6T 


§82 


TTbl 


KLHPYTTRQYCHFRJ*TDVMAK 
RSRNAVKGLSALVWCALSDFA 
AGFTPDDGCTRATFFTGGWRK 
RDCRGAVAGG 


]36g2 


44050 


— 


13762 


688 


TTob" 






44051 


— 


13763 


476 


552 




[368 ^ 


44052 


B~~ 










13685 


44053 


A 


13765 


1 


198 




13686 


44054 


B 


13766 


94 


625 




13687 


44055 


A 


13767 


1 


732 




13688 


44056 


A 


13768 


1 


4443 




13689 


44057 


A 


13769 


216 


575 


PGAGDRYVGKPVSAGVTAVSC 
GVWSSMPDATLIASYQAYTSH 
VG RI RRSRRJ R/TNTARAD YPAL 
TALPFNNFRTHNRFGFNAASVL 
ASIG1GSSLICAAR1SAHSGAEH 
KPREPKAANIK 



WO 01/075067 



PCT/US01/08631 



SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of lust 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






]3690 


44Q58 




1377Q 


1Q|8 


14g9 


KLPGQRRFVQTPSHVLHTTLSY 














PTAPAQSSYPAPLSPSQDRAPTL 














AHQTT* FS AS YTAN AQWQRV A 














ADHLKSVRETYAHVRQFSPAL 














nXTAPPm r»PI Q* AQPVPl^QflAT? 
uJNArrULyr Lo Ao^VrlvoUAK 














YSSVIRQNRRDFFRATDHMYVT 














VPTN RPKM WN P VN TQMN SFRA 


















44059 


— 


— — 


T013 


T755 


GSPGLRPGGAAGKALAPSGCT 














GNSHRAPM*PGAQAQTRPEKW 














A*QRP/HVSTGARGARVRALAA 














VAAAEAQRAGAAVRAAALHT 














RAA V S AG A AR A V VQ V VL A AR 














TREAGAAAAAQGVAQVQAES 














A T A A \\r\ AAA PVl-IPT I T\fn A t P 














TGWAVADVGRVRVCTPDTQA 














A VEA G S 1 CTCHP AHLTPQP VEP 














TRAGAFK.GPGCLTTAAS1GTRV 














PVTGPRPRDKASGGSRGRAPGA 














EAAAGGDRDRAEGSSPAL 


|36Q2 


44060 


— 


73772 




7236 








- — ■ 







456 






4lb"6l 




TPm 




219 






44oer 


- — 


T%75 


7707 


7853 

— 







— — 





— — 

U776 







QLATFFFGGGLPGGSAPWDPPG 














EACLWVLVRLPGR I VWV1QFV 














QLRSFFAPPFAHNGRASSGRVS 














VHYGIAQTAEWAAE1CGVGAR 














K1RELAAIFHQNTIMHFANGG/N 














PTRRS A V L SSMQG SLPGGC\DA 














VD1HPVA Rl VEALENPGGA YQH 














NGMNRHFPDI RFI WWAGG ANF 














TH HQDTNRLI RA WQN DS YFRK 














GRIKAKMGPKLF 


]3697 


44065 


— 


73777 


407 


661 


ANW1KWRWHRAMHSSSSMWQ 














TANSLASFISAPVTSSSACRSTL 














PATRYWCI*WRSSAIWKWVILS 






— 




- 




GPVATRJCTAT1 WIQLICN 


1369g 


44066 




73778 




2448 




n699 


77^ 


— — 


73779 


3 


1612 








— — 


13780 


^ 








44069 


— — 


13781 




"TTF 






44070 


— 


73782 


7775 


7396 






44071 


— 
— 


Jyj%2 


197 




933 

— 






44072 




73784 






IILLNSAPAWM*TFKLGPGVDV 














NYMLHTQNK 


13705 


44073 


A 


13785 


1 


855 




13706 


44074 


B 


13786 


1 


1605 




13707 


44075 


A 


13787 


1 


588 




13708 


44076 


A 


13788 


1 


2769 




13709 


44077 


A 


13789 


813 


1341 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


.Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13710 


44078 


B 


13790 


1 


999 




13711 


44079 


A 


13791 


1 


281 




13712 


44080 


A 


13792 


1 


1332 




13713 


44081 


A 


13793 


1 


1384 


MPITLRRSVEKEQLIE1ANTIMPF 

GKYKGRRLIDLPEEYLLWFARK 

DEFPAEARYTH1DLHVPAPLLV 

MFTLDTRQSACDRNPHLPIHVC 

SSWTSPKCAPRLWTRALLPRTR 

TPPYATGTTIGSRASWFVTFPD 

ASFYRRKAPRQEFHTSLQGRSL 

YVRQRSTANPTEITRRTLIHKM 

VEVNACLKQLDNKDIADYEHN 

QLMRRLRQLIAQSWHTDE1RKL 

RPSPEAIMTEQEKTSAVVEETR 

EAVDTTSQPVAT 


13714 


44082 


A 


13794 




2004 


MTQQ1TL1KDKILSDNYFTLHNI 

TYDLTRKDG E VIRHKRE V YDR 

GNGATILLYNTKKKTVVLIRQF 

RVATWVNGNESGQLIESCAGL 

LDNDEPEVC1RKEAIEETGYEV 

GEVRKLFELYMSPGGVTELIHF 

FIAEYSDNQRANARGGVEDEDI 

EVLELVQCGGQIGVPDTVLAVF 

ATGIGFLAMSVTKPR1NAQPYP 

MPWRNLAQLVEHINRTRIHRNL 

QFTDAFKRRLIDNICRKNNHGT 

HTGQSKFSGQTQQIFGE1PQVVP 

ASELAAAMKQIKELQRLLGKK 

TMENELLKEAVEYGRAKKWIA 

HAPLLPGDGERTDDWMDGRRS 

RHTDDTDVLLRIHHVIGELPTY 

GYRRVWALLRRQAELDGMPAI 

N AKRV Y Rl MRQN ALLLERKPA 

VPPSKRAHTGRVAVKESNQRW 

CSDGFEFCCDNGERLRVTFALD 

CCDRLSSRGRNAAAKRQRDDP 

LRWKFRLPSGGTKLLMPLDQQ 

APARFAPFVTCTLTILCGTGHV 

VYTILPIIYDVAIKNNIRPERPM 

AASSIGAQMGIIASPVSVAVVSL 

VAMLGNVTFDGRHLEFLDLLAI 

TIPSTLIG I LAIGIFSWFRGKDLD 

KDEEFQKFISVPENREYVYGDT 

ATLLDKKLPKSNWLAM WI FLG 

A1AV1ALLGADSDLRSSF/GGKP 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


13715 


44083 


A 


13795 




918 


DKTRKRRI RQ* 1PN ATSFL YQN S 

PNGLSE* LAPAGTWF AGN A PA SS 

CGFRDRYLIVCSHQTPHVPGQ1 

TVAAPDARAQA I LR1 VRQLQRF 

FHRFEG GHRQHRA KN LLLEHP 

HIVLTKQNRRFEADALQPDPA 

WQQGTLSNGLQWQVLTTPQRP 

SDRVEIRLLVNTGSLAESTQQS 

GYSHAIPRIALTQSGGLDAAQA 

RSLWQQGIDPKRPMPPVIVSYD 

TTLFNLSLPNNRNDLLKEALSY 

LANATGK.LTITPETINHALQSH 

DMVATLVFRYLKKGWWRYRL 

KGSTLLSHDPAHPLKQPVEAEK 


13716 


44084 


A 


13796 


1 


1368 


MCPIEETASSFGGKPLSMVLV1Q 

MFM LLTGALI1 1 LTKTNPA SI SK 

NEVFRSGM1AIVAVYGIAWMA 

ETMFAPACYGYY1LPTYPSDLA 

AIQFDRSGTTHIGRFVINHSFILP 

GL1GVSVSCVFGWIFAAIKRDA 

AAGRAKENVIFHHFPFQSVKAD 

IATNPFKRPGGAFIRITQTFRTV 

QTFRLSAYRLDFAGDRLRISTPR 

AKMRTAFKKDHLRQRRRCIRQ 

RAPPARHNLVGAVALPATVAG 

VNFTFSNVPLDSSVLSSLLTDFS 

TAVGSIVMLAV1MGLMLAFDM 

GGPVNKVAYAFMLICVAQGVY 

TVVAIAAVGICIPPLGMGLATLI 

GRKN FS AEERETG KA AL VMGC 

VGVTEGAIPFAAADPLR/PSFGG 

KPLSMVLVIQMFMLLTGALIIIL 

TKTN PA S 1 SK.NE VFRSG M 1 A 1 V A 

VYGIAWMAETMFAPACYGYYI 

LPTYPSDLAA1QFDRSGTTHIGR 

FVINHSFILPGLIGVSVSCVFGWI 

FAAI KRDAA AGRAKENVIFHHF 

PFQSVKADIATNPFKRPGGAFIR 

1TQTFRTVQTFRLSAYRLDFAG 

D R L RJ STPRA KMRT AFKK DH L R 

QRRRCIRQRAPPARHNLVGAV 

ALPATVAGVNFTFSN VPLDSS V 

LSSLLTDFSTAVGSIVMLAVIM 

GLMLAFDMGGPVNKVAYAFM 

LICVAQGVYTVVAIAAVGICIPP 

LGMGLATLIGRKNFSAEERETG 


13717 


44085 


A 


13797 


3 


2185 




13718 


44086 


A 


13798 


1 


920 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


)3719 


44Q87 


= 


13799 


251 


479 


TQRVDWRSRSSISPGDGLHAFP 
AFGKEGGKMLDRLRERRDVKT 
LQQSGSAAGAEFALAGAHPHT 
GTTA*IQQAINV 




44088 


— 


13801) 





939 




13721 


44089 


A 


13801 


1 


386 




13722 


44090 


A 


13802 




524 




13723 


^q^2 


A 


13803 




548 










m^i — 


67 


1 144 




™ri5 


44093 


~— 




811 


974 


VSRR1KLDVTEEFARAGDNKRC 
ICQ*RHGLAERDIARLLVE1VV1 
WCDIGVIQA 


13726 


44094 


A 


13806 


1164 


1262 




13727 


44095 


A 


13807 


2 


894 




13728 


44096 


A 


13808 


1 


1587 


MVKEGTFREDLFYRLNVIHLIL 

PPLRDRREDISLLANHFLQKFSS 

ENQRDIIDIDPMAMSLLTAWSW 

PGN1RELSNVIERAVVMNSGPII 

FSEDLPPQIRQPVCNAGEVKTA 

PVGERNLKEEIKRVEKR1IMEVL 

EQQEGNRTRTALMLGISRRAL 

MYKLQEYDATGFFRDGMTIMV 

GGFMG IGTPSRL VEALLESG VR 

DLTL1ANDTAFVDTGIGPLIVNG 

RVRKV1ASH1GTNPETGRRMISG 

EMDVVLVPQGTLIEQIRCGGAG 

LGGFLNPTGVGTVVEERQTSID 

TSTRKRPFELGRPSRNNDKGIRP 

\DQALDRKNIRE/ALHDSLKRLQ 

TDYLDLYQVHWPLRPFYCFGK 

LGYSWTDSAPAVSQLDTLDAL 

AEYQRAGK1RYIGVSNETAFGV 

MRYLHLAD1CHDLPRIVTIQNPY 

SLLNRSFEVGLAEVSQYEGVEL 

LAYSCLGFGTLTGKYLNGAKP 

AGARNTLFSRFTRYSGEQTQKA 

VAAYVDIARRHGLDPAQMALA 

FVRRQPFVASTL\LGATTMDQL 


13729 


44097 


A 


13809 


1 


618 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 


13730 


44098 


A 


13810 


80 


952 


RPGIVALNAILPLSRTRQSKPTR 

LKKRAIANCAPTWKKRFVALV 

YRTA*RFPSITLSVAVT*PASAK 

NKA1KMTQKIEQSQRQERVAA 

WNRRAECDLAAFQNSPKQTYQ 

AEKARDRKLCANLEEA1RRSGL 

QDGMTVSFHHAFRGGDLTVN 

MVMDVIAKMGFKNLTLASSSL 

SDCHAPLVEHIRQGVVTRIYTS 

GLRGPLAEEISRAYCADSHHGP 

FAMVNNMTDLTAQEPAWQTR 

DHLDDPVIGELRNRFGPDAFTV 

QATRTGVPVVW1K.REQLLEVG 

DFLKKLPKPYVMLFDLHGMDE 

RLRTHREG LPA ADFS VF YHL I S I 

DRNRDIMLKVALAENDLHVPT 

FTKLFPNANWYERETWDLFGIT 

FDGHPNLRWIP 


13731 


44099 


A 


13811 


92 


735 


RLLRPLPQPRSSVLPGLTTFHAS 
STSETRQSKPTRLKKRA1ANCA 
PTWKKRFVALVYRTA*RFPS1T 
LSVAVT*PC VN I IT1GCQ VKTVT 
TIATAQIQRFTRFNHFSRFQYFR 
NSPKQTYQAEKARDRKLCANL 
EEAIRRSGLQDGMTVSFHHAFR 
GGDLTVNMVMDVIAKMGFK.N 
LTLASSSLSDCHAPLVEHIRQG 
VVTRIYTSGLRGPLAEEISRGLL 
AEPVQIHSHGGRVHLVQNGEL 
NIDVAFLGVPSCDEFGNANGYT 
GKACCGSLGYAIVDADNAKQV 
VMLTEELLPYTDNPEA 


13732 


44100 


A 


13812 


1 


1113 




13733 


44101 


A 


13813 


5121 


6228 


LRRDSGRLRSC WHPRSPTSMG S 

LGQREDLQDEDRNSGADPGQR 

GRCSIHLEGPGQQPCLQRAVQG 

EGDPVLAKEEIQDQCHPHGQV 

QLLLVPAAEPVRAVPPRVQPVL 

PHHHHPA EL SG I REE*GNQND A 

ENTISTTRTGSGLESSR* M/S1LP 

LSRTRQSKPTRLKKRAIANCAP 

TWKKRFVALVYRTA*RFPSITL 

SVAVT*PYWSGAPGGPCRRPYC 

HFRHRGARGSGAPGDGGEAPP 

AAAFLGGDVGFGL 




44102 


— 


T38U 


— 


— 


CRGDGGKL11QCQRRMGPPCG* 
LRQRKAELFQHLPLC*FWRPEI 
GTVCSGS1DNGSDRLRR 


13735 


44103 


B 


13815 


64 


2373 




13736 


44104 


A 


13816 


3 


403 




13737 


44105 


B 


13817 


55 


1040 





1700 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13738 


44106 


A 


13818 


587 


1533 


VLLTAKFFPSMYSP1KTAGGPA 

ST*VL*MIIS1DAEKAFDKIHQPF 

MLKALNKSENKIPRNPTYNGCE 

GPLQGELQTTAQGNKRGYKQT 

QQHDMHMSTKNQYHENGHTA 

QGMKGITQPSAF1PTAESNSFQP 

QVKTLPSPIDAKQQLQRKIQKK 

QQEQKLQSPLPGESAAKKSESA 

TSNGVTNLPNGNPSILSPQPIGIV 

VAAVPSPIPVQRTRQLVTSPSP 

MSSSDGKVLPLNVQSHQNCW 

WTRFNMSSLNVVKMTTISLTPS 

NSNTPLKHSASFISATGTTEESR 

SVPQIKNGSVVSLQSPGSRSSSA 

GGTSAVEVKVEPETSSDEHPVQ 

CQEN SDEAKAPQTPS ALLGQKS 

NTDGALQKPSNEGVIEIKATKE 

RRSSPATEQSWMENVFEEQREE 

GFRRSNHSQIREDSQTKGKEEK 

RLKELMEL KTK V RELREECRSL 

RSRCDQLEERVSAMDDEMNEM 

KREGNFREKRIKRNEQSLQEIW 

DYVKRPNLRLIGVPESDGENGT 

KLENTLQDI IQENFPNL ARQ AN I 

QIQEIQRTP 


13739 


44107 


A 


13819 


590 


817 




1j 40 












KGRN1QLNGPSSRVSLWRSLYF 
LNLNTGLPC*IGEVLLDNILQSV 
FQLGS1LPITFRYTNQT*IWSFHI 
VPYFLEALLISFYSFFSKLPFSLH 
FIHFIFHR 












3735 






infill — 




13822 


922 


1 137 


HFFLHFNFGESDNYVSWSFSSR 
G VSLWRSLYFLNLNVGLPC* IG 
EVLLDNILQSVFQLGSILHITFR 
YTNQT 


13743 


44111 


B 


13823 




954 




13744 


44112 


A 


13824 




156 






441 13 


A 


13825 


683 


972 


SHRLLRLLHSSRSSPGL VSSSI SS 
FKHFSVLVILFTLMIVSFAVQKL 
FSLIRSHLSILALVAIAFGVLVM 
KSLPTPMSSMVLSR/SFF*GFYG 
FRSYI 


13746 


44114 


C 


13826 


1 


895 




13747 


44115 


C 


13827 


372 


1727 




13748 


44116 


A 


13828 


705 


1072 


LALLVELIPLPLCNGLLCLF* SL 

LV*SLFYQRLGLQPLPFFVFHLL 

GRSSSILLF*AYV*LFWHDFAA 

AGTGCSFPCLALPSGALVGQA 

WW*QKSLSICLSVKDFISPSLM 

KLSLAGYE1LG 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


)3749 


441]7 


= 


13829 




1 136 




13750 


441 18 


A 


13830 


547 


675 




13751 


44119 


B 


13831 


144 


1877 




13752 


44120 


A 


13832 




441 




13753 


44121 


A 


13833 


27 


344 














600 


GPGSLQSSPLLSPPWPRASSPLL 
LRPSVRGWHLGEP*NCFPSPLA 
AS/EQAPKRSS*PQCNHR*RETA 
ARGLAYPPDRPLPSMLSCESPE 
TPAKAGPGRERGCEKC 




44i23 


— 


13831 


2 


226 




]3756 


44~124 


— 


\3836 


2 


226 




]375? 


44~f2l 


B 


13837 


45 


518 




]375g 


44T26 




Hill — 


1 




699 




]3759 


44l27 








362 




]376Q 


44~T28 


— 


13840 


2 


130 




"13761 — 


44129 


— 






96 




13762 


44130 


— 


13842 


1 


545 




| 37 ^ 


44TTi 


— 












44T32 — 


— 


T3I4I 


2 


91 




]376g — 


44m 


— 


73841 


| 






|3?66 


44734^ 


— 


H84l 




214 




|3767 


44135 


— 


13847 


215 


310 




13768 


44136 


— 







91 




13769 


44T37 


— 




y 


289 




13770 


44138 


A 


13850 


1 


997 




13771 


44139 


A 


13851 


1 


192 


















13773 


44141 


A 


13853 


2 


181 




13774 


44142 


A 


13854 


1 


171 


MESYAAIKNDEFMSFVGTWMK 
LETLILSKLSQGQKVTKHCMFSL 
TDVIARRRSWTSI 


13?75 


441413 


— 


13855 


92 


244 


K RRRRRG QIRKMKEEEGNRRT 
WM K L ET1 1LSKL * QRQKTKHRM 
FLLIGGN 


13776 


44144 


A 


13856 


146 


382 




13777 


44145 


B 


13857 


124 


1215 




13778 


44146 


B 


13858 




628 






44147 


A 


13859 


377 


484 




13780 


44148 


A 


13860 


2 


220 


WARTSCLKHQKQWQQKPKLA 
NGI*LN*RASAQQKKLPSEWTG 
TWMKLETIILSKLLQGQKTKHR 
MFSLIGGN 


13781 


44149 


A 


13861 


965 


1150 


GVDQRAVCSSRIW*SHLFLFHS 
VVVHLPWAGTWMrCLETIILSK 
LSQGQKTRHRMFSLIGGN 


13782 


44150 


A 


13862 


254 


571 


Y S Y KLEIIIGKQPEI YRDPC YRP 
AV*SQTAVLAISEAPWA*DLPS 
QVSDTISWWTVC*AHWKSAVL 
GWE*PGFPGTWMKLETVSLSK 
LSQGQKTKHHMFSLIGGN 



1702 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13783 


44151 


A 


13863 


62 


214 




13784 


44152 


A 


13864 


274 


435 














294 


ASTAGVSYYVAQAGLKLLGLS 
LSKCRDYRCEPPCPE*MSLYKV 
MAMARKAMSLVYIYFFLDEFM 
YFAGTWMKLETIILSKLSQGQK 
TKHRMFSLVGGN 


13786 


44154 


A 


13866 


663 


1266 


PPLTCQCSHLCVTLVGH/WIKLE 
Til LSKLSQGQKTKHRVFSLIGG 
AGALAKECMSLYPGCKITVFDI 
PEVVWTAKQHFSFQEEEQIDFQ 
EGDFFKDPLPEADLYILARVLH 
DWADGKCSHLLERIYHTCKPG 
GG1LV1ESLLDEDRRGPLLTQLY 
SLNMLVQTEGQERTPTHYHML 
LSSAGFRDFQFKKTGAIYDA1L 


137g7 


44155 


— 


73867 




681 






44756 


- — 


73868 








137g9 


44157 


— 


73869 




178 




]3790 


44158 


— 


13870 




2042 




— 


44T59 


- — 






378 




|37Q2 


44T6O 


— 


13872 




683 




13793 


44161 


A 


13873 




972 




13794 


44162 


A 


13874 


308 


406 




13795 


44163 


C 


13875 


177 


653 




13796 


44164 


A 


13876 




465 




13797 


44165 


A 


13877 


3 


1175 


FFSSQAAALLVVLGSSHTLQRA 
RK.HSAPGLPDTCALLQPPAASA 
AAAPSMSGPDVETPSAIQICRIM 
RPDDANVAGNVHGGTILKMIE 
E AG Al I STRHCN SQNG ERC V A A 
LARVERTDFLSPMCIGEVAHVS 
AEITYTSKHSVEVQVNVMSENI 
LTGAKKLTNKATLWYVPLSLK 
NVDKVLEVPPVVYSRQEQEEE 
GRKRYEAQKLERMETKWRNG 
DIVQPVLNPEPNTVSYSQSSLIH 
LVGPSDCTLHGFVHGGVTMKL 
MDEVAGIVAARHCKTNIVTAS 
VDAINFHDK1RKGCVITISGRMT 
FT\SN\NSMRFKVLLDPAPVVDS 
FQKRYRGRQCLSST*VSLSQER 
QV/PLPVPQLVP\ETEDEKKRF\E 
EGKGRYLQMK\AKR\QGHAEPQ 


13798 


44166 


A 


13878 


121 


361 


SLFELENRSKFSVATAGLVPSR 
RLSINCIRRAFITSSNGFPLWFCL 
HQKGPVDCCVAVY*CGTEDGS 
WAPTHPGVGPSLP 


13799 


44167 


A 


13879 


1 


462 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


[Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


13800 


44168 




13880 






PCSLSSDCCASNQRDSVGIGPSE 
PRVGYMLVIRFLSPSEKRSPRYV 
GVTRFSSAWEPSQLAGILPISEP 
PSN R1FAC WGKPA WT ACCNSLR 
ARR 


13801 


44169 


A 


13881 


1 


1332 




13802 


44170 


A 


13882 


1 


753 











iMsi" — 




^ 












yi 




1YFNTQESFCPPRPLK/LCDGRG 
CH K.GL*NAFKAFSPFS WPLALG 
SFLLMQISAACLNSFPENGLFFS 
TT 


13805 


44173 


B 


13885 




1095 




13806 


44174 


A 


13886 




741 




13807 


44175 


A 


13887 


264 


2880 


WLLQKHKLHVSR*LGL\PDTSW 

1LPSRPDAGGRFPIRTPPCVLVV 

HKPSRHCREWTANTVLPKGAL 

AKWLLEPKADLQGWHLPADG 

QYTKPSISYNlKLYrNCYNRTVT 

TAAQHQQVQRKHGAS1FLAEN 

VAVREKDKEERKVTRAPTEQA 

WTAGSW1ETAYREIKGVGQES 

VCITVMHLEELVYELAWIIMSA 

VVEAFDPVAPSSKCRLNPDPDP 

YCCTPYTLHTSPPPPPSCCTPYT 

LHTGPPPQTPFCCTPYTLDTSPS 

PQTHSCCTPYTLHTVPTFHLPA 

AHP1HLHTIPPPQTQGQGFVSED 

EYLE1SD1KRDQSGEYECSALND 

VAAPDVRKVK1TVNYPPYISKA 

KNTGVSVGQK.GILSCEASAVP 

MAEFQWFKEETRLATGLDGMR 

1ENKGRMS TLTFFNVSEKDYGN 

YTCVATNKLGNTNASITLYVD 

H1VGSKALLSKCKRTEIITNYLS 

DHSAIKLELRIKNLTQNHSTTW 

KLNNPLLNDYWVHNEMKAEIK 

MFFETN KNKDTT YQNL WD AFK 

A VCRGKF I A LN AHKRKQERSK 1 

DTLTSQLKELEKQEQTHSKANR 

RQEITKIRAELICEIETQKTLQKI 

NESRSWFFERINKIDRLLARL1K 

KKREKNQI DA I KNDKGDITT YP 

TEIQTTIREYYKHLYANKLENL 

EEMDKFLDTYTLPRLNQEEVES 

QNRPITGSE1VAI1NSLPTKKSPG 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13808 


44176 


A 


13888 


1 


629 


AMAGSPPPASLLPCALISDCCAS 
NQRDSVGVGPSEPGVGYSLVV 
RRFLSPSEKRSIRVGVTRPSRCR 
PSPLSLTQKGNSLTSWASQVLT 
PAPEKQPDNKLPLPRRGSRDPT 
EYFHGQEVRDKSDEHVDHVSQ 
1HSFRDEVKRLGAEDSSNAETP 
TELHEFNTGGVYRPPNSTSVIQP 
LDQGVIRTFKPCYTKYSLEKIVS 
AVEENPDRT 


13809 


44177 


A 


13889 


1 


1452 




13810 


44178 


A 


13890 


167 


309 




13811 


44179 


A 

- — 


13891 


3 

— 


386 


SVGALQKQQGWHQRRCISLHF 
PSFLCVFSLAKSRRADHNQDPR 
ASRMAFSLTSSPLARSAASAVA 
AFGCGTSGNGRFSSVP*AYRQV 
FQR1AIAVYGPLMRDR*AHPVK 
TPDA1DCR1RQPA1PRLQ 




44~T80 




73892 




298 






44781 


- — 


73~893 


473 


1826 






44782 


- — 


^ g94 








13815 


44183 


A 


13895 




3706 




13816 


44184 


A 


13896 




1464 




13817 


44185 


B 


13897 


591 


729 




13818 


44186 


A 


13898 




1326 




13819 


44187 


A 


13899 




1152 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 


SEQ ID NO: 
in LSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13820 


44188 


A 


13900 


1 


2524 


MREEFAHRWLARAGEKTPPDA 

LEKLTDPLMFAAAMVSAGKAD 

VCIAGNLSSTANVLRAGLRIIGL 

QPGCK.TLSSIFLMLPQYSGPAL 

GFADCSVVPQPTAAQLADIALA 

SAETWRAITGEEPRVAMLSFSS 

NGSARHPCVANVQQATEIVRE 

RAPKLVVDGELQFDAAFVPEV 

AAQKAPASPLQGKANVMVFPS 

LEAGNIGYKIAQRLGGYRAVGP 

LIQGLAAPMHDLSPC1AATDAG 

SAAAQRIGDLVSVHVIPRPHVD 

LEQVFPIGLKAYTATCNHPVSL 

RFT1KSSSDR1KLSNQTLQSKNL 

F1MRFYCFSLCLSLSAFYHCRGV 

IVNIQAVFWLQKGTEAADILTT 

CAQLW1MMYALLSVFSLLDVIL 

NLAQKFPAASQLPLKGIFQGIKL 

IGA1LVGILMISLLIGQSPA1LISG 

LGAMAAVLMLVFKDPILGLVA 

VRNWDNTITTIPTWSLVSDSFK 

NWSGMSASGGRR1KRSISIDVTS 

1RFLDEDEMQRLNKAHLLKPYL 

TSRHQEINEWNRQQGSTESVLN 

LRRMTNIGTFRAYLNEYLRNHP 

R1RKDMTLM VRQLAPGDNGLP 

LE1YAFTNTVVWLEYESIQAD1F 

DH 1 F AI VEEFGLRLHQSPTGND I 

RSLAGVTINKAPGDDEILKNTV 

DFVSFSYYASRCASAEMNANN 

SSAANVVKSLRNPYLQVSDWG 

WGIDPLGLR1TMNMMYDRYQK 


L3821 — 


441g9 


— 


13901 


- 


2370 




]3822 


44T90 


— 


13902 


■j 


282 




13g23 


44791 




13903 


■J 


714 




13824 


44192 


A 


13904 


3 


506 




13825 


44193 


A 


13905 


459 


551 




13826 


44194 


A 


13906 


401 


492 




13827 


44195 


B 


13907 


479 


702 




13828 


44196 


A 


13908 


120 


256 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13829 


44197 


A 


13909 


16 




1249 


SKSGA1EIARLAGRVHGVVVQI 
TSEIGPLTLLTANFAFSAS*STA 
WKATSMDGEVLS*YSTSASAS 
AERQSTHQ*TGFAPLCR*PLPMI 
/VAQRADDVGFSFEVHGQVRV 
RPVAQHAQTDKVFALTVNLGR 
RVFAALGAELGGARSAVRPVP 
ECYAVRETLALLQKIFPIRQCEN 
SVYRNRSRPCLQYQIGRCLGPC 
VEGLVSEEEYAQQVEYVRLFLS 
GKDDQVLTQLISRMETASQNLE 
FEEAAR1 RDQIQA VRRVTEKQF 
VSNTGDDLDVIGVAFDAGMAC 
VHVLFIRQGKVLGSRSYFPKVP 
GGTELSEVVETFVGQFYLQGSQ 
MRTLPGEILLDFNLSDKTLLAD 
SLSELAGRQINVQTKPRGDRAR 
YLK.LARTYAATALTSNFRSIYR 
SPATDRACQRVETAGNER 




44198 


- — 


73910 




438 






44199 


— 


13971 





1200 




13832 


44200 


A 


13912 


1 


300 




13833 


44201 


A 


13913 




431 




13834 


44202 


A 


13914 


2 


1465 




13835 


44203 


A 


13915 


1 


513 




13836 


44204 


A 


13916 


3 


535 


RDK1LVFKDENFWM1RGYAVLP 
DYPKSIHTLGFPG RVKK1DA A V 
C DKTTRKTYFF VG I WC WRFDE 
MTQTM\EKGFPQRVVKHFPGISI 
RVDAAFQYKGFFFFSRGSKQFE 
YDIKTKNITRIMRTNTWFQCICE 
PKNSSFGFDINKEKAHSGGIKIL 
YHKSLSLFIFGIVHLLKNTSIYQ 


13837 


44205 


A 


13917 


1 


876 




13838 


44206 


A 


13918 


23 


414 




13839 


44207 


A 


13919 


2 


425 


QERGPHQVIQRKECLREYSPVV 
S*AKGTGVAVGQKGTLQCEAS 
AVSSAEFHWYKDDKRLIEGNK 
GVKVENRPFLSKLIFFNVSEHD 
YGNYSCVASNKLGHTNASIML 
FGPGAVSEVSNGTSRRAGCVW 
LLPLLVLRLLLKF 


13840 


44208 


A 


13920 


1025 


1270 




13841 


44209 


A 


13921 


370 


701 




13842 


44210 


B 


13922 


1 


660 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13843 


44211 


A 


13923 


1 


432 


RFSRVDDFVLTMDDGPPPRRAR 

GDLTHSG LWRVCC1 EG1YKGHC 

FRINHFPEDNDYDHDSSEYLLRI 

VRASSVFPILST1LLLLGGLCIGA 

GRIYSRKNNIVLSAGILFVAAGL 

SNIVGIIVYISSNTGDPSDKRDE 

DK*NHYN 


]3g44 


44212 


— 


73924 





1093 




]3845 


44213 


— 


13925 





1203 




13846 


44214 


— 


13926 


-j 


1353 




13g47 


44215 


- — 




2 


445 




]3848 


44216 


— 


13928 


1 


227 




]3849 


44217 


- — 






840 




13850 


44218 


C 


13930 


120 


356 




13851 


44219 


A 


13931 


40 


342 




13852 


44220 


B 


13932 


403 


473 




13853 


44221 


A 


13933 


70 


2169 




13854 


44222 


A 


13934 


1428 


1905 


RCAATSGYGERVQRTV/PTHTV 
W*ASLSQSSAHRVVAINSIANK 
RSSMPPKSWATVALTSTK.LKCR 
FMAKVRNKSFSVLHNV*MTISI/ 
SPWVILSSGVDEKLFPRAVRVA 
MTAGASGFLAGRAVWASVVG 
LPDNELMLRDVCAPKLQQLGDI 
VDEMMAKRR 


13855 


44223 


A 


13935 


227 


342 


VHSWQRYSGR*RGY*PQNQSA 
TDQTRRWQSLKTAGAVA 


13856 


44224 


A 


13936 


480 


928 


FFADLQQPVCADSYPLLVQMK 
LAPHKS*NAVLWQRSATKSFSV 
1 VAQGLN DH 1NMPWVI LSSG VD 
EKLFPRAVRVAMTAGASGFLA 
GRAVWASVVGLPDNELMLRD 
VCAPKLQQLGDIVDEMMAKRR 
F1PLLRRWV DL A LTRWL1T V SK 


13857 


44225 


A 


13937 


564 


1185 


WLHASAALLRW*YQLPGQPHH 
RRCRS A DG SH VPSLC A A VPDQR 
\PLITVRRIGMQAMTTSTTGDRQ 
RSWQIAMDGSQKLPQRMLDSV 
RWHLAHDSKFDLLALGVAGW 
MRYVGGVDEQGNPIEISDPLLN 
RMAANRFVHITQLPVIYRAFRN 
SFTQVARLQLCHKRFQQRHTSV 
REQIVTVLSGIRDNHVHFVQTL 
TGDGVGNQRQLVQ 


13858 


44226 


A 


13938 


228 


424 


H RFCPA ARH/RS WSGLREMAVS 
ISMPRRJINSGRYCAICWYKRRS 
RCARNMLIFPVARSTP1PGPS 


13859 


44227 


B 


13939 


128 


1670 




13860 


44228 


A 


13940 


2 


2367 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13861 


44229 


A 


13941 


1 


921 


ELPASPAPCARTPQPLGGRWEA 
ARRKERVLCLFDVDGTLTPAR/ 
QGRTLKIGSSHRECHADTPEAE 
CGVCSSVTEVRAKWRSQTC*KP 
ECYASPLPP*KIDPEVAAFLQKL 
RSSYLPVGSQTWSHTLSSSCPLC 
DPEVIGRDTVPVSGSGSPGHAQ 
SPVFLGQTIQNHLGPGGARFEF 
RA/CSGSLWLPALPHH\RGTFIEF 
RNGNCVPSQGLAHSRSSELPSA 
PSPLQKEQAALLLALSAPPSRE* 
QSPPLPTGGMISFDVFPEGWDK 
QVRSSQCGEGLHLNIPPLPILCV 
QGGNDFE1FA DPRTVGHS 










105 


416 


HSVLEVGPWWEVFGSWGQILH 
SLVSSHHVRHWLLPSPSAMTES 
SLTFQQKPSRCQH HA SCKA YH S 
HQLLLVPTAGRLEDRSHH*IPC 
KHSPAPAWSLAAPVGN 


13863 


44231 


A 


13943 


191 


573 


SSSGGYQQQLMRVIGTRDTAV 
NKASNVPSFGA*I/PSGRGQQAK 
I.IALTRAI.TLAKELHVNIYADC 
KYAFHILHQHDV1WAERGFLTV 
QGSSSIINASL1KTLLKATLLPKE 
AGVIHYKGHQKASAPIA 


13864 


44232 


A 


1 3944 


1 


1065 




13865 


44233 


A 


13945 


321 


537 




13866 


44234 


A 


13946 


346 


1260 


GGPARAEFSRHLGCKGHHPLPK. 
DVASEVPAGSSTSVSSLIRTNGC 
PGLGSWEPP*FFSENKRLSTLMS 
FTLRDSKMFSPQSGLFLGCSAG 
EHSALRDPTASGLPGTASGVRP 
GR/RQRVGSDIEASTQGESKPCI 
L SI * TLPN A * L KTKTLTPL E I A AC 
TNPHSFSITARIGPAHLAAPRPV 
TPAGRGG ARAPG R*CA AARPPP 
ASQ*VSGSPAPGGGPSYAPAAR 
TS*PSSLAPGAKRLRFSRVATFC 
CSFLA WSSSSNKAFCT* EHMSL 
LSSWISQSLEKVASCCPCEQFDS 
WKRLENILLFS 


13867 


44235 


B 


13947 


1 


459 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13868 


44236 


A 


13948 




1263 


VEAAKKAHHAACKEEKLAISR 
EANSKADPSLRPQAHTYALSPL 
FLTAMPSV*QGEHV1YTRVRHS 
DQVSESSGKPLSLPLLEPGIWAF 
EAAQVPPRWDQVRSLEPTTEW 
EAPGLKKRRVSQGLNGNEPLSC 
AWIFL*TKEKYEKSLKELDQGT 
PQYMENMEQVFEQCQQFEEKR 
LGWDKG*LAPAF*KSHVSL*FS 
YKAI YHD LEQSIRA AD A VE/DR 
RGF\RK**TFGFSPSAPVA*EWS 
ADLNRTLSRREKKKATDCQDP 
HGPLQSWDPLKALSLHSTLNVP 
SNPAQSAQSQSSYNPRGPHTLC 
RPVLRALWPPLSCSVSSYEKTQ 
SYPTDWSDDESNNPFSSTDANG 
DSNPFDDDATSGTEVLCSPPSV 
SYLSWRRLPLCLAGDELTKME 
DEDEQGWCK 


13869 


44237 


A 


13949 


2 


485 


AAAFGTRLSRRGRGCGVTGSG 
GGRRRVPAPRRPRSPLQPPHQ/P 
PRRPSRRTPGCGSRGA\PSRGRR 
LVPPPPEPPRAAQQRARH\HRTS 
\RPAARQPPRRPPAQPRSCPRRV 
RPTPAWSPPGRRGPRRSRRRRR 
RGGRARARRPRRRGQVPRPQS 
ATGAGHAR 


13870 


44238 


A 


13950 


1 


207 




13871 


44239 


B 


13951 


1 


5297 




13872 


44240 


B 


13952 


1206 


1360 




13873 


44241 




13953 


46 


369 


NEGKNAKGSQRERSGYPQREA 
HQTNSGSLGRNPTSQKRVGANI 
QH S * RKEFSTQHFISSQTKLHK* 
RRNKILYRQANAERFCHHQEGS 
TKHGKEQPVPAAAKSCQNVK 


13874 


44242 


A 


13954 


476 


868 


KYDCCISSTFCRALVHFSRTTFQ 
VNSPLSPN1SAFGYMPLKYSIYF 
LHHLRPNIL*AASYFLKYKGTL 
KLPALRGCLS* STRCWCKIHICI 
*ND/ECLQFLGPWFENEFCFLPS 
TSQFVEFVLDILVLQNEP 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13875 


44243 


A 


13955 


1770 


3003 


PANIIMTGS\NSHITILTLNVNG\ 

LNAPPRHRPAIA/S/WLKSQDPS 

VVXCIQETHLTCRDTHRLEIKG 

WRNIYQANGKQKKAGVAILVS 

DKTDFKPTKIKRDKEGHYIMAK 

GSIQEEELTILNIYAPNTGAPRFI 

KQVLSDLQRDLDAHTIIMGDFN 

TPLSTLDRSTRQKVNKD1QELD 

SALHQADLIDIYRTLHPKSTEYT 

FFSAPHHTYSKTDHIVGSKALL 

SKCKRTETITNCLSDHSAIKLEL 

RIKKLTQNHSATWKLNSLLLND 

YWVHNKMKAEIKMFFETNENK 

DTAYQNLWDTFKAVCRGKFIA 

LNAHKRKQERSKIDILTSQLKE 

LKKQEQTNSKATRRQEITKIRA 

ELKEIETQKTLQKKQPN1CDPAM 

EKNNKTDRVLARLIKKKREKN 

EFSAH1LYKFSKQNGS 












392 


RSRKPRGNPKSI IPEDTDPTKAP 
RKRQ1SSRGHRSHR*EPGPQSAA 
PGFREQRRRGQMG*IWYLTPTP 
PGGQRPSSAASPRGFPPTN1MSSR 
LPAEPE 


13877 


44245 


A 


13957 


55 


403 


SEGMSGKASEKQEAFACPRHLT 

RAVDGPS*SGLLGSRLPPSCSPG 

KEAPGGSELYLCLMRGLQTL*A 

RSGTGLR/PNPAEIR*EPGPQSA 

APGFREQRRRGQMG*TWYLTPT 

PPGGQ 


13878 


44246 


A 


13958 


217 


444 


RSRKPRGNPKSHPEDTDPTKAP 
RKRQISSRGHQSHR*EPGPQSA 
APGFREQRRRGQMG*I*TPCRP 
ALPKSKPRPL 


13879 


44247 


A 


13959 


309 


670 


PCPRASSQGLKATH\GQR*SSEP 
PGASFPGLQDGGRREPRRPD*D 
GPSTGLVRCLGHANVGDPCLK 
VFVFFKNLSPTYLRASAEQTLP 
LLLPHLHGLCLHQPLHLGFTAA 
WAQLTFWEASQ 


13880 


44248 


C 


13960 


392 


760 
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SEQID 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13881 


44249 


A 


13961 


24 


915 


HAGRHARGSLFPGARPSETRAH 
CVRTARPNCKEEDTPMVRGKN 
SGGEHCTWGPSLAAGG*GIGDP 
GGLPGTVPHPGLQLLLHGFAGP 
HMASLCCGVSSPAGVRQWPA* 
GSGNHQVKSWLGLPKNVS*AP 
SM L*NPKMQRLMKA QPHGRCE 
VRRGRVCSALGP/IGMSGKASE 
KQEA *DEGH PHLHAPGT* QDQ 
VDGPS*SGLLGSRLPPSCSPGKE 
APGGSELYLCLMRGLQTL*ARS 
GTGLRANPAEIR*EPGPQSAAP 
G FREQRRRGQMG* I WYLTPTPP 
GGQRPSSAASPRGFPLV 


13882 


44250 


A 


13962 


397 


612 


RPQHHTFCCDGRVMMARQKGI 
FYLTLFLILGTCTLFFAFE/CSFG 
♦VELPDYGYFGSRGRTCFLGSL 
GLVLG 


13883 


44251 


A 


13963 


125 


1298 


FQSWAQPLFLLSCNRKTHFGTR 

IPRMSVMVVRKKVTRKWEKLP 

GRNTFCCDGRGMMARQKGIF\ 

YLTLFLILGTCTLFFAFE/CGRYL 

AVQLSPAIPVFAAMLFLFSMVAT 

L\LRTSFSDPGVIPRALPDEAAFI 

EMEIEATNGAVPQGQRPPPRIK 

N FQINNQI V KLK Y WYTCKIFRA 

SRASHCSICDNCVERFDHHCPW 

VGNCVGKRNYRYFYLFILSLSL 

LTIYVFAFNTVYVALKSLKIGFL 

ETLKETPGTVLEVLICFFTLWSV 

VGLTGFHTFLVALNQTTNEDIK 

G SWTG KNRVQNPYSHGNIVK.N 

CCEVLCGPLPPSVLDRRGILPLE 

ESGSRPPSTQETSSSLLPQSPAPT 

EHLNSNEMPEDSSTPEEMPPPEP 

PEPPQEAAEAEK 


13884 


44252 


A 


13964 


44 


647 


DYSAQHGKASQKHVARLISSGT 

FQGATVSRPFQLSTSSSSFCSSSS 

SLSSSSSLSSSLLLSCSSESVFLS 

LSFFFCSEASFLPFCSRLYASRA 

SFNGVTNRWNSISSMAESTSLA 

FSVFRFPFIAKLLAQDVAYSTKT 

LAAREIGAPGLLGDVDTVRELR 

GDRG*AKLPFQHLLPSCPFVRPP 

RAAHRLLDDPGDHGIGQV 


13885 


44253 


B 


13965 


158 


1075 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13886 


44254 


A 


13966 


125 


1297 


FQSWAQPLFLLSCNRKTHFGTR 
IPI\MSVMVVRKKVTRKWEKLP 
GRNTFCCDGRGMMARQKGIF\ 
YLTLFLILGTCTLFFAFE/CGRYL 
AVQLSPAIPVFAAMLFLFSM\AT 
L\LRTSFSDPGVIPRALPDEAAFI 
EMEIEATNGAVPQGQRPPPRJK 
NFQINNQIVKLKYWYTCKIFRA 
SRASHCSICDNCVERFDHHCPW 
VGNCVGKRNYRYFYLF1LSLSL 
LTIYVFAFNIVYVALKSLKIGFL 
ETLKETPGTVLEVLICFFTLWSV 
VGLTGFHTFLVALNQTTNEDIK 
GSWTGKNRVQNPYSHGNIVKN 
CCEVLCGPLPPSVLDRRGILPLE 
ESGSRPPSTQETSSSLLPQSPAPT 
EHLNSNEMPEDSSTPEEMPPPEP 
PEPPQEAAEAEK. 


13887 


44255 


A 


13967 


247 


850 


DYSAQHGKASQKHVARL1SSGT 
FQGATVSRPFQLSTSSSSFCSSSS 
SLSSSSSLSSSLLLSCSSESVFLS 
LSFFFCSEASFLPFCSRLYASRA 
SFNGVTNRWNSISSMAESTSLA 
FSVFRFPF1AKLLAQDVAYSTKT 
LAAREIGAPGLLGDVDTVRELR 
GDRG*AKLPFQHLLPSCPFVRPP 
RAAHRLLDDPGDHG1GQV 


13888 


44256 


B 


13968 


298 


380 




13889 


44257 


A 


13969 


48 


252 


QRAGSPHSPRSLSAPPLPELPLW 
RHLRSPSAHRCTVGAPFWDGQ 
G/LEPAPSAALAAFPRSRARDLQ 
LA 


13890 


44258 


B 


13970 


1 


447 




13891 


44259 


A 


13971 


236 


559 


MWLEPMQMGFLHMMEKMAA 
RTSAILD*GTLK*FHFTLTTSLK 
ALSSHTPIFPGTGELQLPVSPSV 
CLDQGMQLKPSTSSHLLKTVKP 
RMKRQSLLHMKQSFEPKIYL 


13892 


44260 


A 


13972 


1 


645 


MKPQTLTVSVTAFKVAHLEFVP 

SDVQMCSEFLPSGGFVVSLASG 

VKLQTFAVSFTAHKSSVDPK.NS 

EAQLASPSGFCTRAADGAACQS 

\LPCTCTPQPLGGRWDWALWS 

RGW/LLVEEAWAAQEPTEELRE 

RALALASPERGSHSAAVGQRAP 

QVPPKWEPRQRRRRERARAVR 

TASTLSPLNPPSKQDTLTAVGN 

LADDHSSYFLLDRGEEGALQL 


13893 


44261 


A 


13973 


28 


322 




13894 


44262 


A 


13974 


1760 


4426 




13895 


44263 


B 


13975 


942 


3414 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13896 


44264 


A 


13976 


1 


274 




13897 


44265 


A 


13977 


545 


1150 


R1SGPGAVLLPVMPALWRLRHR 
MFSLTKK*HLPAHRSLAEGYLL 
YQPQLDTLKARLTQKYQELQV 
LFEAYQ1 KKTKLDRQSSSASLET 
LLALLQAEGAKIEEDTENMAEK 
FLDG ELPLDSFIDV YQSKRKLA 
HMRRVKIEKLQEMVLKG QRL/S 
TRPWPRCPPGCPNWHLPPPFPT 
LPQSQWASCRCTSAHPPPTTPG 
AAGRL 


13898 


44266 


B 


13978 


213 


611 




13899 


44267 


A 


13979 


1 


639 


M E A VTV VP VGTEEGM GEEEQD 
SGTTTGCGLPSVEKMLATNPGK 
TPISLLQKYGTRIGKYTPVYYLL 
KAEG\HQPNFTFWV\VGNTSCT 
AQGPRKK V VKH KA AE VAL RH L 
KVESMLEPAPEDSSSFSPLDSSL 
PEDFPVFTAAAAATPVSSVFLT 
RSTPMEKQPPLLP\QQSECIPVG 
ALQKLV VQKGWWLPEHTVT* E 
SRPDQHEELT*RVERFT 


13900 


44268 


A 


13980 


361 


894 


AFFPMSTAGVCGNVEGEPETP 

WSLPLSQVPFSPNA/CPQGTLGR 

S* AG V AG APGPGVPGRSPAA\GI 

PEPAARPGRPALSRLPGLGGAG 

ARSGAA*G*GSRPGG/PLPAADP 

VQSWGP*EAPSHP*PGT\SADSP 

PSGVSGATGDCLWGSGRAELF 

GFATTSSAAPFPGLPTFFFIPVSP 


13901 


44269 


B 


13981 




3842 




13902 


44270 


A 


13982 


3 


407 


DAWAAARPGRSCALPPPGA/PE 
EPGHVPGAA*G*GSRPGGRFQL 
PDPVQSWGP*EAPSHP*PRNFPQ 
TRRHLGVKQHGCSQPSPHGSRA 
SQAHPGISGLF/GPHHPGPPLFIH 
GPRCCCAQATASNHLFACGTSS 
DP 


13903 


44271 


C 


13983 


127 


297 




13904 


44272 


A 


13984 


3 


1920 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13905 


44273 


A 


13985 


3 


2271 


GQGRRTAGGGGGGGAGVGAG 

AGAMEAERGPERRPAERSSPGQ 

TPEEGAQALAEFAALHVWSGE 

G1GVGSPAHTPADGNSGPQVFD 

AGEVFG1MQVEEVEEEEDEAAR 

EVRKQQPNPLAPPTSLCPMPTR 

QPH1VACARSIFLIDHAWTCRV 

EHARQQLQQV PG LLHRMANL 

MGIEFHGELPIWVPEGSSGGW 

MG ERE VP Y VLCLQTAEEKM P V 

WY 1 MDEFG SRIQH AD VPSF ATA 

\PLEEGPQPSVPSPPLMGTH/DL 

GTEEVTRDFAYGETDPLIRKCM 

LPLSSSHRGMETPCVHTSRASL 

PLQACELPSWSLLLFNEPPRPAF 

PSLP*PHLYFRCVSF*AIPGLVLE 

SRLDTWEPGSPSSGSPHRVYTD 

V QQ V A SSLTHPALPVRASRHCR 

PPLELAHLPPPCRKLSQERPGVL 

LNQFPCENLLTVKDCLASIARR 

AGGPEGPPWWVLGWHHLGTQ 

APGAPQTALLLPRGEDNHWICK 

PWNLGLCVLGSPRGLCPGHQR 

ACTCVLQVVSKYIESPVLFLRE 

DVGKVKFDIRY1VGGTSLAGTR 

PLKNPYVSAHLSSRAFAQGRRG 

RGGPTWSG WLLARDPA RV*DL 

LSSLVHSVERCPMQWALSEWQ 

LHHLSTWSSGLCGLAG**VFQM 

HRTPTPP**QAACSRPSGGLYR 

A*WALCLLPGAADPLLRGCSEQ 

AS*LRLPGPQAEIFRAFTELFQV 


13906 


44274 


A 


13986 


1 


600 


MEEQRVQFTLWLHFSPHGICQF 
ESGRQEAKKLKGSGQPLKTGE1 
KTGIQKYRREALLQHYLGPASL 
AGRSKALTGTAERSCSSGSDSSI 
FTLCVNYNDSRAIMKTLAAIGT 
GFDCASKAEIQLVQILGMPPER 
FMYANSCKQMSQIKYTANNGV 
QMMIFGNEVKLMSVARTIISKQ 
P/CHISVKSGAMLKASRLLLE*A 
KEL 


13907 


44275 


B 


13987 


1 


2040 




13908 


44276 


A 


13988 


205 


438 


LYFLETGVFCVQVPAQQC*CSV 
PGSCRRPLEEAGWRGLGLSGRL 
AGTGLPSGSRGNRTERGERGKL 
VRGRRGVTRWLS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


13909 


44277 


A 


13989 


284 


632 


KTGVFCVPGPRPTVLM*CSFVG 
GKKNQYCLTGDAGCLQEKHSL 
GPAGV/HLEEAGWRGLGLSGRL 
AGTGLPSGSRGNRTERGERGKL 
VRGRRGVTRWLSHPQVQRQAD 
AGTCSPFEP 


13910 


44278 


A 


13990 


594 


1003 


VRKGHHAVRGLCGRAQFRCIS 
GDPGKRPLG/LPGGNAPKSGSL 
ARRPQPVRIPGSRPQ/RGSVSHL 
GPAGVH* R/RAG WRGLGLSGRL 
AGTGLPSGSRGNRTERGERGKL 
VRGRRGVTRWLSHPQVQRQAD 
AGTCSPFEP 


13911 


44279 


A 


13991 




1500 


VRVAH1PTAAAE1AAIPDRGGHL 
SVGKRKLTFWFFYGVLPFRDV 
AIEFSPEEWECLDSAQQHLHRD 
AMLENYGNLVSLAAGDQSLPG 
DAAASAVCRQLSPSACGAILGL 
PPVNGVAPVRLRGEIVTYTWSQ 
LTGLALALSKDGADGLRRLTRP 
TRRAPPALLLAPQTAAERWRG 
KCDPRHGGGCALALQGWTLYP 
RESPSRESKELGGLWSFRADLD 
SRRQGFEEQWYPRPLRELRGRG 
GRRPEARRWEGGSPGPCRLLPL 
SAPELAPYRKLKVNGLRGAGL 
GDGETGGTGEGRGGRRRKRCC 
RTLSRDEGFNDICQDWWLRQF 
VGWVLYEQEVTLPEQWTQHLR 
TRVVLR1ASAHSYATVVSAARS 
RQGRGIGGLIYTLGMPFFLSGW 
QVPEPHAAGYVRECLIAGPLLM 
P/TTCCPLL1SPVSAVGEWGRHA 
RA*GADSSSLVQNTDFDFFNYA 
GLQR\SVLLYTTLTTYIDDITITT 
GVEHDSAEIPIFPEYLRVNTGN 


13912 


44280 


A 


13992 


2 


307 




13913 


44281 


A 


13993 


220 


427 


MSTLPFPS LQMFRRPP YG SPSTC 
RSQDNRSYSRVTEELQERRRW 
NSGDAN*DQSPEARRQRPRHIE 
EAA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, Y=possible nucleotide insertion) 


13914 


44282 


A 


13994 


1 


2832 


MGKYYTQGDKVLMPLAIQVH 

HAVCDGFHVGRMLNELQQYC 

DEWQGGAYPKGYFVQNTDFDF 

FN Y AGLQRS VLLYTTPTTY1 DDI 

TITTGVEHDSAAAPMVDSLIAR 

VGVMARGNAITLPVCGRDVKF 

TLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDLIPSFLLTGQ 

QTPAFGRRVSGV1E1ADGSRRR 

K\A AALTESD YRV L VGELDDEQ 

M A ALS RLGN DYRPTSA YERGQ 

RYASRLQNEFAGNISALADA 


13915 


44283 


A 


13995 


1 


2934 


MITFDFMSH1QVTLMQEVSFHG 

LGQLRPCGFAGYSPPPGCFHRL 

ASSVCSFSRCTVQAAVDLPFWG 

LEGTSPLLAASLGSAPVGTLCG 

GSDPTFPSWTALADVLHEEGHT 

PASNFCLRNLAGEASQSWRKE 

GLGTPRPTASSTEELQTLNEDSR 

LMTSPHNLEETRDCDTELPKKS 

LGWKEIRVYGQNKTLGFWLQA 

QLLICDGGNLRMFRLLPYGSPS 

TCRSQDNRGYGGVTEELMERK 

RWNSTDGFHIQGVLE 


13916 


44284 


A 


13996 


68 


425 


SHILPGAPGAPAWWTRWPSTLP 
EPFPRGRGSPAGTSP1SRPGLVQ 
SS*ASRGSDSRLPV/GPASCQAS 
GPGPDSRRPPPCTPA\GPHHGSL 
PSAGRVGASAAAAGPPSPAVPL 
PPAERPAP 


13917 


44285 


A 


13997 


324 


723 


TAFSLNFQGGVEGEVWAGTRA 
ARGACAGERGLGGSRTRSGW/P 
GTAGPGQAGHGTCSLPCPSLPP 
AMGSCVSEPPRQAPPPAPWRLV 
PSTAQGLRSVGTQCGTGGSSAC 
GPC\GDPGF*THQSAPCQNGPIS 
SL 


13918 


44286 


A 


14000 


39 


383 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


13919 


44287 


A 


14001 


181 


1446 


EDLLQE AQA L AEVTAQG KG LG 

QVRSLDLSLEACAGSPPLQVLD 

LQDREPRSLTSLPSSAANRGKL 

EKAQSNPCGHRRHQAAGLKLP 

LFSAQAPQGQPTPAPRFRAATR 

KPGTAQSHAPLWSPAMSFFPEL 

YFNVDNGYLEGLVRGLK/ALGE 

LSQADYLNLVQCETLEDLKLHL 

QSTDYGNFLANEASPLTVSVUD 

DRLKE\KMV\VEFRPHEGTMPY 

EPTSPSFP*TSITLQFT* FDNVI/L 

WL1HRARLHQRSIAELVPQVAH 

PLG\SFEQMEAVNIAQTPAELY 

NA1LVDTPLAAFFQDCISEQDLD 

EMN1EI1RNTLYKAYLESFYKFC 

TLLGGTTADAMCPI\LEFEA\NR 

RAFINT\INFFG\TKTVPKKDRCP 

AFFPH/CGAGFFPEGPAAMGFG 

LNNLLTG A KKRGPYNFPEVQL 

AFLRGDG 


13920 


44288 


A 


14002 


1 


1182 
















ARFLAGP*LPSRRTGLRDLQPA 
MPEPP\PTPWAPVRPEPPRRAPP 
P APRRP VPSTG K.EQTTQG LRS A 
GAGHRDWQAAPPAAPVRDPLG 
EASWAPESGGDVESLYV 


13922 


44290 


A 


14004 


66 


463 




13923 


44291 


A 


14005 


3 


1446 




13924 


44292 


A 


14006 


221 


852 


N SFLM VGFFPFFS L/C A AFDTK.T 
GLRVAVKKLSRPFLRPDGYYTE 
FNI YLLFNFYILTSSA V * V VLSH 
SVVIECLLS1RHCSRYFRKSSED 
KN FLRG SRLLCNFSLI SRYL VTH 
LMGADLNN1V*RYR*YK**FFK 
MNSPFLPLPVGGELIMHHKVDP 
VCFVFFSLPVSKS*QFVCSSSAL 
♦ILDFGLARHTDDEMTAKGQPE 
CFVRWACAS 


13925 


44293 


A 


14007 


55 


784 


RH1QDPASQRLTWNKSPKSVLV 

IKKMRDASLLQPFKELCTHLME 

ARGAGGGHDARSLTTAPVSRE 

PPCRRVGSAGGMSRLALCFQEN 

MIVYVEKKVLEDPA1ASDESFG 

A VKKKFCTFREDYDDISNQI DFI 

ICLGGDGTLLYASSLF/QGNAA 

VVLRSRLKVRVVKELRGKKTA 

VHNG LGEKG SQ A AG LDMDVG 

KQAMQYQVLNEVV1DRGPSSY 

LSNVDVYLDGHL1TTVQGDGVI 

VSTPTG 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13926 


44294 


A 


14008 


155 


1592 


PESRHQCFSDRSANFLTMEMEQ 

EKMTMNKELSPDAAAYCCSAC 

HAGDETWSYNHPIRGRAKSRSL 

SASPALGSTKEIRRTRSLHGPCP 

VTTFGPKACVLQNPQTAIMHIQD 

PASQRLHVEQRPPRTVLVIKKM 

RDASLLQPFKELCTHLMEENMI 

VYVEKKVLEDPAIASDE\SFGA 

V K KKFCTFRED YDDISNQIDFII 

CLGVDGTLLYASSLFPGQPSPP 

VMAFHLGSLGFLYTPISFENFQS 

QVTQVIEGNASCCSSGSRLKGQ 

GW*RSLRGKKTA\VHNGLGEK 

G\SQACRPGTMDVGKA/QAMQ 

VPRS*NEV\VIDRGPSSYLSNVD 

VYLDGHL1TTVQGDGKARSTV 

LGP*ASLGRE*RLRLSLSGVIVS 

TPTGSTAYAAAAGASMIHPNVP 

AIMITPISRSVLPTAGGPHLSLL 

DPQIMLSPEARNAGGGPFWKP 

WLRLLLSRPSISITTSCYPLPSIC 

VRDP VSD WF ESLAQCLH WN 


13927 


44295 


A 


14009 


327 


466 




13928 


44296 


A 


14010 


2 


196 




13929 


44297 


A 


14011 


923 


1776 


WRKCGCETAGSASATRAAATE 

KMEAPRNKMCRDQENS A WRN 

AVPGP*E*RQPEEFPRTTS1LAEP 

TVLSRRKCRPSEKRGSATEKFG 

ATSAVTENPPLGAAGERANKTL 

GAATVTPTLGPRPRMEKGGTR 

CPSTL* PS VQERQPESPSGNHPE 

TQKIEFAGRRVTFQHRWATTLR 

TRISGTGASPRDRSAFFGFPWC 

G/AAQPSDEESTPATQEEAQAQ 

AGVAAAASSEEPGHCAPRPPHA 

PRSALFEDWSREPERSDDGDLS 

ECR RPATEPWRPPGSA WRLPC A 

A 


13930 


44298 


A 


14012 


568 


1223 


SARGLLPGSGPLSHAGPQLQVE 
WFGCLPPPDSTLELVVCGTVAI 
SRVRMSAVCVLRTWS\RNAG\Q 
L1\CFTVFQPCSNVHVL/KGPNY 
VCFFG\YPSF\KYSHP\HNFLKTI 
NAVCGQVLVQFRFPDTEEGIRK 
VTV/KCYVKEGDTVSQFDNIGK 
VQSDKASVT\IASPYDGVI/RKL* 
HSLDDIAYVGKPL VN1ETEALK 
GTVNLFYQIDYCPPFVIGSQLK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hnd 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13931 






14013 




296 


LFSRVPSK_GPPRYHHTSSRG*TR 
AD*LISS\GNS*AHCIPSGLQGM 
LNLLPTPRAPVRPEPPRRAPPPA 
PRRPVPFDHPRACGTGRQLHLQ 
PRCGIH 


13932 


44300 


A 


14014 


1 


376 


MQAVLLTVLQKHNQSVIYWY 

MKYIYYEGLVIMDDYDYVIMD 

YMTMETEKSHDLQAGGPGKPV 

VQFQFKPKILQASRGNGVKSWS 

KSKGLRTRCANVQGQENREGP 

AKH SPFLCLFV LFG SSTG RM I PN 

HTGDTSKVIAGTEERGVPKKVT 

LKFDACAAIDRPWAHQLDCTY 

HFKGSNDEHDSRLHTNAG*L*L 

C/RLWIT*LWRLRNPM1CRLEA 

QESQWYSFSSSPKSCKPVEAMA 

LSPGPSPtCA*EPGVLMSKGRKI 

GRAQLS1HLSSAFLFFSAPQQVE 


13933 


44301 


A 


14015 


1638 


2289 


VEKKKKPMSAPALRLPDLTKLF 
TLYVSETKKMAVRVLTQTVGP 
WPRPVAL\LSKQLDEVSKRWPP 
CPKSLVAIALLAQEADKLTLRQ 
NLNIKSPCAVVILINTKGHH*LM 
NARLARYQSLLCEHPRITLGSL 
QHLNPATFLPVSESPVKHNCVE 
VLDSVYSYVGPNHRDHPLNISR 
LGAVTWMGSSFHQPLQSDTLK 
KTTSPGSSHTRKLTGPRTAEA 


13934 


44302 


A 


14016 


1 


675 


MAPPLRPLARLRPPGMLLRALL 
LLLLLSPLPGLREGIGELITP1GT 
SLPDLDPARRRWEGGIGRVGSE 
VADLCPGKEGGKVPEAEKEGV 
WCFSELSFVKEPQDVTVTRKDP 
V VLDCQA HGE VPIK VTWLKNG 
AKMSENKRIEVLSNGSLYISEV 
EGRRGEQSDEGFYQCLAMNK\F 
*ATLNQKAHLALSRIGST*RRRP 
DRP*EDEAFVMTTHCFQDLLTS 


13935 


44303 


C 


14017 


18 


329 




13936 


44304 


A 


14018 


391 


895 


WASSDTPTGFTQRWRPDWAGG 
GGGEERGDGTGVVWEGEKVY 
RFRRVTGG SSFPS PA VL VRA PN 
TGMPKLTYIQT*GPLGERGKEP 
VPPNVPTLPQTFGGLLNASVVRK 
TEIPSPSPPPVCYLRASAERQ/PA 
GGSPQAKWRRAASSPPPLPPVH 
LPPPPPPPRPPPPPPP 


13937 


44305 


B 


14019 


1 


1110 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13938 


44306 


A 


14020 


282 


710 


YPEPQGWRVAHTVQYPIHIQPL 
KPGPRGR*SIMD1QVPPKEGGV 
LILKN\SSRLLNSWTQGCLQISA 
FSPTSSTLPGTPWSNVGPYKIAP 
ITSFGE\PFIRVIWKQLPSWISIIQ 
V/SHKQ*QIHRSVDIGWSPGQEC 
GPKGCFV 


13939 


44307 


A 


14021 


1 


1416 


Mil L 1 DA EKA FDK IQQPFMLKTL 

SKLGTDGTYLK.I1RAIYDKPT AN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIGLEDLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLLKLISNFSKVSGY 

KrNVQKSQAFLYTNNRQTESQI 

MSELPFTIASKRIKYLG1QLTRD 

VKDLFKJENYKPLLKEIKEDTNK 

WKN1PCSWVGR1NIVKMAILP\R 

D1DQW/NRTEPSE1MPHTYNYLI 

FDKPEKNKQWGKDSLFHKWC 

WENWLAVCRKLKLDPFLTPYT 

KIN SRW1 KDLNIRPKTIKTL EEN 

LG1TIQDIGVGKDFMSKAPKAM 

ATKAKIDKWDLIKLKSFCTAKE 

TTI RVNRQPTTWEKI FATYSSD 

KGLISGIYNELKQIYKKKTNNPI 

KKWAKDMNRHFSKEDIHAAK. 

KHMKKCSSSLA1REMDIKTTMR 

YHLTP VRMA 1 1 K KSGNNRCWR 

GCGEIGTL 


13940 


44308 


A 


14022 


1 


3450 




13941 


44309 


B 


14023 


1 


3171 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13942 


44310 


A 


14024 


1 


2433 


MRTKTQHTR1 SGTHSKPVCRG K 
FIALNAHKRKQEKSKIDTLTSQ 
LKELEKQEQTHSKASRRQEITKI 
RAELKEIDTQKTLQK1NESRSW 
FFERINKIDRPLARLIKKKREKN 
QTDTIKNCKGDITTDPTE1QTTI 

reyykhlyanklenleemdkf 

lntytlprlnqeeveslnrpitg 

aeivai1sslptkesrtgwihsri 

lpe vqggtekegilpn sf ye a si1 

lipkpgrdatkkenfrpislmni 

da k.1 lnkil a kriqqhikkl ihh 

dqvgfipgmqgwfnirksinvi 

qhinrtkdknhmiisidaekaf 

dkiqqrfllktlnklgidgtyf 

kiiraiydkptaniilngqkleaf 

plktgtrqgcplspllfnivlev 

larairqeke1kgiqlgkeevkl 

slfaddm1vylenpivsaqnll 

klisnfskvsgykinvqksqaf 

lytnntqtesq1mselpftiask 

r1kylgiqltrdvkdlfkenyk 

pllkeikddtnkwknipcswvg 

rinivkmailpknwkkttlk.fi 

wnqkrahitksilsqknkaggi 

tlpdfklyykatvtktawyw 

YQNRDI DQWNRTEPSEIMLHTY 
NYLIFDKPEKNKQWGKDSLFN 
KWCWENWLAICRKLKLDPFLT 
PYTKINSKWIKDLNVRPKTIKTL 
EENLGITIQD1GMGKDFMSKTP 
KAMATKAK1DKWDLIKLKSFC 


13943 


44311 


A 


14025 


1 


1023 


MG A 1 YDKPTAN 1 ILNGQKL EAF 
PLKTGIRQGCPLSLLLFNIVLEV 
LARA1RQEKEIKVIQVGKEEVK 
LSLFADDMIVYLEDPIISAPNLL 
KL1SNFSKVSGYKINVQKSQAF 
LYTNNRQTESQIMSELPFTIASK 
RIKYLGIQLTRDVKDLFKENYK 
PLLKE\KEDTNKWKNIPCSWVG 
RINIVKMAILP/KAICRKLKLDPF 
LTPYTKINSRWIKDLNVRPKTIK 
TLEENLGNTIQDIGMDKDFTSK 
TPKAMATKAKIDKWDIIKLKSF 
CTAKETTI RVNRQPTE WEKIFAI 
YSSDKGLISRIYNELKQ1YKKKS 
NNPIKKWAKDM/NRHFSKEDIY 
AAKRHM 


13944 


44312 


B 


14026 


1 


2206 




13945 


44313 


A 


14027 




1689 
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SEQID 

NO: 


SEQID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13946 


44314 


A 


14028 


1 


2523 


MKQFLLYLDESNALGKKFIIQDI 

DDTHVFV1AELVNVLQERCHTR 

LGYTEFLVAWRVTFGLCVEAV 

TLHLKYQ1L1RGLLEMMSFSDA 

DILKQLPVTVPGLFPASLSPSSL 

LGNSPPSWLRHNSESKVSAVSS 

PSATKTLSTG1GKLDPGHKEMA 

EESELLKNKMQAPPLSRCPESQ 

KCQHQLRLHHWKPSVRHQVKR 

RSPAVLRSAMPPADCPAVLEAT 

TATHPEKGTALSKHLPSSDSMS 

LKVDVEALENSPGATYIWKGG 

KVTRDSQPKEQGKGDLKKKKK 

GKLPKNYDPKLTPDPERWLPM 

QECSF YQG RKKGKKKDQMGK 

GTQGATAGASSELDARKTVSSP 

PTS PRPG S A ATLS ASTSMIPPRH 

QRPAGAPATKKKQQQKK.KKG 

GKGFPVLREITVVKVDTLVVFQ 

ILEERLSVFI IIQYDTS YPFSTVDI 

EDHECAVWLLLRKSKSDDKTT 

RLEA VREMSETH HWHDAEKAF 

DK1QQPFMLKTLNKFGVDGTY 

LKIIRA1YDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNTV 

LEVLARAIRQEKEIKGIQLGKEE 

VKLSLFAGDI1VY1ENS1VSAPKL 

LKLISNFSKVSEYKTNVQKSQAF 

LYTNNRHTESQIMSKLPFTIATK 

RIKYLGIQLTRDVKDLFK.ENYK 

PLLNEIKEDTNEWKNIPCSWVG 

RJMMKMA1LPKV1YRFNAISIKL 


13947 


44315 


A 


14029 


1 


2868 




13948 


44316 


A 


14030 


1 


3099 


MGELITPLSTLDRSTRQKVNKD 

TQELNSALHQGDLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHILG 

SKALLSKCKRTEIITNYLSDHSA 

IKLELRJKNLTQNRSTTWKLNN 

LLLNDYWIHNEMKAEIKMFFET 

NENKDTTYQNLWDAFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TKIRAELKE1ETQKTLQKINESR 

S WFFERTN K.1 DRPL A RL 1KKKRE 

KNQIDTIKNDK 


13949 


44317 


A 


14031 


2 


3419 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in 1JSSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon tor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


13950 


44318 


A 


14032 




2685 


MGDFNTPL STL D RSTRQK VNK 

DTQELNS APHQADL I Dl YRTLH 

PKSTE YTFFS A PHH TY SKTDHIL 

GSKALLSECKRTE1ITNYLSDDS 

AIKLELR1KNLTQNRSTTWKLN 

NLLLDDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKE1ETQKTVQK1NES 

RSWFFERINK1DRQLARLIKKKR 

EKNLIDAIKNDKGDITTDPTEIQ 

TTIRE Y Y K.HL Y AN KLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIVAIINSLTTKKSPGPDG 

FTAEFYQRAIRQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQK LI SNFSK VSG YK1N VQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRIKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDTNK.WKNIPCSW 

VGRINIVKMAILPK.VIYRFNAIPI 

KLPMTFFTELKKTTLNF1WNQK 

XRAHIAKS/VLSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 

RDTDQWNRTEPSEIMPRIYNYL 

IFDKPEKNKQWGKDSLFNKWC 

WKNWLAICRKLKLDPFLTPYT 

KINSRWIKDLNIRPKTIKTLEEN 

LG1T1QDIGMGKDFMSKTPKAM 

ATKAK1DKWDL1KLKSFCTAKE 

TTNRVNRQPTKWEKIFATYSSD 


13951 


44319 


A 


14033 


845 


1616 


ARAEVKLSLFADDMIVYLENP1I 

♦ARAEVKLSLFADDMIVYLENP 

I1SAQNLLKLISKFSKVSRYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIATKR1KYLGIQLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWIGRINIVKMAILPKVIYRF 

S A IPIKLPMTFFTELE KKNWLA I 

CRKLKLDFFFI PYTKINS RWIKD 

LNVRPKTMKTLEESLGNTIQDI 

GIGKDFMTKTPKAMATKA/KKS 

FCTAKETTIRVNRQPTEWEKIF 

AIYPSDKGLIS 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


13952 


44320 


A 


14034 


707 


2878 


TLMQKSS1KYWQNESSSTSKSL 

STMIKWASSLGCKAWFNIRKS1 

KVIQHINRAKDKNHMIIS1DAEK 

AFDKIQQPFMLKTLNKLGIDGT 

YFKIIRAIYDKPTAN11LNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVL 

EVLARAIRQEKE1KGIQLGKEEV 

KLSLFADDMIVYLENPIVSAQN 

LLKLIRNFSKVSGYKINVQES\Q 

AFLYTINRQTESQIMSALPLT1A 

SKRIKYLGIQLTRDVKDLFKEN 

YKP\LLKEIKEDTNK\WKNIPCS 

G\EGRINIVKMAILPKNWKKTTF 

\RF1 WNHKRACI AKTILSQKNKA 

GG1TLPDFKLYYKATVTKTAW 

YWYQNIDIDQWNRTEPSKIIPRI 

YNNL1FDKPDKNKKWGKYSLF 

NKWCLENWLA1CRKLKLDPFL 

TSYTKIN SRW1KDLN VRPKTIKT 

LEGNLGNTIQDIGMGKDFMSKT 

PKAMATKAKIDKWDLNNLKSF 

CTAKETTIRVNMQPTEWEKIFA 

IYPSDKGLISRIYNELKQ1YKKK 

TTVNPIKKWAKDMNRHFSKEDI 

YAAKKHMKKCSSSLAIREMQI 

KTTMRYHLTPVRMAIIKKSGNN 

RCWRGCGEIGTLLHCWLDCKL 

VQPL WKSV W* FLRNLELEI PFD 

PAIPLLGIYPNDYKSCCYKDTCT 

RMFIA ALFTI AKTWNQPKCPTI I 

DWIKKMWH1YTMEYYAAIKND 

EF VSFVGT WMKLE1 1 1 LSKLSQE 


13953 


44321 


A 


14035 


869 


3869 


RHKKPFKKLTNPGAEIQTT1REY 

YK HL Y ANKLENLEEM D K FLNT 

YTLPRLNQEEVESLNRTITGSEI 

EARTNSLPTKKSPGPDGFTAEFY 

QRYKEEMVPFLLKLFQSIEKEGI 

LPNSFYEAS1ILIPKPGRDTTKKE 

NFRPISLMN1DAKILNKILANQI 

QQHIKNLIHHDQVGFIPGMQG 

WFNICKSVNVIQHINRTKDKNH 

M1FSIDAEKAFDKFQQLFMLKT 

LNKLGIDGMYLKHRAIYDKLT 

ANIILNGQ 


13954 


44322 


A 


14036 


2 


99 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13955 


44323 


A 


14037 




914 


TVTV I HT VARVGNLDIQ IQRKS 
ELFLSLVVCEAIKNEMNVMLKS 
SPVDLVTATDQKVEKMLISSIK 
EKYPSHSFIGEESVAAGEKSILT 
DN PT W1IDPI DGTTNF VH RFPF V 
AVSIGFAVNKKKKVDETYLGL 
VKETCFPLQ1EFGVVYSCVEGK 
MYTARKGKGAFCNGQKLQVS 
QQEDITKSLLVTELGSSRTPETV 
RMVLSNMEKLFCIPVHGMRSVG 
TAAVNMCLVATG\GA\DAYYE 
MGIHCW\DVAGAGIIVTEAGGV 
LMDVTGGPFDLMSRRVIAANN 
RJLAER1AKEIQVIPLQRDDED 


13956 


44324 


B 


14038 


91 


1959 




13957 


44325 


A 


14039 


28 


152 


LPSPSSKDTDS/AASCCAPRGRA 
KGSVSNSRLSFPPSSVPLP 


13958 


44326 


A 


14040 


35 


879 


GSQCSSPPPASRCGSCSSAPSRH 
CPCRDFEPAVAGLARTPVLTTK 
TN PSPPARTG LN APSMGTSLI/P 
ALCCFPLYQGSTELQCKAP**LP 
SPSSKDTDS/AASCCAPYFLVLL 
KVLSSVDNSSIWCSAGPPAQS/S 
SLYTIPMSSMSAKNCSVLRSGT 
WASFTCS*GSQRVSLGTPEALG 
TEDHTSRSLGHSHVCHVDLSPA 
TASCSFQTASSEVSPPATASCSF 
QTASSEVSPPATASCSFQTASSE 
VSPAATASCSFTFSFFFVCALWF 
GICPSCSAAVLST 


13959 


44327 


A 


14041 


3 


159 


EHQCENPQ*NTGTPNPAAHQK 
AYPP*SSGLHPWDNQRQKPHD 
YLNRCRKGL 


13960 


44328 


A 


14042 


54 


245 


GGGGGEAEDRLREPETEKALSS 
SL/RRAPDQC/RALIMQLFQAHC 
FFLST/QATAALQAHYAHIFPSK 










903 


1205 


WDVSQNNKSYL*QTHSQYHTE 
WAKTGSIPFENWHKTGMPSLT 
TPIQHSVGSSGQGNQTNREPNH 
E*TPIHNCFKENKIPRNPTYKGC 
EGPLQGELQTTAQ 


13962 


44330 


B 


14044 


1 


339 




13963 


44331 


B 


14045 


1 


1547 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


13964 


44332 


A 


14046 


807 


1440 


NTGKPNPAAHRKAYPPRSSRLH 
P* DLQQTPTDLQLSDLTPGRKT 
NKQKGI A SPSTK RTSTPKPH LQ 
ANAQRFCHHQACVTRVPKGST 
KHGKEQLVPATAKTCQIVKNIN 
AMKKLHQLTEIQIT1REYHKHL 
YANKLKNLEEMDKFLDTYTLP 
RLKQEEVESLNRPIMGSEIEAIIN 
SLPTKK.SPGPDGFTAKFYERYK 
EELVSFLLKLFQSIEK.EGILPNSF 
YEAS1ILIPKPGRDTTKKENFRPI 
SLKN1DAKILNKILANR1RQPIEK 
L1HHDQVGFIPEMKGWFKKCKS 
INVIHHINQTNDKNHMIISIDAE 
KAFDKTQQPFMLKTLNKLGTIR 
QKKEIKGIQLGKEEVKLSLFAD 
DMIVYLENS1VSAQNLLKL1SNF 
SKVSRYKINLQKSQAFLYTNNR 
HMESQITSELPFTIDTKRIKYLGI 
QFTRD VK DLFKEN Y KLLLNEI K 
EDTNKWKNIPCSW1EESIS 


13965 


44333 


A 


14047 


603 


764 


LPLFLIEYPLFLSLA*LPWPKLPT 
LC*IGVVREG1PVLCCFSKGMLP 
VFAHSV 


13966 


44334 


A 


14048 


1566 




MQSIRKT1GIHAK.YDKACRNGE 
DICLRETNSAADTQAKRV*SGP 
PANSNRPAAEGPDC*KEN*QTE 
RTSTPKPHLY VT1 IKDQRGTQLL 
TNNGTKLDRE 


13967 


44335 


B 


14049 


1 


1932 




13968 


44336 


A 


14050 


711 


1575 


TRKFRRNG*1P*HIHPPKTKSGR 
SR1\FNRPITGSEIEAI1NSLPTKKS 
PGPDGFTAEFYQRYKEELTNIL 
DEHRCKILNKILANGIQHDIKKL 
IHDDQVGFIPGMQGWFNIRKSI 
N V1QH VNRTRDKNHMIISI DA E 
KAFDKIQQPFMLKTLNKLGIDG 
MYLKIIRAMYDKPTANIILNGQ 
RLEAFPLKTGTRQGCPLSPLLFN 
IVLEVLARAIGQEKE1KGIQLGK 
EEVKLSLSADDMIVYLEKPIISA 
QNLFKLISNFSKVSDTKSMYKN 
HKHSYTPITDKQRAKS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


13969 


44337 


A 


14051 




1579 


MQGWFNVRKSLNIIHH1NRNND 
KNHIIISIDAEKAFDKIQQPFML 
KTLNELG1DGTYLNI1RTIYDRP 
AANIILNVQKLEAFPLKTGTRQ 
GCPLLPLLFNIMLEVLARAIRQE 
KEMKGIQLGKEEIKFSLFADD1 1 
VYLENPIFSAPNFLKLISNLSKFS 
GYKINVQKSQAFLYIINRQTESQ 
IMSELRFTIATKRIKYLGIHLTR 
DVKDLFNENYKPLLNEIKEDTN 
KWKNIPCSWTGSINIVKTAILPK 
VIYRFNAIPIKLQLTFFTELEKTA 
LKFMWIQGYSNQNSMVLTLLV 
1PRKMRSAVELQQTSTDLQLRD 
LTVRKKTNKRKATASTSQKGH 
LHQNPICRSPTSKTKEVGFRRSV 
ITNFSELKEDVRTYHKEAKNLE 
NRLDEWLTRTNSVEKTLNDLKE 
LKTMARDLHDACTSFNRRFDQ 
VEERVTVTEDQINEINDGENGT 
KLENTPQDI IQENFPN L AVSRPTF 
KFRKYREHYKDTPREEQPQDT* 
LSDSPRLK*RKKC*RQPERKVE 
LPTKGSPSD 


13970 


44338 


A 


14052 


50 


1105 


TRK SRRN G * 1 PG H 1 Y PPKTK\QE 

EGESLNRPITGSEIEAIINNLPTK 

KSPGPDG FTA KF YQSTNNKN H 

MIISIDAEKAFHKIQQPFMLKTL 

NKLGIDGTYLKI1RAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLPFNIVLEVL AR A IRQEKEIN 

C1QLHNEEVKLSPFADDMIAYL 

ENPIVSAQNLLKLISNFSK.VSGY 

K1NVQKSQAFLYTINRQTESQI 

MSELPFTIATKRIKYLGIQLTRD 

VKYLFKENYKPLLNEIKEDTNK 

WKYIPCSWIGRINIVKMAILPKV 

IYRFNAIPIKLPMTLSSQNWKKT 

TLKFIWNQKRARIAKSILSKKN 

KAGS1MLPDFKL 


13971 


44339 


A 


14053 


1 


764 


MQGWFNVRKSLNIIHHINRNND 
KNHIIISIDAEKAFDKIQQPFML 
KTLNELGIDGTYLNIIRTIYDRP 
AANIILNVQKLEAFPLKTGTRQ 
GCPLLPLLFNIMLEVLARAIRQE 
KEMKGIQLGKEEIKFSLFADDII 
VYLENPIFSAPNFLKLISNLSKFS 
GYKI*FPLFLIEYPSFLSLA*LPW 
PALPTLC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13972 


44340 


A 


14054 




344 


MGINQRRKAENSKNQSASSPTK 
DCSSSPAKEQSWTENDFEELTE 
VGFRRQANAERFCHHQVCPK.R 
APEESTKHGKKQ/RSISHCKNM 
PNCKDHRCYEETASTDSLAETQ 
QQKREF 


13973 


44341 


A 


14055 


301 


370 


DDGVF*IDNHVICKQRQFDFLFS 


13974 


44342 


A 


14056 




1418 


MVREGFPEEVTFELKNELEISK 
GQQMGKNIPDTGASSAKALGE 
RELGTLDKMKNSPSDGSKKD1R 
THRKEA K.NLEKRLDE WLTRIN S 
VEKTLNDLMQLKTMARELHDA 
CTSFN SQFDQ VEERIN Kl DVRLA 
RLIKKXREKNQIDAIKNDKGDIS 
TDPTEIQTTIREYYKHLYANKL 
ENLEEMDKFLDTYTLPRLNQEE 
FESLNRPIIGSE1EAVSNSLPTKK 
SPGPDGFTAEFYQRYKEELVPF 
LLKLFQS1EKEG1LPNAFYEASI1 
L1PKPGRDTTKKENFRPVSLMNI 
DAKILNKILANR1QQHIKKFIHH 
DQVSF1PRMQGWFNICKSINIIH 
H INRTNDKK HMIISID AEKAFDR 
IQQPFMLNTLNKLGIDGMYLKII 
RT1YDKPTANIILNGQKLEAFPL 
KTGTRQGCPLS/ATPVQHSVGS 
SDQGSQARERNKGYS1RK*GSQ 
1VSVCR*HDCIFRKPHRLSPKSP 


13975 


44343 


A 


14057 


1240 


1596 


CYSFLFVRCPSDSQVPQLQVC/C 
EFAGGPLQTVFAWVSPAEVVE 
MFLQG * RKPF YM S Y/TSFEMAL 
MK.VWTMVRTSASPVGDVFGR 
GWSPFPTSTVGALTVFGVSPGS 
CRSSPLPSERLWV 


13976 


44344 


A 


14058 


507 


971 


PANQKKSRTRRJHSQILPEAQR 
GAGTIPSETIPINGKRGNPPKLIL 
* SQHHPDTKA WQRHNRKREFY 
T DIPDDH * CKN PQ *NTGKPNP A 
AHQKAYPPRSSWLHLWDARLV 
QRTQISKRNSSYKQNQRQKPHD 
YLSRCRKGLQQNSAALHAKNS 


13977 


44345 


A 


14059 


561 


758 




13978 


44346 


A 


14060 


2364 


2663 


DGQLTLVSILNHYSLAQSCEY* 
DGECFCLHCSASPFL*EGAQST 
ACTAPPECFASDLGAV*LPQHS 
WCSTLLLEGAPWPGTLGTAPQF 
QHRKLGTNLAG 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13979 


44347 


A 


14061 


1 


64 


MPIGKVGEYYIKGTLRATKESE 
QQSSALELSSDRVYLNEKEPGD 
QPWNAAFVFRGCGVALALRPP 
HLGWGEPRWAGFRGAFGFPFS 
TLNPSNWSLTLIIQGCKQEGFYS 
PSMRPRVVPKRGSAPKVRAEEN 
AALPSRCPPGPLPVAQP/TGPAD 
GGSCEQCPSCGCGCCQLPPPLP 
WFPR*TPCDKRV 


13980 


44348 


A 


14062 


1 


774 


MFVWSNVEGHSVAMFPWYSIP 

FLN PPCSHTRPSNLP VTQ WPPTR 

ENNLPSWQLLLTSIHQAQFLSA 

LHKEQGSSSEKDGRSPNKWDK 

DHIRCPMSVAVMIFSKRHQAL/V 

RAHQGHPNQDNWTVSQMLSK 

WWYTLGPNERQKYHELAFQAT 

AALQAHYVH1FPSKGRWELLH 

GSQRLDWGRCQLKLLGQQGQ 

DVLHTNLGKEENSSCWGYKME 

CEEGFGPQGGDCGLGGVHAPL 

LSPEGLDSEQNTLIMGD1FHCA 

KKI.P 


13981 


44349 


B 


14063 


1 


753 




13982 


44350 


A 


14064 


2 


1457 


YPRRRPSRAGVLAGPAVLAGPP 
SSPGRRPRRAAFFAEPPFSARRS 
PRRAAVLAVPPSSPRRRPRRAA 
VLAAPRVLAAPPSSPRRRPR\PP 
PSSPRRRPRRAAAGSLPGAELP 
QSSRLAAHL\AAD*PDS*1AAGA 
VPRGWEGLTIMAEGKEEQVTF 
Y V DGSRQR A Y AEKPP V V KTIRS 
CTV/SGHSRHNSSSGM*/SSPNSP 
/1PFQFTFQIPSLLQAALWLCL*V 
TWHFFVR*PVLSSRHCFSPGGLF 
SLSLQSAGCPAGSLQAEFVALP 
PGGQSRLHRTRAS*VPGAFQEK 
CPLERVWPFHPSKQHPRNGLAF 
PLP*APQRTQPAEDTLPRHPEM 
GLILSQGTAG/PGRECQATQLPA 
QHSHAEVLHFGGAMSGQLSLV 
GPQDSKRTARLTDSQHLGSPT* 
QPPGLTEGTSLEQG**S*MGWM 
VGVIAGAPSGWSGSSGPSEGTP 
LFSSPA*LPWPELPTLC*IGVVR 
EG1PVLCQFSKGMLPVFAHSA 


13983 


44351 


B 


14065 


72 


1235 




13984 


44352 


B 


14066 


1 


2715 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13985 


44353 


A 


14067 


50 


1304 


TRKFRRNG*IP*HIHPPKTKSGR 
SRI\FNRPITGSEIEAI1NSLPTKKS 
PG PDGFT AEF YQRYKEELTN 1 L 
DEHRCKILNKILANGIQHD1KKL 
IHDDQVGFIPGMQGWFNIRKSI 
NVIQHVNRTRDKNHM1ISIDAE 
KAFDKIQQPFMLKTLN KLGIDG 
MYLKIIRAMYDKPTANIILNGQ 
RLEAFPLKTGTRQGCPLSPLLFN 
1VLEVLARAIGQEKEIKGIQLGK 
EEVKLSLSADDM1VYLEKP1ISA 
QNLFKLISNFSKLSGYKINVQKS 
QAFLYTNNRQTESQIMSELPFTI 
ATKRVKYLGIQLTRDVKDLFKE 
NYKPLLNEIKEDTNKWK.NIPCS 
W1GRINIVKMAILPKCKTVGLLS 
N1STHKSAVHALVEAGG1PSLIN 
LLVCDEPEVHSRCAVILYDIAQ 
CENKDVIAKY 


13986 


44354 


A 


14068 


1 


1155 


MFVWRNVEGHSVAVFPWYS1P 
FLTPPCSHMRPSKLPVTQWPPT 
RENNLPSWQLLLMSVHQAQSL 
SALRKEQDSSSEKDGRSPNKW 
DKDHIWWPMS\AVIIFSKQHQA 
L/VRAHQGHPNQDNRT1SQMLS 
EQWYTLGPNEMQKYDLAFQN 
VEARIRY/CHRPRKRARFLSHAS 
PPWRQLPAAGAEASGAWNLPA 
GGG*HDYNRCSVPVFRTEVSTR 
PRPSEICGLTQE*TLLSAKSQVG 
NTFGFAGHTISDTTTPCGLCTSK 
AA1EVPEADTLPH1CSWHKGEE 
CGLRGPEPSSPPPRPSLAARVSA 
G RG ALRRRRRPEVPP\SRAPRSA 
ATATPANEQRAVADVGQWAR 
ARGGRVRAAGRSGLLRVKMM 
KMKT V MIHFH LMKDE YI FS S 


]39g7 


44355 


— 


14069 


T331 


1584 


SLQRKAARFASSSTVPRRPQG1L 
PI1SFSNVPVGSRRLKAPLVFIGP 
G* ITLNRIPYLPHSAARDPFTWN 
TFSFLLPCEEVPST 


13988 


44356 


B 


14070 


1 


1248 




13989 


44357 


B 


14071 


1 


459 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13990 


44358 


A 


14072 


1 


2156 


MGKKQSRKTGNSKNQSASPPP 

KERSSSPAMEQS WMEN DF DDL 

REEGFRQSNYSELKEEVRTHGK 

EVKNLEK.KLDEWLTR1TNAEKS 

LKDLMELKTTARELHDECTSLK 

RVSVTEDQMNEMKREEK.FREK 

RIKRNEQSLQEIWDYVKRPNLH 

LIGVPESDRENGTKLENTLQDII 

QENFPNLVRQAN1QIQEIQRTPQ 

RYSSRRATPRHIIVRFTKVEMK 

EKMLRAAREKGRVTHKGKPIR 

LTA DLLAETLQARREWGP1FNI 

LKEKNFQPRISYPAKLSFIDRST 

RQKVN K DTQELNS ALHQ A DLI 

D1YRTLHPKSTEYTFFSAPHHTY 

SKIDH1VGSKALLSKCKRTEIIT 

NCLSDHSAIKLELRIKKLTRNHS 

TTWKLNN LLLND Y W VHNEMK 

AE1KMFFETNENKDKTYQNLW 

DTFKTVCRG KF1 ALN AHKRKQE 

RSK1DTLTSQLKGLEKQEQTHS 

KA S RRQEITK I RAELKEI ETQKT 

LQKINESRSWFFEKINK1DRPLA 

RLIKNKREENQIDAIKNDKGDIT 

TDPTE1QTAISEYYKHLYANKL 

ENLEEMDKFLDTYTLPRLNQEE 

VESLNRPITGSEIEAIINSLPTKK. 

SPGPDGFM/RRILPEGQGGAGT1 

PSETVP1NRKRGNPP*/PHFM/SA 

SIML1PKPGRDTTKKENFRPISL 

MNIDAKI/RQ*NTGKPNPAAHQ 

KAYPP*SSGLHPWDARLVQLTQ 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13991 


44359 


A 


14073 


3 


1794 


AMLPMELGCGPLPEPLPVGCSR 

FSLFK*QTCISTVP/GYMVTAQS 

MSSTPPPPSPSTLPSSPSPPPPLPQ 

PLPPPPPSPPTLSSLSSPSPPRPPL 

VSPSTLPSPQPSSPQPLLPPSSSPP 

SLPSPPPPSPPLPSPSPSAIPSLPPP 

SPQPLPPPPPSSPPPSLPSPLLPPP 

PLSSSPSSPLSPSPPPPSPPPSLPPS 

PPPSPPPPPPPQPPSPPSSPLSSPP 

LSSSQPSLLPPSLSSLPLPSSPSPL 

LPLSLPLSISPP*LSLLSPLPPSPS 

LPPSSFQST*TIGQCFSL/VMWH 

VAPCTYLALAGNTLMAWPLMS 

A SSKASGG VSMFV WRN VEPCS 

VAVFSWYSVPFLTPPCSRVRPS 

NLPVTQWPPTRAKNLPSRQLLL 

TSVHQAQSLSALC1CEQDSSSEK 

DGRSPNKWDKDH1WWPMSGG 

HDLQQAAPGPGRAHQGHPYQD 

NWTISQILSERWYTLGPNEMQK 

YHDLAFQHMAGEDIASDEEHM 

VIHEEEGVMVSLLMTALAPLTL 

ISSSRIFGKVYGPTPSSSYTYSD 

ASSSTLAPTSFLLGPGAFKAQES 

GEEAEDGLRELETEKALSSSL/R 

RALDQ/*LALIMQLFQAHCFFLS 

T 


13992 


44360 


A 


14074 




2496 


MLLS1DAEKA FDK1QQPFMLKT 
LNKLGHGYEQHHLHTTNDVDE 
EDLSDAASKGDDFALSEQSQD 
AHFLQPEAYGLGEGAETATGT 
AHQGN H VRVEECG RSLCGCV P 
LVLHPLPDPSLQPHEAQQPASH 
SVACNQRKQPAKLPAVAHERP 
PGGTGSVDPGRPPGATCPESPG 
PATPHTLGVVEPGKSSPPTMEE 
EPWAPQGSPCWTAQSLSALRK 
EQDSSSEKDGRSPNKWDKDHI 
W WPMS\A LMIFSKRHQAL/V 


13993 


44361 


A 


14075 


4317 


5099 


KMFVFLC1SAQLSLQCFRGSFHF 
IKIYDFSFQLFFLFLELPYLLLLN 
HFKMLELVLQQGHPNQDNWT 
VSQMLSKWWYTLGPNERQKY 
HELAFQVKVAHVCNKD* KKFSS 
EAKPTSQGLAGXGNKGSWEWS 
MSETGTATAPGVSSELLSVAAQ 
TLQSSDTK\SSFCGAEWGHP*GI 
GCDDV1ADDGFSTTDTDLKFKE 
WVTDVESGDNSGEEPEGNKGFG 
GKVFAPVIPSSFT/HCRPLLDPE/ 
PPGSPDPPAAFGKVYGPTLSSSY 
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SEQ ID 

NO: 


SEQ ID NO: 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13994 


44362 


A 


14076 


1 


637 


MSRVGSCRWVCGLADFKNGAT 
DLCDKSLHNRELSAERPLNEQI 
AEAEEDK1KKTYPPENKPGQSN 
YSFVDNLNLLKAITEKEKIEKER 
QSIRSSPLDNKLNV/EKDVDFNQ 
EFGKLIDGY\DSTKEWDWVHKF 
QD1PNVLVGTAFNVDDGNGGF 
VVHWLNNKEFHFTSSTEVFMH 
QLRKLS DKQVDHEN DD ADRED 
EEHSQEDRERGLHMKLDH 


13995 


44363 


A 


14077 


448 


464 


KKRA*GSVSQRFPAET*LAD*V1 
NTGSQEAKRREQR 


13996 


44364 


A 


14078 


179 


382 


NTPNQRSVASNRFVKCTHQHS 
VKCTQS ALCKM HQS AGFLK VD 
NHRED*KKGHSDRAKTEHGRG 
QIRE 


13997 


44365 


A 


14079 


697 


1654 


PKPSVGRMGFLGTGTWULVLV 

LPIQAFPKPG\GSQYDKSL\H**ED 

LSAERPFELNRLLEAEGRTRFK 

KTYPP\ENKPG\QSNYSFV\DNL 

NLL\RAITEKEKIEKERQSIRSSP 

LDNKLNVEDVDSTKNRKLIDD 

YDSTKSGLDHKFQENETADNSF 

SQEEEPVVAGEDLPPPSPQESD 

VQPVQPEEVSARDFLQRLDLQ1 

KLSTQAAKKLKEESSSLERMRE 

ETSLSPTVPTKRWDTRILLIGAF 

YRVLIGAFYRVLMGAFYKPIAS 

YRALIGVFYRALMGAFYNPLV 

RQKSSPRPH STQEVQL A SPLTN 

TQ1TYYV1FTV 


13998 


44366 


A 


14080 


72 


1117 


ILENHLSDRVAEGGPLQGLRLG 
VQGEAVPPGLVHQRGGLGPLD 
GELIGSVGQQVSDVEGAGSHR 
G * RHTGRTPA VS AGPAA* S ATH 
TAPMWLAGVAYEPAQPGPVLV 
SPPTPFGQTRQASWCSA*ARCA 
GSWWH*HQTPGGA*RVAAPAP 
SWSRSCP*RPTRSPAAAPPAPSR 
PGRAVGLATGAGH PAQHGHGR 
AVPTGPRAAGAGSWSELCPPSS 
CAGTSRGR*AGTRR*AAPAGSG 
RPGPGAWAGPRCSRSTYAAAA 
CGRGGA*AGADSGPRSGTHAG 
HCGARCRSSTPLVPAAAGHLPP 
PGPGRTGDCPASSCPGPGLPHG 
CSLSGSWGEGWVSAARQAGLP 
WAVA 


13999 


44367 


A 


14081 


2 


269 




14000 


44368 


A 


14082 


1 


591 




14001 


44369 


A 


14083 


2 


477 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14002 


44370 


B 


14084 


237 


419 




14003 


44371 


A 


14085 


2 


1220 


LPPGFVMAAAAARWNHVWVG 
TETGILKGVNLQRKQAANFTA 
G G QPRREE A VS ALC WGTG GET 
QMLVGCADRTVKHFSTEDGIF 
QGSETLPG\GEGMFRGLAQTDG 
TLITCVDSGILRVWHDKDKDTS 
F*PTPGTESGPWGCVGCAKTQA 
HPHVVCHRLGKRMLLKIWDLQ 
G S\GNLCFKAKNVRND WLDLR 
VPIWDQDIQFLPGSQKLVTCTG 
YHQVRVYDPVASPQRRPVLETT 
YEE YPLTAMTLTPG GNS VI VGN 
THGQLAE1DLRQGRLLGCLKGL 
AG S VRGV A V\HPSKPLT*PPVRL 
DRVLRIHRIQNPRGLEHKVYLK 
VSIE/RALLLSGRDNLGG*APEP 
SKTQTRCP* EDTEDRTLGDPW 
RQLPSGKLFGVWSSPKELSKRD 
GERRSG LGPPA PDA PVPTL 


14004 


44372 


B 


14086 


96 


592 




14005 


44373 


A 


14087 


102 


612 


HCAGSPHSPRSLSGTPLPGLPL 

WRHLRSPSAHRCTVGAPFWAG 

QDRSQLP*LAGRCGGRGPSGNP 

GCAVPACGPAGVPGGRGLGGPR 

TRSSQPALPAPGNEGLSTRASG 

CRGRTGSPSSASPPLGLSCLPAG 

QGWGP/GSPPCVSLPPTPWAPV 

RPEPPG*AAPPAPRRPVP 


14006 


44374 


C 


14088 


1 


636 




















44376 




[4Q90 


2~3~4 


Jol 


SFYHLGAGE* PGKSRVPIPQFQS 
PWGPYCQGRARGGEVCHLQAV 
PPRGAGAARTLSGHPLGSPEQL 
PQPGPAAELPGGVVPRSTPPCP 


14009 


44377 


B 


14091 


1 


924 




14010 


44378 


A 


14092 


11 


354 


RLSTSPPDSGAQLASPSGSHTRA 
AGGAACQSRAVRS/PFPSPWVV 
DGTGCGGAGGGARWGGSGCT 
GAHGVGGR\PGMAG\*GPEPCP 
EGRQLRPLAPVGCGQ*REP\G*K 
NSMGETTT 


14011 


44379 


A 


14093 


147 


513 


GSASGVVRLSRWARGLAGFRS 
EAADLRGECYSS*GSASGVVRL 
SRWARGLAGFRSEAADLRGEC 
YSS*KQRGPKELRSPAGFT*WIP 
/LPGLQVELPASPAPCAPTPQPL 
SG*WD\GRRGAGGGARRGGSG 
RTGALGVGVGGSGMAGCRSRA 
LPPREGS 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14012 


44380 


A 


14094 


418 


1026 


WNPHQGCRWSCLPVPRHALAF 
LSPWVIDGTGRHGAGGGALWG 
GSGRTGAHGVGG\S*GMAGCR 
SRALPHGKAAKAR* EIERSASG/ 
TGTAGGPSTPSAATGPGAKSLI 
ARGQQGWPAAPSAGPAKPTPT 
GNSSWPASAAGSSGSCSRLS/SP 
HLP A S * G SG LQP WPAQKG APTV 
QQQAEGLPIPRLPEEWISLPFLG 
HQGEHSGMA 


14013 


44381 


A 


14095 


897 


2111 


PPLLQSSPNFFL1CYLPWHNSHE 
NTHRTGRRGAGGGARRGGSGR 
TGAHGVGGRLRHGGLQVPSPA 
PWEGS*GPARNRAQRRYHCSCP 
GLQSGLPHYSGYHT*PDEKEKN 
GREGQKLER 


14014 


44382 


A 


14096 


1304 


1922 


KLNIGV1YSSEIPDSGAQLASPS 

GSGTRAAGGAVCQSCALRSHSS 

ALGWSMG/PGRRGAGGGARW 

GGLGRTGAHGVGGRLRHGGLQ 

VPSPAPREGS*GSVRNPAQRRW 

AGTAGGPSTPSAATGPGAKSLI 

TRGQQGWPAAPSEGPAKPTPTR 

NSSWPASAARSPGSRSR/RLPPH 

LPAS*GSGLQPWPAHYFEFFLPI 

G QN AQTE VS Y 


14015 


44383 


A 


14097 


318 


533 


MVCFDGADCPWVVDGTGRRG 
AGGGAHRRGSGRTGAREAGGR 
LRHGGLQVPSPARREGS*GPAS 
PAGCLAHL 


14016 


44384 


A 


14098 


346 


957 


ARYTLHIPTRLGSPAGFTQW1PH 

RGCRWSCLPVPRRALAFLSPW 

VVCSFPVDGTGRRGAGGGARR 

GGSGRTGAHGVGGR\PGMAGC 

RSRAL PRG KAAKARREIERS AG 

G/TGTAAGPSTPSAAAGPGAKS 

PF ARG/L AG PA APS ARP AKPTST 

RNSSWPASAARSPGSRSWKMS 

LYMKK.SASGQSQAQWIAKMW 

KSPRFKPLWLTS 


14017 


44385 


A 


14099 


124 


663 


SCLPVLRRALTFLSPWVVNGTG 

RRGVGGGARRGGSGRTGAHGV 

GGR\PGMAGCRSRALPRGKAA 

KARREIEHSAGG/TGTAGGPGT 

PSAATGPGAKSPIAPGQQGWLA 

ALGINGAGERLFMKVAFSLKTC 

SLSCSYLRLTLSRGGSVHVLRG 

NLTVCKPQPALLRVVFHHQRQ 

ADCGALPVP 


14018 


44386 


C 


14100 


1 


672 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14019 


44387 


A 


14101 




1759 


RPLRGWRRTRDARAPRRCRCG 

SHGARRCLRKTAATSRCGGAP 

GP\RSRPPSTGQAAEAGDW/PAG 

CNP*GGLRAADGPGSRPPRGSI 

GLLCGQGGQGGSSPWVVHGTG 

RCGAGGGAPWGGSGRTGAHG 

VGGRLRHGGLQVPSPAPQEGS* 

GSARNRAQPRWAGTAGGPSTP 

SAATGPGRDGEGG\ETGAHVSA 

LKGTPGTEWPAHGLVPYS1GDQ 

TCLIFKVTFKAVVLKCGPQTTS 

STSISCPGSAN/SPPSPAG*/GSSG 

CGSSSLCSAHSVQEDSQPQ*KR 

TGLQSVTYGRSGSSSNEPRYHSD 

LPTSRSKLRNEDTFFGRRKKLS 

EVQRTGQDPA*SHHTSSYTLPG 

L*TAEGKDRVENAA*K.GSPNFQ 

RSGTFNPKGGARKTRQAWHPR 

APNCQAGTPPREGSSGPRTSLS 

AAFRJPQEVVNFLISGPITRAQR 

HGEPESPRGQTGSPPLGKTGSE 

GTDRKSTGADKKSTGDRQEVR 

EPTESPQGLDRKPTGMDRRSTG 

NRQKVRRQIGSPLGLNRKPNGT 

DKKSTRNRQEVRRRQSAGARQ 

ERAGSSTFLRLSALCGLLVDVN 

REQVA K.QKWDL YSSRFTSGNR 


14020 


44388 


A 


14102 


1879 


2607 


GKPSLSLHPGHKCG ISRCNGN V 
SSRLRSPAGFTQW1PHRGCRWS 
CLPAPRC A LALLSPWV VDGTG 
RHGAGGGARRGGSGRTGAHG 
VGGRLRHGGLQVPSPAPREGS* 
GPA RNRAQRRWAGTAGGLSTP 
SAATGPGAKSP1ARGQQGWPA 
APS\GGPPSPSPPGTPAGPQAPH 
AAPVPAR\PLPPHLPAS*GSGLQ 
PWPAQKGAPTVQGGG*RAPQM 
PPKWEPRQGRRIVAFTIEVGVL 


14021 


44389 


A 


14103 


2 


272 


GHWGMVNSPCRASATVSRGSP 
LPGVLPTSPPSATSTCRMRCHPR 
RCPLPFRRLSPPSLTPP/PGKPPL 
LPRPHSMPGLGLPLGGLPVFHP 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14022 


44390 


A 


14104 


101 


1815 


QSARQLRPCPGAPSLAGVENRR 

KKTTNLTSLAAPDTQSTCGQSC 

GCLHSMGSSCMQHSYYTGFLR 

SLWPCRCHRSAFSGQRRSEEKD 

SKS V RERSGRSQN VPARPALTS 

PLTQSPGPLAPGAGSWSRSQLG 

TGTGVLWWQRESATGDFRTES 

ARSSDPSRRDWPGAKRKREEG 

AATVLWACATASTAIICQDNAI 

SPLKSGNSPSNHLWRPQGQLPP 

VLGLAQPKRWRPNRLTTSPSPS 

RMMARPVDPQRSPDPTFRSSTR 

HSGKLEPMEATAHLLRKQCPSR 

LNSPAWEASGLHWSSLDSPVG\ 

PCRP*GLRPSTHGAR\TFSGARP 

GLGGYSPPPEEAMPFEFDQPAQ 

RGCSQLLLQVPDLAPGGPGAA 

GVPGAPPEEPQALRPAKAGSRG 

G Y S PPPEETM PFELDGEGFGDD 

SPPPGLSRVIAQVDGSSQFAAV 

AASSHQCLSHH1PMSPSVGRNG 

LLTKPPSTSRRGKLTKRDDMYY 

FVPFRSLNDMMHMLPFIEDSR 

WTHNLD1NREQKTNPLAGPKG 

RPISRTQAAASTSNSK.TESQIQE 

KTEEAPFSLRYINMNRSMDPLN 


14023 


44391 


A 


14105 


39 


877 


AGPGPPRPLPPRSSEGPPGAS1SL 
CSEVPGPSCQGRFRGGRDAMS 
MPWREEERSLLAGE*PS*GG*S 
GRGVSRKCS*PGPRGVPRPRPL 
RSRPRAASSE\DQNSPLDQSLHR 
TRKTIPSSGGSTA1MPRRGSSSE 
TFFSAPSKTWVLGIPGETF1SGP 
AAFPXAPGGPRAAPRPSPSLNSL 
* SGGNGGPGPPRLHFSSCGKGP 
PRPSNSRN\GGQSACQGGSHLV 
C*SHRGSLGEGHAYQGDPCSPG 
HPAKAPSRAHAQARRSAHAAS 
LTSGPCDASCQAW 


14024 


44392 


A 


14106 


358 


546 


CFPSRIRLALSRAPKWPAKRSPS 
EPEMS/PPVWSPHPDPNNTAPPK 
EQPPSSPGRVGRHGNWSV 


14025 


44393 


A 


14107 


22 


549 


DHCLCSVVRNKRDSVYPLPIPP 
CCKTSTISPP/LVDAVRP*D1SVS 
KRVTSCAPLEPQPHPCLPTINAG 
R/TLARPQGAPTPNKEEGQAPG 
RATASGQAAPATTVLGDTTK/G 
PQGRHRGTSASAAGPAPFAVA 
DQLPPEDRAASAEGRK*AAAFP 
FCHRLVQDGGPPPPAAGVPGA 
GES 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14026 


44394 


A 


14108 


146 


2616 


LAAVGMASHCFRQRRQSQSPA\ 

GLRGAGSAYSPA\EGARSSHGQ/ 

PPWRGRRRGPGDPVRGAARCR 

RPRAAAQPARPAARPPARPRPA 

P*AACCE/VPSAANSVAPSAAM 

*SSAGRDGASSQRSRRPHAAPP 

RSSALPANGK/PPSPVTRAARTC 

GARSSNTGA*SAARPKHSAASS 

RHPPPAA/MPLPARHA/PGGTSG 

RPLPTPQGSAPTSSASPRGPATP 

PPAG PRAPPPSPRRA A APRPPG R 

QLSPAPGTPAAGGGGPPFPALR 

* SG SVFGRQLVGDGERGRACG 

ARGSAAVPALRTFVVSPSTVVA 

GAACPLAVALPAPDPLPCSE*A 

PLRSG*VPQPASLFCSQFRPQA 

WQHP* LLRA PC PRLG A A VPC V 

WCHSRALDSATPRWM*G*RLP 

AVWL\PAFPSPPFNQAFVPPCQQ 

NCSLQNRQTLSASAKIGTEEWD 

1AIKIPENVEVTLELGNEQRLEE 

FG GLRRRQEDEGK FGTPTDWL 

NGCDQNADSNMDSEGQGEDG 

GCSFGGAGLRGSGWGDQTRET 

FLALKANLRWPFRSSAQSQTSQ 

EGAAGARSGLK.GGKK.NPLKLP 

KKQAKKMNKAFKQKQEKERK 

KHK.ELKAKASWKGLRPQVEFK 

NLAERRGEAAVPGCPVVAGHS 

WRLLSLARGCAKRARQLLFPSE 

KLLAALREGSTRGGGAASQPQ 

RKLRVCMRVLDSSVEDFHMDG 


14027 


44395 


A 


14109 


1 


885 


MHSIDTEKALDKILHPFILKTLN 

KLGIDGTYLKIIRALYDKPTANI 

IMNEQKLEAFPLKSNTKQGCPF 

LPLLFNIVLEVLARAIKQEKEIK 

SIQIGREEVKLSLFADDM1VYLE 

NPIISAPNLLKLISNFSKVSGYKI 

NVQKSQAFLYTSNRQTEIQMM 

SELPFTIATKGIKYLG1\HPLTRD 

VKDLFKENSKPLL/KELEKTTLN 

FIWNQKRAHIAKTMLSKKNKA 

GGVMLPDFKLYYKAAVTKTA 

WLGDDQVFL1PRGHISDYHMG 

KNLGQYPAFQDRGPCGFPQC1V 

PLVYRD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


14028 


44396 


A 


14110 


453 


891 


LIHLSTDALRVSGWGTVRSFSS 
HEAIFQTIAWGETLDNTLLSRA 
EVPAAFHGALCPWF1ETREWQ* 
LLQSILLVNIWLTRHVLHSPRSL 
KP*FYTT*VFVCSKLGQSGWGK 
VAGAKLQMNNISAKQLFKVQV 
LFK1ESLMSSLST 


14029 


44397 


A 


14111 


452 


2922 


ICMGLAREW1LRFLVLILQEIRS 

MRQK.ENKDIQDLNSALHQADL 

IDIYR.TLHPKSTEYTFFSAPHCI/ 

RTYSKIDHTLGSKALLSKCKITE 

IITDSQTTVLSELRIKKLTQ\NRS 

ATWKLNS/YLNDYWVHNEMK 

AE I KMFFETN ENKDTTYQN LW 

DTF KA VCRGKFI ALN AHKRKQ 

ERSK1DTLMSQLKELEKQEQTH 

SKVSRRPITG\SEIEAIINSFTNPK 

RVPGPDGFDEPN FYQRYKQEL 

VPFLLKLFQSIEKDG1LPN*FYE 

ASIIL1PKPGRGTTKK7EENFRPIS 

LMN1DAK1LNKILANR1QQHIKK 

LLHHDQVGFIPGMQGWFNICKS 

INVIQHINRTSDKNHTIISIDAEK 

AFNK.IQQLFMLKTLNKLGTNG 

MYLK1VRAIYDKPTANI1LNGQ 

KLEAFPLKTGTRQGCPLSPLLF 

NIVLEVLARA1RQEKE1QGIQLG 

KEEVKLSLFADDMIVYLENP1V 

SAQNLLKLISNFSKVSGYKINLQ 

KSQAFLYTNNRQTESQIMSELP 

FTTASKRIKYLGIQLTRDVKDLF 

KENYKPLLNEIKEDTNKWRNIP 

CSWVGRIMVKMAILPKVTYRF 

N A1P1KLPMTFFTELEKTI LKFR 

WNQKRAHIAKTILSQKNKAGGI 

RLPDFKLFYKATVTKTARYWY 

ENRDIDQWNRTEPLEIMPHIYN 

HLIFDKPDKNKQWGKDSLFNK 

WCWENWLA1CRKLKLDPFLTS 


14030 


44398 


A 


14112 


3 


3349 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14031 


44399 


A 


14113 


294 


1107 


RRHRLENYIPRTAQSPHPRKAL 

ARSESKRDGGFKNNWSFDHEE 

ESEGDTDKEPGPLDAPPRP/ESG 

PRAPGKGL*RRSRSPGPSERGSA 

ARLTAEPEARNPAASTLLRRGP 

SSRRARRRCGPWIKKEAAWEE 

EDGGRQERRLGQDLRTRTLNK 

SKGGIDSRI1SLGQHSHPTHAKL 

WLDQSLREMEVLKIIGALIMKK 

KVKEIQIKSRARSTPLHDQIGTT 

SPRERT1ASKRHPYY1TPKGIRY 

EQDTLSRTPITT1RSRQRPLGPLT 

ASPPPSFPTLAPPTQA IKPSLHLR 

EGKPTPTPGERSTRPHHPEPPRK 

EYALSSLYPPTYLLAPTSTDLG 

NAHPTQEPQFNVDATHPRQNR 

F1PVAGNSPKRSSQFP1VFAPKK 

NTTPPYLDFA AI LGLHRRPPRSR 

FRTSYPPKEFRSSPPERTAPRN 














VQKSVLCSFQAGTMEGVEEKK 
VPAVPETLKKKRRNFADAIQFL 
QTVFLAF*YTLLKGRQ\VYWLV 
EE*HQFYK1SYRKKMVQRIRQH 
PQSCTVQKSWWP 


14033 


44401 


A 


14115 


3 


754 


GTMEGVEEKKKEVPAVPETLK 
KKRRNFAELK1KRLRKKFAQK 
MLRKARRKLIYEKAKHYHKEY 
RQMYRTEIRMARMARKAGNF 
YVPAEPKLAFVIRJRGINGVSPK 
VRKVLQLLRLRQIFN\GTF\VKL 
NKAS1NMLRIVEPYIA*EYPNLK 
SVNELIYKHGYGKINKK*VALT 
DNTLIARPLGKYGITCMEDL/IH 
EIYTVGKCFKEANNFLWPFKLS 
SALSGMKTKKTTHFVEGGDGG 
NRVDQINTLNRRMN 


14034 


44402 


A 


14116 


1 


388 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14035 


44403 


A 


14117 


1 


1145 


MTRNYEWLLEAESSPQPIAFQK 

MEPQPYNSKELNSANNQCLLE 

KPKLRQRLKDKEYDQGHTAVQ 

CQSWVYVLTPDSFCQQLILLPS 

TENFHECSRSDTAGHLRTGHVA 

SNWLSEHSPQTMPAAMQWDK 

KMQNTSS WFPQKAPEKVKPM S 

KLWQTPSQNDTLYKAVKALTL 

SSPERNSINTNKKDVHTETSSK 

GHQHQRPKVDKSMKM RKNQH 

KKAENSQNQNASSPPRNHNSSP 

ARERNWSENEFDELTEVVFRR 

WVITNSSELKEHVLTQCKEAKN 

LEKRLEELLTR1TGLEINQAEERI 

SETEDQLNEIKHEDKIREKRMK 

RNEQ1LQE1 WA YVK\RPKLRLIG 

VPENDRENGNKLENTLQDTIQE 

NFPELAR* AN IQIQ 


14036 


44404 


C 


14118 


291 


551 




14037 


44405 


D 


14119 


1 


1308 






44406 






82 


367 


ITLSSPPHSFIGHKTPASGPPQKI 
PPQPSQ/CKQWG DPTPVE AC/C V 
SCPTQGF1SPTRGGPPCKHESLV 
VPLVGTPRRNQPGGHIQHSQR 
WAPVLT 


14039 


44407 


A 


14121 


999 


2661 


VHL1GCGGPGQPVPEPAPPRGL 
RSMRC/G P*GFSPGAEA* TEP/C 
HYGGRGFPCGPFSLGCLAT\NSP 
WLPGPRPPCSPWAGP\CGLCPLP 
AAAAERQPALSVPGASPSCRLL 
PL V VLCHG SH LNGG RVLLRPG 
GSPCGHCHNCAGARRGLGHVL 
QGGAQARQREQLQR 


14040 


44408 


B 


14122 


164 


1042 




14041 


44409 


D 


14123 


320 


566 




14042 


44410 


B 


14124 


1539 


1674 




14043 


44411 


A 


14125 


185 




780 


QKAKKGKLKRSKQNSFPGLKK 
TVPSQLVQYCPSF*ISWKPMVY 
QKVPA* PRPPRTPDHHPDPGPA 
PHPRQHHPPPRSPDAEP/SPTTPT 
RRRPPTQPPDPHPKRPPPHSKPH 
PPQQPPTPPTATPTEQQRHTAPP 
TPRPPTTHPPSTPKH P A\PHTA PP 
PTKNTKPPTPQRTTQ D KG RQKK 
PRRQPHH SE PNKKS PKA HI 


14Q44 


44412 


— 


■j 4 -j2g 




TT28 




14045 


44413 


A 


14127 


319 


536 




14046 


44414 


C 


14128 


231 


425 




14047 


44415 


B 


14129 


1 


1431 




14048 


44416 


A 


14130 


75 


393 




14049 


44417 


C 


14131 


174 


371 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 








14132 


79 


164 




14051 


44419 


A 


14133 


343 


775 




14052 


44420 


A 


14134 


554 


724 


SEGPSKEPTHRRMKFSHHDDLI 
FLDLSN*QPPNSPEPHPPQSP*KP 
WPQNPSSRQM 


]4053 


44421 


— 


14135 


20 


242 


VSFLSMGSGHCIRSTRGSKMVS 
WS VI A K IQEI * CE EDERKMA RES 
\LAESMSTYVMMNHTYDS*GK 
THILIMKK 


14054 


44422 


A 


14136 


229 


366 




14055 


44423 


A 


14137 


131 


505 




14056 


44424 


A 


14138 


1 


1317 


AGCSCGSRAMAEEQGRERDSV 

PKPSVLFLHPDLGVGGAERLVL 

DAALALQARGCSVKIWTAHYD 

PGHCFAESRELPVRCAGDWLPR 

GLGWGGRGAAVXCAYVRMVFL 

ALYVLFLADEEFDVVVCDQVS 

AC1PVFRLARRRKK1LF\YCHFA 

DLLLTKRDSFLKRLYRAP1DWI 

EEYTTGMADCILVNSQFTAAVF 

KETFKSLSH\KDPDVLYP\SLNV 

TSFDFSCS*KAGMT*SPRGKNS 

WLLSINRY\EREGKIWTLGTGK 

ALVQLRGRLTSQDWERVHLIV 

AGGYDERVLENVEHYQELKK 

MVQQSDLGQYVTFLRSFSDKQ 

KI SLL/RQL ARVCF YTPRQ* GTL 

G1VPLGRPCYMAVPQFICCLIRV 

GPFGSSI*PQCSQGFCVEPDPVH 

FSEAIEKF1REPSLKATMGLGWE 

EPE*REKFSPGSILQEQLYRYVY 


14057 


44425 


A 


14139 


1 


648 


MESKEEQGGVADHQKATRG1P 

TPQPREVVSERATQRGNRAFST 

KLCNPKTNRKQQQQYQQQQK 

GRTKTLPKGQHPQRSKLDKLTE 

MRKHQQKNTKNPKGQSPCSPP 

NDCNVSPARVHNWTGDEMEEL 

TEVGFKKWVRKNCAELKEHVL 

TQCKEAKNLDKRLEELLTRKTS 

LERN INDLMELKT/RA* ELCKA 

YTSINS* IDQAEERISEFEDHL AE 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14058 


44426 


A 


14140 


1 


1365 


MPVKGGTKCIKYLLFGFNFIFW 

VSERDCRALLSGPTCSRAPDTG 

RGRECRQLALPAPGRHRAGRES 

ALRLPAGSKAGSRAGRDGRDG 

RIRVGVSGTLFGSTTGLFNQSL 

AETGFTPYTQKSNDFLVKSLKI 

WHTYFKNFHQEARLYIRTSPGS 

NWNWFCTLGIESPEQPGVYEG 

QRPRVVTKSFASLTLKRVGTVL 

LLAARINADVLYVLQLAGIAVL 

AIGLWLRFDSQTKSIFEQETMN 

NNSSFYTGVYILIGAGALMMLV 

GFLGCCGAVQESQCMLGLFFG 

FLLVIFAIEIAAAIWGYSHKDEV 

I K EVQEFY K.DT YNKLKTKDEPQ 

RETLKAIH Y A VCRLG KDTLLRF 

LR1VSAHRLNCCGLAGGVEQFI 

SDICPKKDVLETFTVKSCPDAIK 

EVFDNKFHI1GAVGIGIAVVMPS 

FRSNHPDPHVSSYLL\IFGMIFS 

MILCCAIRRNREMV 


14059 


44427 


B 


14141 


98 


1064 




14060 


44428 


A 


14142 


560 


964 


K.RLPR1 LGIRG KPCCPDTSR AGR 
RVRGRAAAPCREAARGRGQRR 
FLPPTWRCETGAATMFPSPALT 
PTPFSVKD1LN1TVRPRS/LGQAA 
LTKRLSASL\SPQSCARCRRRWS 
CV1LSAVRGN*YAGSRAHRDCT 
Q 


14061 


44429 


C 


14143 


189 


452 




14062 


44430 


A 


14144 


1 


647 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14063 


44431 


A 


14145 


890 


2905 


LRLSLKFPMSQWTPEYNELYTL 

KVDMKSEIPSDAPKTQESLKGI 

LLHPEPIGAAKSFPAGVEMrNSK 

VGNEFSHLCDDSQKQEKEMNG 

NQQEQEKSLVVRKKRKSQQAG 

PSYVQNCVKENQG1LGLRQHL 

GTPSDEDNDSSFSDCLSSPSSSL 

HFGDSDTVTSDEDKEVSVRHSQ 

TILNAKSRSHSARSHK.WPRTET 

ESVSGLLMKRPCLHGSSLRRLP 

CRK.RFVKNNSSQRTQKQKERIL 

MQRKKREVLARRKYALLPSSSS 

SSENDLSSESSSSSSTEGEEDLF 

VSASENHQNNPAVPSVTYGQP 

WSKNIKEKTLEINSSQALTAYE 

CLHSAHV1NLISPFYHHFPSSQE 

RSYLSTLSTLSNKKTGSVWFTR 

SPK.VTQFFPGGA1TGTLSQRPER 

El LRPLALPG KGNTPPYFCSPSM 

GCTHCPTSPNEMNQGISEDTAA 

APVRDIYIKPPSPWDRAPGGRG 

GCGHSFSRLKSPYLRALKSAAD 

FPAQHSSSDKGQAASSSGSLTP 

VYPVWVTPPSRGRQTPHRGEL 

WLASDGCPSGRKLPEEGTGSNL 

CCSAASAGDTQANRDHNSSPA 

REQTWTENKFDKLTEAGLRRW 

VINSSELK.EPVLTQCKEAKNLE 

KRLDESPTRITSSEKNINDLMEL 

KNTAQELHEEHTSINSQ/DQAE* 


14064 


44432 


A 


14146 


1 


737 


LNRG EQRAV R.YYSHM KJLNMA 

EEEDYMSGFLH*CPRRYQTRIA 

NAKANPRSPSKRVEKQQEANLK 

NRQKSLKEEEQERRDIGLKNAL 

GCENKGFALLQKMGYKSGQAL 

GKSGKSG1GHEASLKRKAEEKL 

ESYRKKIHMKNQAEEKAAEQF 

RMRLKNKQDEMKLEGDLRRSQ 

RACQQLDVQKNIQVPREAWY 

WLRLEEETEEDEEEKEQDEDEY 

KSEDLSIKKTYLQIVQDQLLQF 

MTKIIPNKVET 


14065 


44433 


A 


14147 


1 


1860 




14066 


44434 


A 


14148 


1 


1203 




14067 


44435 


B 


14149 


1 


1119 




14068 


44436 


A 


14150 


1 


1407 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14069 


44437 


A 


14151 


1 


1731 


ERSSSPATEQSWMENDFDELRE 

EGFRRSNFSELKEKVRTHHKQD 

KNLEKRSWFFEKINKIDRPLAR 

LIKKKREKSQINAIKNDKGDITA 

DPTEIQTTITEYYKHLY ANKLE 

NLEAMDKFLDTYTLPRINQEEV 

ESLNR/LNNRL*N* GNN **LTNQ 

K/N VQDQMD* QLN STRGTRRS 

WY/RFLLKLFQSIEKER1LPNSFY 

EGIILL1PKPGRDNTKKDNFKP1S 

LMNMDAKILNKILANRIQQHIK 

KLIHHDQVGFIPGMQGWFNICK 

SINVIQH1NRTKDKNHM1ISTDA 

GKAFDKIQQPFMLKTLNKLG1D 

G MN LKI 1 RA I YDKPT AN I ILNRQ 

KLEAFPLKTGTRQGCPLSPLLF 

NIVLEVLARA1RQEKEIKGIQLG 

KEEVKLSLFADDMIVYLENPIV 

SAQNLLKLISNFSKVSGYK1SVQ 

KSQAFLYTNNRQTESQIMSEIPF 

PIASKRIKYLG1QLTRDVKDLFK 

ENCKPLLKEIKENTNKWKNIPC 

SWIER1NIVKMA1LPKVIYSFNA1 

PIKHPMTFFTELEKTTLKF1WNQ 

KJRAR1TKSILRQKNKAGGITLPE 

FKLYYKTTVTKIAWYG 


14070 


44438 


B 


14152 




906 




14071 


44439 


A 


14153 


3 


553 


EHSSSPATEQSWMENDFDELRE 
EGFRRSNYSELKEEVRTHGKEV 
KNLEKKLDEWLTRITNAEKSLK 
DLMELKTTARE1CDECTSLSSR 
CDQLPRPDGFTAEFYERYKEEM 
VPFLLKLFQSIEKE/VNPP*LTL* 
GQHHPDTKAWQRHNKKREF*T 
NIPDEH*CKNPQ*NTGKPNPAA 
HQKAYPP 


14072 


44440 


A 


14154 


' 


909 


MKA E IKMFFETNENKDTT YQN 
L WDTFKA VCRG KFI A VN V HKR 
KQERSK1DTLTSQLKELEKQEQ 
THSKASRRQEITK1RAELKEIET 
QNTLQKINASRSWFFERTNKID 
RPLARLIKKKREKNQIDAIKND 
KGDITTDPTEIQTTI RE Y YKH L Y 
ANKLENLEEMDKFLDTYTLPRL 
NQEEVESLNRPITGAE1EAI1NSL 
PTKKSPGPDGFTAEFYQRYKEE 
LECSSSPAMEQSWTENDFDDLR 
EEGFRRSNFSELKEEVQTHRKE 
AKNLEKRLEKWLTARITNVEKS 
LNYLRELKTMARELC 


14073 


44441 


A 


14155 


1 


969 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 






A 


14156 


377 


687 


LLEGKLTNRKDIHTKTPSV/SPP 
SSKTKEHSSSPAMEQSWMEND 
FHELREEGFRRSNFSKLKEEVR 
THRKEVENLEKRLDEWLTRITK 
VEKALNDLMELKTMARE 


]4075 


44443 


A 


14157 




71 1 




14Q76 


44444 






■j 


831 




]4077 






T41I9" 




744 




14Q78 


44446 


B 


14160 


1 


1479 




14079 


44447 


A 


14161 


1 


810 




14080 


44448 


A 


14162 


3 


65! 




14081 


44449 


A 


14163 


2 


1067 




14082 


44450 


A 


14164 


2 


2063 












1328 


1639 


PTNAHETSGRY1AGSSEKRTSA 
RTCGGTSAAARPAGTSMQTRC 
RQPPPSS*HAVPRVAQSSDSGL 
KATHPQAYQPCGHTPTRLPQES 
N C IEHERG LGKKKKKKK 


14084 


44452 


A 


14166 


1 


620 


MTLGYGQRGANKDLRTGFDPD 
LCTMDNFAEGDFTVADYALLE 
DCPHVDDCVFAAEFMSNDYVR 
VTQLYCDGVNDSFLIGGLLRIG 
CKIENERSSSPAMEQSWTENDF 
DELREEGFRRSNYSELKEEVRVT 
NGKEVRNFEKKLDEWITRITNA 
EKSLKDLMELKTTARELCDKC 
TNLSNRCDQLEERVSAMEDEM 
NEMKHEDKFREKE 


14085 


44453 


A 


14167 


1 


514 


MGKKQNRKTENSKNQRTSSSP 

KERSSSPAAEQSWMENDFDEL 

REEGFRRSNFSELKEEVRTHGK 

EVKNLEKRLDKWLTRITNTQKS 

LKDLMELKTTARELHDECTSLT 

NQFDQLEER1NN1\EDH*QD**R 

RKERRIK*MQ*KMIKGISPLIPQ 

KYKLPSENTINTSMQIN 


14086 


44454 


A 


14168 




366 


MDTFLQAERKDYMEAYELIEQ 
EEQGEREPVAVNNILSTEALMA 
NAKSTLMFYAVGFLWQPGGGR 
GHKAASNPGVTRDVVGSLSSLT 
FLRGERSSSPAMEQSWTDNDFD 
EL\REEGFR*SNFS 


14087 


44455 


A 


14169 


1 


1026 




14088 


44456 


A 


14170 


1 


3906 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14089 


44457 


A 


14)71 


1643 


2721 


1K.PTKMGKKQSRKTGNSEKQST 

SPPPKERSSSPAMEQSWMENDF 

DELTGAGFRRLVITDFSELKED 

VQTHHKEAKNLEKRLDKCRTN 

G*LEWMNG/ITRITNAEK.SLKDL 

MELKTKARELHDECTSLRSRFD 

QLEERVSVMEDQKK\MNEMKR 

EGKFREKRVKRNEQSLQEIWD 

YVKRPNLRLIGVPESDGENGTK 

LENTLQD1IQENFPNLARQANV 

QIQEIQRTPQRYSSRRATPRHIIV 

RFTKVEMKEKMLRAAREKGQ 

VTLKGKHIRLTVDLSAETLQAR 

REWGP1FNILKEKNFQPRISYPG 

KLSF1SEGEIKYFTDKQMLRDFV 

TTRPALKELLKEVLNMERNNR 

YQPLQNHAKM 


14090 


44458 


A 


14172 


351 


898 


SGVTAPWRPNGTLL1TAATASH 
PVLAIPAHLCSPRCPSFLTTVTC 
SGPQHHAARGRVPFHC/SECGK 
SFRYRSDLRRHF/ARHTALKPH 
ACPRCG/KGFKHSFNLANHLRS 
HTG/ERPYRCSACPKGFRDST/G 
LLHHQVKTITT*PD/CGGCLVSN 
IVGSYSRPPWPCTRGPRRPLGSP 
SPAPGSVCLC 


14091 


44459 


A 


14173 


1 


551 




14092 


44460 


A 


14174 


3031 


3207 


T1HGCWWDPLSSIF*PFWGRGFI 
SHKICQAQISFRVISGTVLSLDK 
LLIMFHKAIFASP 


14093 


44461 


A 


14175 


3555 


3957 


ENGQKTWTGTSQRRYTGDRM 
AQIQNPDTKCW*ECKATGTRIH 
CWWECKMVQPLWKSYWQFLT 
KLS1 LLPYNL A 1 ILLGN YPN ALK 
MYAHTKGFTCMFIAASFIIAKT 
WKQPRRPSVGEW/INNL*LVQT 
MEYYSAL 


14094 


44462 


A 


14176 


3 


883 


CQPYPRPRPRTGTHGSCQPPSQ 
GSAEP*G*CLPTLLRMALKAQP 
TKVNPRTLLDSDPDVC/S*AAHS 
RVLITSPSRAPWRLPSP*RRCPA 
GTCMPSTATSAR*CSQRPGSSW 
*T*TGSSLGSQACGPSSSTAPPSS 
SWSACTCGCAAAARCSCAASS 
TRSGPTCGSSPPASSCASSTPAP 
GTTPSSTLTSWASSPWSTPCPGS 
AGPSSWSSSSSATPSASASTRTL 
SPGSPAAP*PWPTALSRLTEQEA 
VWGAWGISHGNSWDKETKLV 
RLPHPCSKSPCFRPSLQPYRAHR 
AP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


14095 


44463 


A 


14177 


3 


395 


SAEVGAAETTLTELRRTVQSLEI 
DLDSMRNLKASLENSL\GILLHL 
ESELAQTRAEGQRQAQEYEAL 
LNIKVKLEAE1ATYRRLLEDGE 
DFNLGDALDSSNSMQTIQKTTT 
RRIVDGKVVSETNDTKVLRH 


14096 


44464 


A 


14178 


2 


1044 


AKTSSQMPSPQEGMCGKACTP 
ALSQADSLCPLLRLASEVEGYS 
LPACAEPYVQSECLSHLSVWSL 
QHALSSLASMSFTTCSAFTNYW 
SPG S VQVPS YGTQPVSH A AS VY 
AGLGGSGSR1SVSHFTNG\GGLA 
GMGGIQNEKETMQSLRDRLAS 
YLDRVRGLETENWKLESKIQEH 
LNVTRL* LETEIEALKXELLFM 
K.KNNEEEAKGLQAQIASSGLTV 
EVDAPKS/QDLAKNMADSRAQ 
YDKLARKNREELDKYWSQQIE 
ESTRVVTTQSAKVGAAEMTLT 
ELRHRVQSLEIDLDSTRNLKAS 
LENSLREVEARYALQMEPSLLF 
SKIIFGRVWEISYLHVFEGKQV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14097 


44465 


A 


14179 


1 


2040 


MPVPQLPPPVSRLAATAAASVT 

EPGPNPEAVRSASAEPEVKEGF 

PSQNHSVGHSNL1PSGGSVAPSS 

GRSHYGYASEDGTCSKLRVRPR 

LAAAPAAPFAFVADLASCCQG 

LSFFEGILLVRGPYRRLRATVV 

RDLVAVRMAEEQEFTQLCKLP 

AQPSHPHCVNNTYRSAQHSQA 

LLRGLLALRDSGILFDVVLVVE 

GRHIEAHRILLAASCDYFSMSFT 

TRSTFSTN YWSLGSV L ATT YG A 

RLVSSTARVYAGAGGSGSRJSV 

SRSTSFQGGLESGGLAAGMAG 

GLAGMGGIQNEKETMQSLNDR 

LASYLDRVRSLETENRRLESK1R 

EHLEKKGPQVRDWSHYFKIIED 

LRAQ1FANTVDNARIVLQIDNA 

RLAADDFRVKYETELAMRQSV 

ENDIHGLRKVIDDTNITRLQLET 

EIEALK*ELLFMKKTPEEEVKG 

LQAQIASSG\LTVEV\DAPKSQD 

LAKIMAD1R\AQYDELARK\NRE 

ELDK YWSQQ1 EESTTV VTTQS A 

EVGAAETNTLTELRRTVQVFGD 

STWTSMRNLKA\NLENSL\GEV 

EARYAL\QMEQL\NG1LLHLESQ 

LGQTPRTEAQRQAQE\YEALL\N 

IKVKL\EAE1CHLTRPPSWK1GE 

DFNL\GDS\LDERNSMQTIQKTT 

TRRISWIGQSGVLRPIDTKVLEA 

LSQQEASGTLLGKQEANKKFQS 


14098 


44466 


A 


14180 


275 


550 




14099 


44467 


B 


14181 


729 


909 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14100 


44468 


A 


14182 


1 


1415 


MGTQCDLLAKSLEDCPVDEVE 

DAFQGLGKEDEEIEQFSDKTFG 

SGAIDDDWREAHECLAELEVK 

QPVAVIEQTGNGERDEMDLLD 

DHEENLAERLSKMVIENELEDP 

AIMRAVQTRPVLQPQPGSLNSSI 

WDGS/VSSEANPRTTACSGNAY 

SVCIRICFASEA/SPRVQKM1GTF 

LNEHYQGGQLHLSLAVLLLELS 

P*APHLNRWLYPASPNRFCVRS 

LSMFGP/QMPPRYPAPYGERMS 

PNQLCSVPNSSLLGHPFPPSVPP 

VLSPLQRAQLLGGAQLQPGRM 

SPSQFARVPGFVGSPLAAMNPK 

SQAPMFRPDTTHLHPQHRRLLH 

QRQQQNRSQHRNLNG AGDRG S 

HRSSHQDHLRKDPVYANLMLQ 

REKDWVSKIQMMQLQSTDPYL 

DDFYYQNYFEKLEKLSAAEEIQ 

GDGPKKERTKLITPQVAKLEHA 

YKPET1ICQALCRALHINYLTKA 

FQQAFEVSASIITIYR 


14101 


44469 


A 


14183 


204 


560 


QGYWRGCTSSGGDGGCRGCW 
SPGKRR*GLSRTASGPPAAVAS 
PGRPRSPPSARTG*S*PGA*ARP 
CSRTW/PPPRCPLRPPSAARASA 
SRV/APL/GEPAPANTNIYCAAL 
THRATKSSTREF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14102 


44470 


A 


14184 


59 


1695 


DMPWWPVLPWIKDSSPSSLEM 

NPDNTSGLRQKSVEAEPCSLW 

MVHRYTPQSTGEACTMAKAA 

GPSSP\GSCPPRPLGADPWPMSR 

LSH* EC*KTGTTASG YRRHQET 

APPESSGSPVG LSAGLWLS WA 

WPVSPACLHPGPPLCP/GPPALG 

LGPRSPAAS/C/PPLPEAPPACSP 

FCP* GEI SSSGPLEP V PQ V* LPGD 

LSEPPLGTSPLGRAPGLCSLLRA 

P/RPGAACPPASPSRPAMLLS*E 

APRRPGPSGETSPSPSLAPSEASP 

G\PPR\HHNGRDSEGAGTRTPGA 

SGSSKG/LGGQPAPHGPGGR*G 

GGRYRGSAAGSVHSAPGGCSP 

HAPGCA/CDVRG/AKPSHFHSG 

CQSG*GHQTSGGCPHLGLSPCS 

TCLCAGQLQQQK/PGSSSGNL* 

GQGHSSGDLGSAPPHLVPG\PG 

PLTAGGHG/SLVGDSEWGSPAP 

GAVLGQNSSGPDPQRAGRWLC 

SRAEKSGCYTAPPLG*LSAQFQ 

EEKASWVPPGSGQLEDSHPDPY 

TALPLAAPPWGTGTGCPPAWP 

RL/EPDDCGPRHLSPPTCSTLPS 

WGGCAGS 


14103 


44471 


A 


14185 


264 


643 


RCLRPGEGRSRQGRRSRTGRGK 

AEEGGARTRQQRRAALLPERS 

ASQPGPRDSPRWRRRRQTTRGR 

ARPASSGGT*GSSWLTLAWPPR 

EP*RLRSASAQG/CRRQRLQQR 

RRG L YQPHRPATCGPRA AD 


14104 


44472 


A 


14186 


114 


1039 


QSQRLRPLADTPRRSNRPCSAA 
GLLFPQSFWSQELSQGAFLLPPS 
SPCLHCLPGTAAASRHQRSPRT 
RPSVQERRETHGLCAHRCEWR 
AGSPAHGP*AHRFVSRAGSPAH 
GP* AHRCI SRAGTPARG P YSRR* 
VSEAGSPA/AVVSAPCSLSS*AC 
VTG\CSPAHSP*AHRCASRAASP 
EHTSREDAEQAP*MQGLCPVH 
QEQPPSRKSVVTSPHIPPETDCR 
LLPKNPCANKHQPTATGGRAV 
PPEVQHVPPRSGMTLGSHQPLA 
LQFQMQATDAARLGLSPQGQG 
SPPGPRSTLLLGCLSLFQLSLLR 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14105 


44473 


A 


14187 




1629 


MIIYVENPKQSTSKCVRAYTFS 

KVAGHKA1EKRLEKLAVDPHR 

DRAQMLKVENVQQAWQQWIN 

KLPPARREDEDVKEIRWMIEEL 

RVSYFAQQLDHTGVDRGQPGA 

STWSASLMCSVTQPKLKTRKP 

GFLLGLGERNCFSVYGAGRSW 

GRGLGSCGFWLPPRTR1RAADV 

CLARWGWRAHRVRVLAGKNS 

RAESMLWSFHKAAIEAARTNII 

QAQTRVEAAQATERRIAAD1DD 

SELKAPRDGRVQYRVAKPGEV 

LAAGGRVLNMVDLSDVYMTFF 

LPTEQAGTLKLGGEARLILDAA 

PDLRIPATISFVASVAQFTPKTV 

ETSDERLK LMFRVKA RIPPELL 

QQHLEYVKTGLPGVAWSFLYSI 

NQTICLRLDS1EAKLQALEATC 

KSLEEKLDLVTNKQHSPIQVPM 

VAGSPLRTTQMCNKVR/CVNP* 

ATVVPPPVPQPTTQQYQGLDA 

GATTRVPRSLLRSEGSQTQKSP 

SCGSHSQDNSGGRKAVGARRD 

RWWLGAGKGPDCRGAKCGLP 

LSGQKCPTLDPYQ V VG CTSKTG 


14106 


44474 


A 


14188 


3 


1010 


GLQTQLVPLSSPVASLDNFSNL 

FGADLHVEKGQVPSSDQHLSQ 

RCHFPKAPPWSVCKALLPRSNP 

ATSLSGTSKPNSGGDFNSVTKS 

QPHCELNSFVLTGHSPVLWMM 

SEHDLADVVQIAVEDLSPDHPV 

VQSCGTVVVLENHVVTDEDEP 

ALKRQRLE1NCQDPSIKSFLYSI 

NQTICLRLDSIEAKLQALEATC 

KSLEEKLDLVTNKQHSPIQVPM 

VAGSPLGATQTCNKVRCVVPQ 

TTVILNNDRQN/DHCSQDGRPL 

EQQGTGFPGKMSLASQ*HGTNP 

TFPCHCAESHENKSTSLSQGTV 

QHTLHLCGHRVEPGRHRPSSLR 

SGRAGWAMLNA 


]41Q7 


44475 


— 


14T89 





1710 




14108 


44476 


A 


14190 


52 


457 




14109 


44477 


C 


14191 


1 


838 




14110 


44478 


A 


14192 


92 


514 




14111 


44479 


B 


14193 


1 


531 




14112 


44480 


A 


14194 


1628 


2008 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14113 


44481 


A 


14195 


2 


1616 


CPPPRRPRPRAPPHHRPPAAGA 
RTAAAGDRSRHGPASRVGTGP 
GQQMRKTYCRNSEPSDLDQGG 
GSRGGPRRQSKCVRNWWVLGL 
TDFKNEAADPHDSGAQLASPSG 
FRTRAAGGAACQSRAMRSYSS 
ALGWSMGLGAVEQGVVLVGE 
AQAAQEPMEWVGGSGMVGCR 
SRAPPAGRQLRPDKKLSTAPVG 
RHRWRPSTPSAATGLGAKSLIA 
RGQQGRLAAPNKTDFKARAVK 
KDKEGHYIMIKGLVQKESITIIN1 
YAPNTGAPKFTKQLPLDLRNKT 
DSNT1IVGYFSTPLTALNRSSRQ 
KVNKETMDLNYTLEQMDLTDI 
YRTFYPTTAEY1FYSSEHGTFSK 
TDRMIG HKTSLNKFKK1EIIPSTL 
PDHSGIKLE1NSKKNLQNQTNT 
WKLKNLLLSDHWVNNEIKMEI 
LKFFKPNDNSDTTYQNLWDTA 
KAVLTGKFIALNAYIKKSERAQ 
VDMLRSHLKELEK*EQTKPKPS 
RRKE1MKIRAELNE1KT/QKIQKI 
NKSQSWFCEKINKIGRPLARLS 
KKGREKIQ1SS1RKK 


14114 


44482 


A 


14196 


1097 


1686 


APRPLALRFGPLPSNSGAQLASP 

SGSCTGLQVELPANSCTVRWQ 

VSALGWSMGPG/GPGAGGSAD 

QGGSGGTGAHGGVGRFRHGG 

AAGPEPCPMGEVAKAPARNRA 

QRQWAGTAGGPCASS/NSC*PG 

C*APYCPGWWGQPAAPSAGPP 

SPRPPRTRAGPQAPWAAPVPAH 

ASP\PHLPAS*GSPLRPG1QGSKT 

YQKSH 


14115 


44483 


A 


14197 


647 


1496 


FLNLLSWQNLMLCGLKKKRKQ 
FKDYEKKVKELNEERDKYRKG 
SVYIYTFGKEPTLNKVLDACDG 
KFQAIDFITPGTQYFMGCRWSC 
LPVLHCALAGLSPWVVDGTRR 
PGAVGSAGRGGSGGTGAHGGV 
GRFRHGGLQVRSPAHGEVLRPS 
EKSSAAQWAGTAGGPCASSTA 
ADLGAKPLTARGGGPAGVPPSA 
GPPSPRPPRTRAGP/PSTVGSPG/ 
SPPTPLPPHLPAS*GSP\SGLGQP 
RKGLPQCSGGLKGWLLKHRQS 
GCPGRGGAQSERGLRGLPARC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14116 


44484 


A 


14198 


1 


560 


MAALLLVGASWL/LLLLVGAS 

WLLARVLAW/TYAFYDNCHRL 

QCFQQ/PPKRNCF*GHLSLCGA/ 

TEEDMRLMEDL/VPLFRDVQL 

WWLGSFYPVL/SLVHPTFTAPV 

LQASGG*PGFTTTMGLSFKRAK 

WQRLA/SEGSVRLEMFEH1SLM 

TLDSLQKCIFSFDSHCQMVSPG 

SCTTSRGPRI PG ALPTGG ARAPE 

NGDPKEIE 


14117 


44485 


A 


14199 


175 


2225 


RWSSVSFASGMPSAPCCWGHP 

QCPSAAQPTGPSWAGCRGLTM 

PNGQASPAS*VPPGAFPFLCIKQ 

PLWENLMTGVGKFSREAATLE 

GPTLPTR/GVGPQCRQIADLPLE 

RTEGWRGDVGNPVRGVRQKRK 

QLVAGETAASLLPCQASGESCS 

VP*QARGPPVLFLPQ\WGRRWA 

KGCASRSCF*PDFRPSHAVPGA 

REGAGLAAAPKRVARLSPAVPP 

ACC\GLQGGSSSAAQAL*PQLS 

GPRLPREK*GA/PCWRGGPRCC 

PQNSAPETLEYVEPRGTGAPGT 

THTGLPSPSQGCRGAEGW/WGL 

PGLPGPRAGSSPQPRGRAWRPR 

ARTPPPASWAAKGRGRPLAAG 

G L ARPR DPGPGSGVA PAG SLRP 

HSSGRGWGRRRLRARPTGGNR 

GSEWPR/RPPGYPGARPGAPSVP 

RPQP/PAA*TRPLPVGCGARPFH 

PVPATVWPHAGPP/SGMGRRRG 

RYPRPASARPAGRCGAGSAEPG 

RGTDKGGDGGEGKTKRGGG/L 

GGGAGAPKAAPGAAEPMGGR 

GAGAGGGGA\R*GGGGGGGSG 

TTG SG S SSRPRPPRTRA PPETDP 

APRPRPGLVRAAGGGAASGSG 

TGRGAEGCGVRAARGVPASLR 

AALARGAQARVLVSGPAPGWA 

EPRPAGGARGVGVWGPVLAGP 

GRGPRGGAGRGPRALSRGCAA 

♦AWTPGRGAGQRGPGSGRGSG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


14118 


44486 


A 


14200 


1 


2850 


MHPQERTAAATNAAIIITDGAA 

TQMGVTSTPAPGHPRDGYYQG 

KDVSLLAHTHSFKISAAIEAKTT 

WVGMCRWGCKVALDVTFDVH 

QG KPEG AG RNKQIPF1QD FPF AL 

RSEKRPSLPATISGKTLPLNTKT 

CPQLLQCKREGHSLQCLIWLQ 

MVPQLGRLAVGGCHSNAWFPS 

KKAVIWEKFKHNLSGLVSDKG 

GKRTGKGLGECLLMMRKMSP 

ALEALTTFDSSLQHHFPRTFPVS 

A LE ALNPG KPRQL VTPA 


14119 


44487 


A 


14201 


1 


1570 


MQSATSDAGSAPKKQKKVMTL 

QEKSGIAWYFFTAAQEWPNTPP 

KLRTCTESMGCCLLDCCCTGQ 

GDWTRVTLYCRYPFILFGTNA 

WV ANF ERPRMN AN SLLASPTG 

LSPYLRFGCLSCRLFYFKLTDL 

YKKTTLGSLPDAAMAFVNCHG 

AGGTVAVRTSRGHSRCHFGFG 

VSGTRYYHLTPQVVWERQQQK 

VDSLLGTQQMLEAQGREF/PGP 

CIPLPVPTNAPAAKTTPQPPSPD 

L*PPNYLFLCVDGHRP1C*EPKQ 

NKSDSFTSQA*SQDG*YCGCS/C 

RAPRPHGTSATIPMSSSCKRFQP 

SSPF/CKGPYHFRFLEERPLASRP 

SIHPSCGSYWLRLGCVAVGRTG 

/SRLNLQLHSASGLQALSKQR*R 

YCQSAGAGSPEPPRGGTR*CCR 

EAAPGCRAGTCPSPAANLPSLR 

RK/PGTC*PQNPPGRCGSCGASA 

A V L AETPA RIRRSFPRA RQSCPR 

TWMAAGAPGSSRRQGTKHVT* 

♦SSTLEKQLDNPTATYFSVPTRK 

PVH*NQQKDL*VTG*LQIFHL 


14120 


44488 


A 


14202 


11 


356 


VSGPPR*APWCPCLAAPTGSTS 
HGSTARDSSTACKVS/GGATCV/ 
SGCGPGLGVLGRGLSSTRSCCM 
PAG*CPSSKDTCEKSGGRTQPV 
PPFEWAAQDASLVRRCRILAHR 
PCRGTS 


14121 


44489 


C 


14204 


333 


473 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14122 


44490 


A 


14205 


344 


1035 


QSAAQWFWWPGRSASLGGAK 
GMQPPSLASWPHPRS1RCLRAP 
AP*QFTNATDPRFRSAPRRSGQ 
QQPRGSSGPAALASPSPRQPNR 
AGALRTGGAGWATALDTWSC 
PRTRRRAPMGSCL*AAAQQCV 
TGATWPPPSAIA*QSAAQWFW 
WPGRSASLGGAKGMQPPSLAS 
WPHPRSIRCLRAPAPCSGPSASS 
AAVQVACCCSLACCGPSRPASQ 
GHLDGTPITSPETCTTSLWSPQR 
RRAAGPPKVVDIPD*RGSRELPS 
G RG A PNTTCI P YGG SPG AKWIE 
GCPAQ/RPSPPGLHPAMRASAL 
LLMPFLQRRHRSATRLLLRPGS 
DCTGKK/GKGFLAGPETKRQKR 
LCPSPKTLGRALGQQEALPANV 
RC 


14123 


44491 


A 


14206 


41 


292 




14124 


44492 


C 


14207 


480 


1637 




14125 


44493 


A 


14208 


3 


410 


SPPCGAPPPPVFCAPAPRAPAPP 
RAPPLAEAALPGFASAAGSAPA 
RSGPAGAG*GSRSRPRA RASAS 
LAPASAGDHLGYPSATAAAAP 
A SRP WL WRPSLN A ARLGDPAC 
GWQASQWAAGSA*RAGSQWA 
AGEARA 


14126 


44494 


A 


14209 


1 


1274 


FFFFHPLRSLLGDLGLHSQERSA 
PE1KPGALESTWSQARGAALRL 
AEAR*RAAPAAGTACSAGGAA 
SS PR* G SRATRRRRRG PTAPSRA 
ATAPGRGAAASAAPAARPART 
ALMASARGPPMAASPAQALTR 
SAPGHLPPMSELGAVTALCESC 
PVT/AAPRSGGGEAGGTLASEW 
GRTCRNYG/PAPGIWPRPPLSAA 
RPAAASPPARRIWSPPAPVHSA 
ASPIGLRVAAPCSSGSAVPLRSR 
RASPPCGAPPPPVFCAPAARAP 
APPRA PPL AEA A LPGF AS A A AC 
RGKLRLALQGGLGRSGSRSRQE 
GPAAGS*LRTGKSWPSPPPGSA 
PLPLAQVLQALVEAGSRSRPRA 
RASASLAPASAGDHLGYPSATA 
AAAPASRPWLWRPSLNAARLG 
DPACGWQASQWAAGSA*RAGS 
QWAAGEARG 


14127 


44495 


A 


14210 


2 


335 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 


14128 


44496 


A 


14211 


344 


1062 


TRAEVTQQKLSRFASPPPVLRL 
RSYVSPPAAPTADPRWRPSWST 
SLRWVVK.PNVSAYRIPPRASNR 
GYRASDWKLDYA*\WTGRLRIT 
SKGKTAYIKLEDKVSGELFAQA 
PVEQYPGIAVETVTDSSRYFVA 
Rl SDGTGRS AFIGIG FTDRGDAF 
DFNVSLQDHFKWVKQESEISKE 
SQEMDARPKLDLGFKEGQTIKL 
CIGLCSKPGTTAIQLGPVLNGIG 
RTLRTDLRN KN DLEGTNL 


14129 


44497 


A 


14212 




573 


1017 

— 


TDQGVGSPIICPRFQQGPPRSPR 
FQQRSPHSPDSSRG/PPHSPRFQ 
QGSPHTPDSSSG/PPYSPDYSSG 
HPTP/HTSQQG1PC*DGHGWLPC 
GPVFLWSEAPHLNPGLGVWGQ 
PRAPALPGNSAESKLWPHDRPA 
RPETPG AGTA WAHQALRV 




— — 


— — 




707 






— — 


44499 


— 


— — 


724 


927 


SFMDFRFVLLFFHLVPNPK*RP 
VS/SPPGSKLLVPPWGPKT\PVPP 
HPSPPPPAHGEPGLPPPPPPPLPH 


14132 


44500 


A 


14215 


29 


157 




14133 


44501 


A 


14216 


1 


363 




14134 


44502 


A 


14217 


770 


952 




14135 


44503 


A 


14218 


1053 


1995 


KSSEPDLSHSFIFCSPNFPPSSSL 

KRPH\FQSS1LACVFCITADSSRA 

PCVLRVCDGFAGLTRSSAPSSK 

EKPCGFSLPEFTPLAVSFPQAAL 

CSLGTVSCLRPRPQLTPSWECP 

VLLAGAVCPGLPCAAIGCPWA 

GEEGCPGATSQLDQVSWPSLQE 

APEVLWPCLDSWGWFWAPSTV 

IPLMASPRFGFMGRSQQPVLIN 

HLIKEPKAKFSNKNHSIRCCQG 

QRKWRRGNAAGMCCQPQ1PGK 

GEVKTEFQPVSNRSVNYGCTM 

H FQETL WTPRLGLG DGDSNNN 

W>TNNNNNRJTANPGKEAEKPE 

HPHLLVK.M 


14136 


44504 


A 


14219 


482 


833 


THQGARGCTHARVSVREMRTR 
RG RWATG M R V P A PC S S VHTTA 
VQRQQVADQLQTTAELSME/IL 
N/KWDQDPEAFVRKVATSYET 
WIS*YYPEDKAQSKQWLPRSGS 
GATLYSATNQYP 


14137 


44505 


A 


14220 


195 


367 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14138 


44506 


A 


14221 


989 


2210 


LLVSCA1LLSVSFLHSSSFVRSRS 

NRDSPACVDATYRGCSCQGEG 

VCGEACSCFPDLNQPQGVHAG 

EGVLPCSGWEDTFGKNTCLVS 

YQQIPNKRRPCTCEECGKAFGQ 

RSHLVQHTSEKLYACQECGCTF 

SNNSSLVKHWHVHTGEKPYMC 

GHCGKCFRESSSLAKHQRVHT 

GEKPY VC/GESTHLVQH W* FHT 

GEKPFAC/HR/CSKAFADFSALL 

ACHGTYTGERPYECRVCCKAFS 

PSLSLAEHIRCHTGEKLYACQE 

CGKAFSHSSSLSKHQQVHTECG 

K A FSQGS YLTQHLKIHSG EKPYI 

RGEHPYACGKCGKTFSHSKFLT 

QHEQVRMGEKPFMCGDCGRAF 

MQTSSLALHQRTHNGEKPYKW 

NECGKSCIQMSHLTEYYQNLPE 

KGSKDPHTDATVHSPVMD 


14139 


44507 


A 


14222 


1 


245 


PPFRKQQAQHRNKTVLVSRSQP 
VPVTVPE/PSA*RSTPEGPRRAG 
CDPRP*PCPAGPELPAQMKVLA 
IEQLLSLHFKKALLF 


14140 


44508 


A 


14223 


477 


947 


LCSLSSLPPPPPPPPFPPPPPPPPP 

PFPPPSPVPLPPSPRSPPVSPPPPH 

SFQGRSPPSELGSSAEPWLRPGT 

WV*/PPPLTFSQQEAASSAQK*N 

CPGES\PQPVPVTVPERQPDAAP 

NHSLLLPGQQCFWCQGPHPPY 

WMGPVDASSSGFLSQSFY 


14141 


44509 


B 


14224 


438 


1437 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14142 


44510 


A 


14225 


584 


2866 


WHFAKLSRNTQDHTRPTLGAA 

QAVPATGQPAAPGPAGAGPEW 

VPFLAVYKEQLVRNDSVLKVFF 

FPPIFYREGWVCCSVVESHLQE 

GFVWLFSLQL*PPKLRSLFSLSY 

CLSP\SDIEISRGQTPKAVDVLA 

KEIGLLADEIEIYGKILVSSAGF 

A*VVWEIL*NSLSPPELRITPTPL 

GEGKSTVTIGLVQAVSLGLCPS 

WQLYLVTPALQPGQQSETLFLK 

1NK*KDILFL*FNLHLTGDIHVVI 

SCELSKFMDN*LLCGLIFVLCFF 

RG IIL VTLCFLFLLKLLTFFLLN H 

*KLGINKTDPIRTMPDTHQVAG 

PYLST\DD* SVLFQ* SPAPCGNG 

HPTGTVADHYLCLGW/Y QAQF 

DIAVASEIMAVLALTDSLGREV 

PRG*PLPG*YFVRNLMFFSHLPQ 

IDLGFHASVCLLGF*FAFSLL*G 

TPVFVHAGPFAADRDLCPYQFL 

LCQTH1YKIHVIMAEYFQRYKL 

MMYAKQTSPLCDLEQAISLSGC 

VPCRHSHLKNEKFSCTGC*QYL 

PKLSLPNSDPLTLPFSADYGFKF 

ESNHANHSGDCQNLPLFLEDNS 

TY STCFPTVTE AGFG A DIGMEK 

FFN 1KCRDVVLSFRS V V* AFLLL 

AV*LGRFGGRQYTGVWVLLFS 

FLQNIQLVADGV*MVSLSLKT* 

LNGYRCKTTN1FFTRTDTRAEID 

LVCELAKRAGAFDAVPCYHWS 

VGGKGSVDLARAVREAASKRS 


14143 


44511 


A 


14226 


3 


587 


YPASAGLMLQNFGVIGLRYHF 
A1HSPAAGGLLDGLHAVAAIQG 
ITKIETTPNHQRAPAHWTLLTQ 
QAHLQPSPLHFNLPLTLCLMHC 
PTAIPHCFADARTWVNLPTSSLI 
GHKKENLKEFISGSLIVHEILEE 
VLQAEGDFQPFTRVTVHWGKG 
NDQTFRGLLDTGSELTLIPGDP 
KHHYGPPVKVG\AYGAQLL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


14144 


44512 


A 


14227 


2 


1256 


CHCGPP/VKVEAYGSQVLKGVL 
AQVQLTVGPVGPRTHPVVIFPV 
PECIIGIDMLSSRQNPHTGSLTG 
R V WT I M V RKA K WKPL ELPLPR 
KIVNQKQYHIPEGIVEISATIKD 
LKDAGVVIPTTSPFNSPIWPVQK 
TDGSWRMTVGYCKLNQVVTPI 
AAA VPDV VSLLEQINTPPGTWY 
AAIDLANDFFPIPVHKAHQKQF 
AFR WQG RQYTFT VLPQGRWEI 
NMTKIQGPSTSVKFLGVQWCG 
ACQDIPSKVKDKLLHLVPPTTK 
K/E A QCLSGFRREHIPHL\PIYRV 
SRKAANFEWSPEQEKALQQVQ 
AAVQAA WPLGPY DPADPMVLE 
VSVADRDADWSCWQASI/GHK 
VGHAQQHSIIICWKWY1RDWAR 
ADPEGTTKGQGQRRWWQLAE 
RQDSRDREAA1GERQETAVGKT 
ARDGEAVCD 


14145 


44513 


A 


14228 


155 


531 


GNLWSVDLRPGTPLRQNFRGT1 
RQQHSRFTKNHCSQTPLLIPRQ 
TGSGVDLSKLQQTCS*GSCLVC 
TIDLANAFFS1PVHKA/HQKQFA 
FSWQ\YTFTVLPRLTWLQPC*V 
PNLPAAETNTEPSNGT 


14146 


44514 


A 


14229 




518 


MTVDYCKLNQVVIPIAAAVSD 

VVSLLEQINTSPGTWYAA1DLA 

NAFFS1PVHKAQQKQFAFSWQG 

QQYTFTVLPQWYINSPALCHNL 

1RRDLDCFSLPLDITLVHYIDDI 

MLIGST1KWVVHSS/DSIIKWKW 

YVHDWARAGPEGTTNGLAG*S 

G TC KKHE WKTG DKG I RGRG 


14147 


44515 


A 


14230 


281 


1140 


VRVLSPVEKELKLWKNTHKLL 

S YPTVG AA VTQLQN LTAMG VI 

GSHGARGQVVALNRQRQGDL 

QPFTRVTVHWGKG/NMQIFGGL 

LDTGSELTL1PGDPKHHCGPPV 

KVGAYGGQVINGVLAQVQITV 

GPQTHPVVISPVPEC1IGIDILSS 

WQNPHIGSLTGIMVGKAKWKQ 

LELPLPRKIVNQKPYCIPGGTVE 

ISATIKDLKDAGVVIFTTSLFNS 

PIWPVQKTDGSWRMTVGYRRL 

NQVVTPIAAAVPDVVSLLEQIN 

TSPGTWYAAIDMANAFFSIPVH 


14148 


44516 


B 


14231 


1 


1521 




14149 


44517 


A 


14232 


3 


202 




14150 


44518 


A 


14233 


2 


367 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14151 


44519 


A 


14234 




553 


MTVDYCKLNQVV1PIAAAVSD 

VVSLLEQINTSPGTWYAAIDLA 

NAFFSIPVHKAQQKQFAFSWQG 

QQYTFTVLPQWYINSPALCHNL 

IRRDLDCFSLPLD1TLVHYIDD1 

MLIG\PRQLLACY/WALVETEHL 

TI SHQVTM RPELPIMN WV LFDP 

SSHKVGCAQQHST1KWKWYVH 

DWARAGPEGT 


14152 


44520 


A 


14235 




728 




14153 


44521 


A 


14236 




635 




14154 


44522 


A 


14237 


3 


266 




14155 


44523 


A 


14238 




1245 




14156 


44524 


A 


14239 


2 


837 


CHCGPP/VKVEAYGSQVLKGVL 
AQVQLTVGPVGPRTHPVV1FPV 
PEC1IGIDMLSSRQNPHTGSLTG 
RVWTIMVRKAKWKPLELPLPR 
K1VNQKQYH1PEG1VEISATIKD 
LK.DAGVVIPTTSPFNSPIWPVQK 
TDGSWRMTVGYCKLNQVVTPI 
AAAVPDVVSLLEQINTPPGTWY 
AAIDLANDFFPIPVHKAHQKQF 
AFR WQG RQYTFTVLPQGRWEI 
NMTK1QGPSTSVKFLGVQWCG 
ACQDIPSKVKDKLLHLVPPTTK. 
K/EAQCLSGFRREHIPHL 


14157 


44525 


A 


14240 


1 


533 




14158 


44526 


A 


14241 




1043 


MTVDYHKLNQVVTP1AAAVPD 

VVSFIEQINTSPGJWYAAIDLAN 

VFFSIPVHKAHQKQSVFCWQG 

QEYTFTVLPQVHINCPALCHNPI 

LRDFDHFSLPQDITLVHYIDDIM 

LIG\PV*NMLLHLVPPTTKKETQ 

HLEVLFGFWRQHIPHLATPSSP 

NGPMNKVTMMA/ANVGYAWD 

QKHGLPLTKANLVMAIGECSV/ 

SPAAETNTEPSIWHHSSGQDSQ 

VQESKGGNGSGTTHHHP**STS 

Kl FASC SH DITFC WPRGLS SRGR 

NAATRRHKNNFIKPEVKIAFWT 

LWDPPTFKSTG*ERS*SVGWW 

D*HELPR*NQSTTPQGSVSIIPH 

GQPPHQLFGVAKARTFGIT 


14159 


44527 


A 


14242 


1 


336 




14160 


44528 


A 


14243 


3 


1885 




14161 


44529 


B 


14244 


1 


1423 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14162 


44530 


A 


14245 


1 


1361 


MIISIDAEKAFDKIQQPFMLKTL 

SKLEETASPSPVVATYTPQPML 

PSAFPPLSEE1NPVLPETTVMAS 

PEAVTRQDNVDSPQKPPPTPMF 

ASRPITRLKPRRAPSEEGIQRLK 

K1GMVEWISHFRPTPLSMEGPE 

HILLTNTLLNRYVKAAPASLKS 

PLTALLFMSDLTVGTTFSQLQN 

LNTMGIFGSSCDRSQVAALNHQ 

RQVPECKIV1D1LNIWRIPHIGSL 

TG RVREIM VG KA.K WKPLEQPP 

PRK.I V 1QKQ YH 1 PG AITE1 S ATI E 

DLKETGVVILTTSPFKSSIWPLQ 

KTDGSWRMTVNYHKLNQVET 

PIAAAVPDVVSLLEQ1NTSPGT 

WYAAIDLVNVFFSIPVYKAHQK 

QFAFSWQGQQYTFTFLPQGYIN 

SPDITLVHYIDDIMLIGSSEQEV 

AN TLDLLPA RV AS WG VP Y DQL 

T/GGRED*GLLHRWSCRICRHH 

PQGSW1QES 


14163 


4453 1 


A 


14246 


1 


1795 


MRKCGKPQFKLGQTNKAMSRI 

QEELIHSKSLIEQEGEKPVQFSA 

FHRMWQPADSQCDIIDSADIWA 

DPLVRHREIITGSGGINRRRTRG 

GRGRGGEAAGGAENCGSREER 

ERAGVGTAVTQLQNLNTIGIIGS 

RGGRGQVAAINHQRQGGHSYC 

KGQQKQNSNQNSVTHVELWII 

WLINHSVPRSEIDRKPTTFLLNL 

YKQKTSRDL WPFTRVTLH RGK 

RNDQTFQGLLDTGSELMLIPED 

TKHHCGPPVKVEAYGGQVING 

VLAQIQLTVGPVGSGTHPVVIY 

PVPECIIGIGILSSWQNPHIGSLT 

S RKTDGS WRMTVHYH KLNQM 

VTP1AAAIPDVVSLLEQVNTSPG 

SWYAAIDLANAFFFIPVHKAHQ 

KQFAFSWQGQQYTFTVLPQGE 

TLVNFSLPQD1TLFHYIDDIMQ1 

GSSDQEVANTLDLLPRKSTTPS 

G/LYGFWRQH1S/HLGLLLTP1Y* 

VTQKAA/SFEWGLEQEKALQQ 

VQATVQASLPLGVYDPADPMV 

IEM/SLSDPSSHKVGCAQQHSII 

KWKRYVCDQA*ASPEGTS*LY 

CTSFIMEKEEVC/LSLEQTLTLD 

MGLPILHAMLLWIHLWIHGLPY 

PSSWYSTQQCL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14164 


44532 


A 


14247 


55 


1241 


NRFVRAAPASLKRSAGIGLLCM 

PDLTVGI V VTQLKNLN AMG ITG 

SELTLIPGDPK*HFGPPVKVGAF 

GGEIVNKYLAQLGLTDDPVGPR 

THPVAIFPVPECIIGIDILSSLQNP 

HIGSLTGRVRAIMKGKAIMKGY 

YEGKGKAKWKILELPLPRKIIN 

QKQYRIPGGIVEMSATIEELKY 

AGVVIPIPTTFPLNSPIWPVRKT 

DGCWRMTVDYCELNQVVTPT 

AATVPDVVSLLEQINTSPGTWY 

ADIDLANAVFSIPVHKAHQKQF 

AFSWQGQQYTFTVLPQGYWTV 

NSPALGHNLIGRDLDRFSFPRDI 

TLLVHYVDDIMLIGSSEQEVAN 

A LDLL VFSDH LAIKWVMHSSI A 

SSSGSGICVIRLKKVLKAQPAP 

MASWGVLYDQLTEEEKIRA 


14165 


44533 


B 


14248 


1 


346 




14166 


44534 


A 


14249 


485 


717 




14167 


44535 


A 


14250 


1 


345 




14168 


44536 


A 


14251 


300 


689 


TKRAPCSPAAGSRGRARSLALL 
TLYHGHYPALPPGPTPAQQPGR 
GLAEAAEPRGSEGGNGSNPCG 
RA*DGRSRREGRGRLGGWRPC 
CEPQPWRQAHDPAGPDRVDGG 
ERRGAGVLRGQDGQDEKKKPK 



1764 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14169 


44537 


A 


14252 


1 


2430 


MAVLQPSRHRLRPQLGLEPDN 

WHSQQDEVSSVATARAVVPSG 

RGAAWMGPSGNIGGSGLVSHE 

CGEGTGAAGSTQLQEGMHFCR 

QSRWAFLTALCEVYTQSLQDT 

VQWLQLCQWSAQGQDDHTLIE 

WLMGATWTVWNDAREIPETG 

TGQDAWLCGSWGVDDQRPHV 

ELAIHCSPTNVQRVLALVDTGA 

DCSLVFGNPVRKPDGTWQMTV 

DDWELNKVTPPLHAAVPSIMD 

LTDHLTMELGQ YH F VD YVHSP 

TICRGL V A MEL A A WKCPKG VL 

LFHYIDD1MLTSDSLADLKVAV 

PLLWQHLAACGWAINKSKVQ 

WPGLSAKFLGVIWLSKTKA1PE 

AI1EK1QAYPRPTTMKQLQTFVG 

LLEYWRPFVPHLAQMIKPLYGL 

SKKGATWDWDNEAGTDLLAA 

KW Al QQTQ ALQ V 1 DQG CPFEL D 

VHVTTDGFGWVLWQRMECFR 

TPVGFWSQLWKG A ELQYSLIQ 

KELAAAYAALQAYETVTDWA 

TV1 VQM S Y PI VG WTGTAQTTTL 

AKJIGAYLEQQSMLTTTPLAAE 

LQEALGPIVLMEDKAMGPEAPL 

DPEPSLLKKGYPLVPDGAWYT 

DGSSQGAAAAWTAVAIQP/1TD 

TI * FDTG CGQSTQW AELRV V E\ 

MDILEACQKCPACAQAYLRQR 

QLPNVTQQVTVGQMPLTRWQI 

DYAEPLPKLQGYTYALMAADI 


14170 


44538 


A 


14253 


2 


239 




14171 


44539 


A 


14254 


3 


211 


VVYYSPNEVKVVAEGFDSANG 
IN1SPDDKYGPL*NIFIFLQLWC 
WPNSLLCFLCQCENSFLDIYGTL 


14172 


44540 


B 


14255 


13 


87 




14173 


44541 


A 


14256 


42 


854 


VLVFLTAALFILPTFSNSMMILQ 
VSGGPWT/VILRRGVLLGVAPP 
PSLPAL\PENSVYQERQECYAFN 
GTQRVVDGLIYNREEYVHFDS 
AVGEFLAVMELGRPIGEYFNSQ 
KDFMERKRADQLPDCRDPLMP 
D*GVWISPLGQQVPNLTAQKTL 
QHLPSKJCEPQQHHDLLVYHVT 
DFYPDS1QVRCFLNGQEETAGV 
VSTNLIRNGDWTFQILEMLEMT 
PQQDRT*AGVQLLEVTLNLSLF 
FLEAQSDSVQSKMLTGARGLFI 
NYLQLNLCTP 
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SEQ1D 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14174 


44542 


A 


14257 


3 


571 


QGRATPENYLFQGRQECYAFN 
GTQRFLERY1YNREEFARFDSD 
VGEFRAVTELGRPAAEYWNSQ 
KD1LEEK.RAVPDRMCRHNYEL 
GGPMTLQRRVQPRVNVSPSKK 
GPLQHHNLLVCHVTDFYPGSIQ 
VRWFLNGQEETAGWVSTNL1L 
NGDWTFQIVVMLEMTPQ/QGE 
DVYTCQVEHTSLDSPVTVEW 


14175 


44543 


A 


14258 




1677 




14176 


44544 


A 


14259 


2 


430 




14177 


44545 


A 


14260 


821 


1428 


QVTDVQDFPLKCKIQWRRTVR 
GDLQ/PFTRVTVHWGKGNDQT 
FQGLLDTGSELTLIPGDPKRHC 
GPPVKIGAYGGQIINGVLAQVQ 
LTVDAVGPWTHPVV/I/SPVPECI 
IG1D1LSSWQ/NSHIGSLTGRVRA 
TMVGKAKWKPLELPLPRKIVN 
fwriVT-HPP.rn a Pin a tiktvi vf>t 

V^-V I 1 UrULlJAtlLlA 1 IrvULrvLJ 1 

G\ VI PTSPFN SP1 * PMQ KTDGS W 
RMTVDYL 


14178 


44546 


A 


14261 


507 


910 




14179 


44547 


A 


14262 


1 


2898 




14180 


44548 


A 


14263 


1 


2580 


















14182 


44550 


A 


14265 


142 


377 


NHLLRRQQWQTPFPPPSWS/SPR 
SSSDCCGSSENFKPVDLSLLGSV 
GVGPTEPDHLDPWLQPPFQGSE 
RFCLAGVPGATG 


14183 


44551 


A 


14266 


j.6j 


638 


EVWKESSGWHLAGAPLGQSFQ 
RKEQ A VI FA VLQPLL V 1PKQTGS 
GVDLQQTPAHLQQRGLSGCLQ 
SLCSLTSS*PQRHPQNSSLVSNC 
VVS 


14184 


44552 


B 


14267 


1 


2424 




14185 


44553 


B 


14268 


446 


623 




14186 


44554 


A 


14269 


245 


690 


APSRSTWGSSSTAARRNLKTTR 
KLRTPRTPPHQKPRNPHHGPPR 
TPSG*TPRNPDHRPPPG\PQVGQ 
PGCWAPSQGPRGWGQLGC*RE 
EVPGGGHAGRHSTPVGG/DFFL 
QAGPWPPDASLPTNPFVLRGAS 
TPPHPLSENNKDKFLLQK 


14187 


44555 


A 


14270 


223 


365 





1766 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SCQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


14188 


44556 


A 


14271 




687 


MSEYIRVTEDENDEPIEIPSEDD 
GTVLLSTVTAQFPGACGLRCRN 
PVSQCMRGVRLVEGILHAPDA 
GWRNPVYVVNYPKDNKRKMV 
LGLPWK.TTEQDLKEYCSTFGD 
VLMVRQSQDEPLRSRKVFVGR 
RTEDMTEDELWEFFSQYGDVM 
DVFVPKPFRAFAFVPFADDQIA 
RSLCGEDSMKGISVHISNAEPK 
RNSNRQ/LRSGRFGGNPGGFGN 
QGGFESYQRCERKAV 


14189 


44557 


A 


14272 


1 


833 




14190 


44558 


A 


14273 


3 


447 


RGTAGGQPGNGPALAQSP* WC 
RLGSGGT*GK.SPGTSQGRALPW 
CSC/SVSTWATAAPGSQQRASP 
CSWAQPGPLASLRLLMPPRLR* 
GHLGHLAWLQLFAAPCPV1HV 
AVMWSLLGIALRKVHGDWAPL 
AILSLVVCASNKLNLKKKKK 


14191 


44559 


A 


14274 


988 


1803 


RAARVPRAPLEAVAHRWASAS 
EDDGTVLLSTVTAQFPGACGLR 
CRNPVSQCMRGVRLVEGILHAP 
DAGWRNPVYVVNFGDVLMVR 
QSQDEPLRSRKVFVGRRTEDM 
TEDELWEFFSQYGDVMDVFVP 
KPFRAFAFVPFADDQ1ARSLCG 
EDSMKG1SVHISNAEPKRNSNR 
Q/LRSGRFGGNPGGRLQGTRYS 
PAPAPG SPGRAQGLG\AG * SRPS 
GSWLSGHLQRPEQSVGRAPAA 
PRHAVRRSLRRLAALCRRTRAR 
CRRAQLHVSPQRRRH 


14192 


44560 


A 


14275 


3 


184 




14193 


44561 


A 


14276 




352 


KAAMVRFKHRYLLCELVSDDP 
RCRLSLDDRVLSSLVRDTIARV 
HGTFG A AAC\S IG FAGTIRTCQK 
FLIQYNRRQLLILLQNCTDEGER 
EAIQKSVTRSCLL*EEEESCEEA 
AKAME 


14194 


44562 


A 


14277 


1 


456 


PTRAVEAAMVRFMHRYLLCEQ 

VCDDLRCRLSLDDRVLSSLVRD 

T1ARVHGTFCAIACSIALALARA 

LNEEGNPEGWRDVAGASAGGR 

KKGHECPSPCTVFCTL/RYPNA 

YTVIGLLRCKKELYQVVWSVL 

YLMT YLENKGH RYPCFFNTLH 


14195 


44563 


B 


14278 


34 


267 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14196 


44564 


A 


14279 




395 


SAEVGAAETTLTELRRTVQSLE1 
DLDSMRNLKASLENSL\GILLHL 
ESELAQTRAEGQRQAQEYEAL 
LNIKVKLEAEIATYRRLLEDGE 
DFNLGDALDSSNSMQTIQKTTT 
RRIVDGKVVSETNDTKVLRH 


14197 


44565 


A 


14280 




1044 


SSQMPSPQEGMCGKACTPALS 

QADSLCPLLRLASEVEGYWQM 

ACAEPYVQSEMNDHLSVWSLQ 

HGSTTLASMSFTTCSAFTNYWS 

PGSVQVPSYGTQPVSHAASVY 

AGLGGSGSRISVSHFTSF\GGLA 

GMGG1QNEKETMQSLRDRLAS 

YLDRVRGLETENWKLESK1QEH 

LEKNRL*LETEIEALKKELLFM 

KKNNEEEAKGLQAQIASSGLTV 

EVDA PKS/QDLAKNMADSRAQ 

YDKLARKNREELDKYWSQQIE 

ESTRVVTTQSAKVGAAEMTLT 

ELRHRVQSLEIDLDSTRNLKAS 

LENSLREVEARYALQMEPSLLF 

SKIIFGRVWEISYLHVFEGKQV 


14198 


44566 


B 


14281 


247 


857 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


14199 


44567 


A 


14282 


1 


2104 


LRGSELAGGVAAPDPSSRARAP 
GRGQGSEPPRRS*GRGRAPPRA 
HTPLDDFPPGRAALSPGRGLSS 
RRPDPGSAGRPLLLCLRPPLHSP 
PPPRGCQAPAFQSLPSFHLALRL 
RSSGEEKLWGPRRAPAAP*SQR 
RKPDPARPGLAAAVPLRPV*AS 
D*GAAQVPPPSPLRDGGQPGGR 
EGVGRRTPHRAAAWLLGE*AA 
DAAAFHWDGGRPPAAPARLLP 
GAPHHREDRVHHQPRGHPLQH 
QSPGDPTPAGEQHASRH*LCRN 
PETQKLRH * TSERRDG H REEEH 
TGTAGVPRSRPATQRPHAVPAG 
GLQPHRMLPALSSGAASGGEA 
EHGQLSGRGREEDGPVWPQLP 
AGLQGHFRGESPRWPPCLGDGS 
EN*PGPVQAEFSGG*DPAVSESE 
DNQPRSRQFLRLQREEKAKP\D 
QRFTYLPANVPIIKTEPTDDYEP 
APTCG/RG EPGVK SSPKTILQPA 
ARDATRPQLLPRGRLPALSAEK 
HPDASSPWREPQAPRPFSRCLH 
QGRCQPGPLSPRTPAAGRRGPR 
RPGWPRPVATHPGSPGQPPPAL 
LPQQ*MK*YEMTSPARAPTPSC 
H1GALSSAGVC*LQQTKTFE*IN 
*THTWYHSEPPTD*MPGAEH*Y 
VQRLALQQEGKQGGRETTVSP 
GGE VI S* QQKGGG RAEHGRPTV 
QGP/SHGNGPHAV* PH AQPFWH 
PWGSILEVPYLFRPSGHHRIEH 


14200 


44568 


B 


14283 


41 


4224 




14201 


44569 


B 


14284 


1 


1332 




14202 


44570 


B 


14285 


140 


215 




14203 


44571 


A 


14286 


234 


657 


VQQPGRGLDLSTDGPGGRSQV 
GLIWSCCCLH*AASGEPGGRCP 
GS/GAPGPAGSALEFRARDGVP\ 
GVGGPSWESHSPAAATPPPAEC 
RGPGPTPSPAPGEAAPEDREDG 
AAAPGRAEPASIVAPADGSQGQ 
VLATQAGALGA 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14204 


44572 


A 


14287 


134 


789 


PDSSQAPSRNSTRPAASTRKSSS 

PPAARS\AGNELGSSRGDADPPP 

QNPTGPAPQSAEVPRCD/SSSA 

WASNGSSISPSFFSLRPWPSST/S 

KVPGAGHHTPPEGAGGASAR\S 

SSLAPS AG APVPS\A* RSQLGTW 

LSVLRPRSL*QSRVRSPSSHVSS 

PGSMQAPNSPSSFQPGMNGAW1 

WWL*THIPLARWPGPPGILVITC 

PTVTW1KWSFICSFHPT 


14205 


44573 


A 


14288 


465 


1541 


GPPKRKLISNFSKVSGYKINVQ 

KS*AFLYSKK/QTESQIMSELPF 

T1ASKRIKYLGIQLTRDMKDLF 

KENYKPLLNEIKEDTNIWKNIP 

CSW1GRINIVKIAILPKVIYRFNA 

1P1 KLPMTSFTELEKTTLKF1WN 

QKRAHIAKSILSQKNKAGGITLP 

DLNLYYKATVTKTAWYWYQN 

RDIDQWNRTEPSEIIPHIYNHLIF 

DKPDK.NKQWGN DSLFNKWC W 

ENWLS1CRRLKLDPFLTPYKKIN 

SRW1KDLNVRPKTIKTLEENLG 

NTIED1GMGKDFMTK.TPKAMK 

TKAKIEKWDLIKLKSFCTAKET 

T1RSFGSEQKSHTLVRATRLVSD 

HSQSFEAWLQFLGDTRFGTQKL 

RDSD 


14206 


44574 


A 


14289 


1921 


3199 


GYLAAGQVTSR1HTGRRHFSGP 

ARCPCVSCCRRPGC*PQPAVRP 

SG*HCRKTAPSHGPSIWQTR**P 

GSWPNLRPG*GWRWLRAQPRG 

RGIPVGCRSNLQLHPTKNPGSH 

*GSGSPWQCPGVLL*ASGRQPG 

SPSGGCT*SSGKAGLEPQWHPA 

1PGHCRNKPAAPASWERAPRPR 

AHALACGWWRYSSC*SWRS*S 

SPETPGPAQV*CHRPCPAAWW 

RCHS**TAQFL*D*FS*FLQTIGE 

PCICPKPISVPH*PMKQSH\RGIG 

GCLQYSSHPGIESSLGMSRGF/D 

RRDL*TLQIGS*RHPRAGPEGA 

AL*CLAGESSLRTPSAPCPGSPH 

TPG SS ASGNTSPV * * ETGCG SRQ 

GSARL VLESLLSR* *CLSGPSRP 

SCLLRGISWQCGTAGRLSSSGPP 

AASGAGADAAPGGFPRLPCLEF 

GTV 


14207 


44575 


A 


14290 


3 


626 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14208 


44576 


A 


14291 


1 


1065 


MRGSCERSGEDEEQKEEAMVA 

CGRLSGVPEAEQGPEANWDSD 

LETEGTDGLGELVRDTLYLRSC 

RAHSVVPISCFLRQGSAQELNL 

RHRGLGPQGARALASSLSSNPY 

VKRLDLRDNGLCGAGAEALAG 

A L/QQKQQH P* CGP VGEP AG SG 

RSPGP/RVPPSQ/CNQAMRKMQ 

LSGNGLEEQAAQHLAELLLAH 

TDLKSLDLSYNQLNDQAGPAPS 

LRAFPQANIFLKVLDISYNGFG 

DPGASAVGEALKANNVLEELN 

MSNNRISAMGALSLGLGLRVN 

QTLRILVLCVRVSQVSRNPMRS 

EGCFGLLKSVQDNPASALELLD 

FSD1QVNAEFDGLASSVRGILPG 

LGIKDWRLQSGV 


14209 


44577 


A 


14292 


1 


416 




14210 


44578 


A 


14293 


2 


384 


ELWVVTSFMAYGSAKDLICTH 
FMDGMNELA1AYILQGVLKAL 
DYIHHMGYVHR/DLQGYDAKS 
Dl YS VGI TACEL ANG H VPFK.DM 
PATQMLLEKLNGTVPCLLDTST 
1 PAEELTMSPSRS VANSGLMTA 


14211 


44579 


C 


14294 


142 


474 




14212 


44580 


A 


14295 


1 


1470 




14213 


44581 


C 


14296 


91 


471 




14214 


44582 


C 


14297 


195 


480 




14215 


44583 


A 


14298 


121 


1130 


SRSTQ YELM SFLTNDASSES 1 AS 
FSKQEVMSSFLPEGGWYELLTV 
1GKGFEDLMTVNLARYKPTGE 
YVTVRR1NLEACSNEMVTFLQG 
ELHVYKLFNHPNIVPYRATFIA 
DNELWVVTSFMAYGSAKDLIC 
THFMDGMNELAIAYILQGVLK 
ALDYIHHMGYVHRSVKASHILI 
SVDGKVYLSGLRSNLSMISHGQ 
RQRVVHDFPKYSVKVLPWLSP 
EVLQQNLQGYDAKSD1YSVGIT 
ACELANGHVPFKDMPATQP/M 
VLVLSSPDAARETERHSALPVG 
YQHHPR*GADHEPFALSGQLW 
PE*QPDHQHPPALQR* LALPPLP 
PNLLPPLPPLC 


14216 


44584 


A 


14299 


304 


412 




14217 


44585 


A 


14300 


2 


350 




14218 


44586 


A 


14301 


191 


299 


HRPATAVLHVPTRSPPSPGSRPS 
♦PPPAAALLWTPA 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14219 


44587 


A 


14302 


537 


5523 


LARYYKFMHQDRQGVARNLL 
CQKEKRR*YTTKCEDNTCHWT 
GRTSS*PRSV/SNLNSQCGPRLW 
PPVTIIRQANIKTGEKAH*TSKL 
LPPVQLKFPARDDTLPWPGYIP* 
QLRRPSPR*SILSMLPRKVVPCL 
*QKP*TVCWKF*EPLSYIHHSLV 
LKMMIPMPMTLLGA*CLTQAL 
K*SRMERKKGRAAQRSSTLGC 
QSPRGSPGGGPGPPGPPGAGKQ 
QSNSVQTSRLLARTLPSFSSST 
VKDKELARNTAP 


14220 


44588 


A 


14303 


2868 


3095 


PGWAGGLFGPSAGMRAWATK 
PSLTPPAPAGQRCPQGHRG*SG 
PGIYAVQPPSVPAWAAHATTQ 
ARLCHPRSPPLR 


]422] 


44589 


- — 


14304 


693 


821 


SDRQT*RQEKRLTRRQSCCLPC 
N*SFQPETTLFHGPDTFHDN 


14222 


44590 


A 


14305 


338 


645 




14223 


44591 


B 


14306 


181 


480 




14224 


44592 


A 


14307 


155 


543 




14225 


44591 


B 


14308 


1 


1260 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 

in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!c nucleotide 
deletion, \=possible nucleotide insertion) 


14226 


44594 


A 


14309 




2025 


VINIINAAQESSPMPVTEALDRV 

LEILRTTELYSPQFGAKDDDPH 

ANDLVGGLMSDTGLEIIKDGEE 

EGESRTAQQYPGLSESTRQPWR 

RSRTPRTTWGWKA TEQQCPDF 

PPPGPHPHLELLIFHCEGQGTGQ 

KHSTSYPCTLMSEKRGLMNVFF 

AKYTGPAMRKSSGLTPSLLHLY 

CADPLHSKPLFNCPPPTTSKTEI 

LGSCNCSPSESVRGAEKGDQEL 

L ANIKQ AEKHEKN HPE VTV AM 

ALTD1DLQLQFSMSQPEALLLL 

AAGPADHLLLQLYSGHLQSAT 

GIYGEGRASSATLEDLESQYQE 

LAVALDSSSTI1SQLTENINSLVH 

TLKEEKHEIHQVQKLGRNLFKL 

KNQTAEPLAPEPPARPSKVEQL 

QDETNHLRKELESVGRQLQAE 

VENNQMLSLLNRRQEERLQEQ 

EGWQEEQERLLDKNNENKSAL 

QLEQQVKELKL\ENLEATSQ*K 

QQL/TAQLSLMALPGEGDGGG 

HLDSEQEAPRPMPN1PGDLESR 

EAMVAFFNSAGANAQEEQRVC 

CQPLAHPVASSQKKPEVAAPAP 

ETGGESVCGETHQALQGAMEK 

LQESTSARGQCQRRSTGRGGHR 

QAGPGPGGDEEMLCTCTQVSS 

AGRGMGMLTVVLVVSLMMLS 

ASFSTWCMRSISSCHCAYSAHS 

SISVFWFPREYILASGSEMMNS 


14227 


44595 


A 


14310 


3 


564 


SLRVSLLKAVVDRAGSRILSYIA 
GLGVDLGFGGGSRVAGGIADL 
GRSGGGKATRSRRGSRAGGGR 
LRSRHHEEALQLRETPGPGAPE\ 
PMDQEYAGPGYDIRDWELRKI 
HRA A I KGD AAG/V WSA AMTRR 
FRDLD A RDRKDRT V L HLTC A H 
GRVEVVTLLLSRRCQI\DICD\N* 
NRTPLMKAVHCQEEA 


14228 


44596 


A 


14311 


515 


778 


GQAQGTGDREGAVLFTARAPD 
QCRP*SCSSSRPTASSCPLGHSC 
SPGPLCTHLPLQGPPQAPTVPG 
ATATCWFSWNQCRCRAVSSYP 


14229 


44597 


A 


14312 


411 


608 


EAEIP*TGLPGHSRPPGPLCTHL 
PLQGPLGAAAWVPEAGLGQVP 
TEAAGAARAGCSAHKPWKRRK 


14230 


44598 


A 


14313 


2 


338 




14231 


44599 


A 


14314 


1 


390 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


]4232 


44600 


— 


14315 


237 


488 


PWKTLDSSEAEILRGVSESSAV 
TLHCMEGQAVGPRQVKRiVHC 
*ASSA*NPHAMLLLQNR*LALC 
TSVPQGAAVLCGGWDPGN 


14233 


44601 


A 


14316 


358 


616 




14234 


44602 


A 


14317 


13 


1155 


1KLPPPGCRRRGGRHRRHRYRG 

RAEPLAPRRRRLPPAPEQPRARP 

PASRFLKNTMSNGYEDHMAED 

CRGD1GRTNLIVNYLPQNMTQD 

ELRSLFSSIGEVESAKLIRDKVP 

GHSLGYGFVNYVTAK.DAERAI 

NTLNG\LRLQSKTIKVSYARPSS 

E VI KDANL YI SG LPRTMTQK.D V 

EDM F\SRFG\R1 INSRVL VDQTTG 

LSRGVAFIRFDKRSEAEEAITSF 

NGHKPPGSSEPITVKFAANPNQ 

NKNVALLSQLYHSPARRFGGP 

VHHQAQRFRFSPMGVDHMSGL 

SGVNVPGNASSGWCIFIYNLGQ 

DADEGILWQMFGPFGAVTNVK 

VIRDFNTNKCKGFGFVTMTNY 

EEAAMAIASLNGYRLGDKILQV 

SFKTNKSHK 
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SEQID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14235 


44603 


A 


14318 


1 


2340 


MFVWRNVEGHSAAVFSWYSIP 

FLTPPCSHTRPSNLPVTQWPPTR 

ENNLPSWQPLLMSVHQAQSLS 

A LRKEQDSSSEKDGRSPNKSDK 

DHIRWPMSGAHDLQQAAPGPG 

GAHQGHPNQDNRTVSQMLSER 

WYTLGPNEMQKYNLAFQNVE 

ARJRYV I VRGN EQGFFRMH H LR 

GVSSLQLGRRRPGPGTYRLEVV 

DMITIDARYRCSGLRSPPDPDH 

LKSVDLHRNEHFFLQKARWEIH 

LVLQATPSQ1QLLHVAFVLAKQ 

PLRCRKQTLFLISVVGTKEKNV 

ASEGRNPVRPLRGHRWLPASPP 

AAEHFAGGADRKSRLSRAPRSA 

ATATPANEQRAVADVGQWAR 

ARGGRVRAAGRSGSCALRRSR 

CRRRRRRHRRHRYRGRAEPLA 

PRRAASGQPGKLRARRGINCNA 

SSIPMLQVVRIKS1SKHCQMAR 

VAGEGSLPLSHAQLTHCVFGN 

KQVQRTIAYLPPQQQGVQGFL 

KNTMSNGYEDHMAEDCRGDIG 

RTNL1VNYLPQNMTQDELRSLF 

SS1GEVESAKLIRDKVAVGLLSL 

CVPIRNVE1VASTSWWSLPLAP 

YVPRGIRRSQPSTLMDDLSCRS 

HQAAAPFTASVLLYISGRVKAH 

TAAQGFNHIPEEGVSQEAGSG 

WSQAWKDGWLTNVFMFSCTG 

HSLGYGFVNYVTAKDAERAIN 

TLNGLR/PPVKNH*GRPLQLGFL 


14236 


44604 


A 


14319 


701 


1050 


LIVHFCLQVGCGVGNTVFPILQ 
TN/NTNSEYDPSRCFAFVHDLC 
DEEKSYPVPKSSLDIIILIFVLSAI 
VPDKMQKAINRLSRLLKPGGM 
MLLRDYGRYDMAQLRFKKGIL 
KVLNPNH 


14237 


44605 


A 


14320 


701 


1519 


LIVHFCLQVGCGVGNTVFPILQ 

TNNDPGLF V YCCDFS ST A I EL V 

QTNSEYDPSRCFAFVHDLCDEE 

KSYPVPKGSLDIIILIFVLSAIVP 

DKMQKAINRLSRLLKPGGMVL 

LRDYGRYDMAQLRFKKGQCLS 

GNFYVRGDGTRVYLCHTRCNW 

TRFSPTAGLEKPQKPWDRRLQ 

VNRGKTTDNVPGLDSVQILQAP 

SVQHQLRGYLLPTRCKPVVVS 

GLFLKXKIVALGVV/RCL*SQPL 

RRLRRGGSIE/HQQSNLGKIVRD 

PVSESNDKIKRI 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14238 


44606 


A 


14321 


756 


1334 

— 


PGKFVLMS FLDPQPPTRILE VGC 

GVGNTVFPIFTNRTMTQDSLVY 

CCDFSSTAI\ELVQTNSEYDPSS 

VF\A FVQGPV* * RES VTQCPRAV 

LDIIIL1FVLSAIVPDKMQKAINR 

LSRLLKPGGMMLLRDYGRYD 

MAQLRFKKEELDTLFTTAGLEK 

VQNLVDRRLQVNRGKQLTMY 

RVWIQCKYCK.PLLSSTS 




44607 


— — 


T4322 


249 




V YL LI VLA VL YTNNRQTESQIM 
SELPFT1ASKRIICYLGIQL\TRDV 
KDLFKDNYIPLLKEPEDTSKW 
KSIPCSWI 


1424Q 


44608 


— 


74323 




5796 






44609 


- — 


]4324 








14242 


446T5 


— 


T4I2I 




3438 






44671 


- — 


14326 








M244 


44672 


— 


77327 




2^67 




]4245 


44673 


— 


T4328 




2091 






44614 


- — 


T4329 




2334 




]4247 


44675 


— 


T43I0 




1986 






44676 


- — 


T4331 








[4249 


44677 


— 


T4332 




1671 




|425Q 


44618 


- — 


T?333 








14251 


44619 


B 


14334 




2055 




14252 


44620 


B 


14335 




1554 




14253 


44621 


A 


14336 




2559 




14254 


44622 


A 


14337 




1714 




14255 


44623 


A 


14338 


1537 


2204 
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SEQ ID 

NO: 


SEQ ID NO: 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14256 


44624 


A 


14339 


2004 


3751 


YQSLAETQQQQKK.NFRPISLMN 

IDAKILNKILANRIQQHIQKLIH 

HDQEGFIPGMQGWFNIHKS1NV 

IQHINRTKDKNHMIISVDAEKA 

FDK VQQHFM LKTLNKLD I DG L 

EVLARAIRQEKEIKGIQSGKEEV 

KLSLFADDMIAYLENPIVSAQN 

LLKLISNFNKVSGYK.INVQKS\Q 

AFLYTNNRQTESQIMSELP\FTI 

ASKRIKY LG1\KLTRG V K.DLFRE 

NYKL\PLIKEIREDTNKWKNIPC 

SWJGRMNIMK.MAIL\PKVN\YRF 

NAIPIKLPMTFFIGLGKILLLSSY 

GTKKRAHIAKT1LRQKNKAGGI 

TLPDFKLYYKATVAKTAWYW 

YQNRD1DQWNRTEPSEIMPHIY 

N YLIFDKPEKNKQ WG K.DSLFN 

K WC WEN WL A I CRKL K L DPFLT 

PYRK1NSRWIKDLNVRPKTIKTL 

EENLGITIQDIGVGKDFMSKTPK 

AMATKAK1DKWDLIKLKSFCT 

AKETTIRVNRQPTKWENIFATY 

SSDKGLISRIYNELKQIYKKKTN 

NPI KJCWVKDMN RHFSKEDIY A 

AKKYMKKCSSSLAJREMQIKTT 

MRYHLTPVRMA1IKKSGNNRC 

WRGCGE1GTL 


14257 


44625 


A 


14340 


519 


1286 


LNLEERAFRHKSSEHLPHLKVH 

FRHSSCGIKTKSLLHVSPPTTLIF 

PYPPLWGNPSN*ARPPCSVHSG 

PYPQGLASI1AHGSPGNVRGVH 

V*INDSEGGISRPSTASHKETPR 

PPTPARHADLAATRPRSLTTSPS 

\GAGPRA/PSRAGPSVGGLGLRP 

SGRAPRAEVALPAGLSPAGLAG 

PPPSGRSTG ALPPA A A PTTSGP/P 

ASTPPNAPAPGHTLSSRSPHRA 

ARPPPHCGAEEWTGFTMRPSW 

RISQSFIVKDS 


14258 


44626 


A 


14341 


482 


700 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14259 


44627 


A 


14342 


1368 


2416 


SSMTQSSCPMTSYLKSKFGEPL 
MPSYTNPTETGVSICLVNKTQVF 
TYAHKGPVSIYFDACQAAHLSK 
LNMWT\SVKI*DKKESASRATK 
AITEESKKECPDCDNQWTTHEF 
NQHLYTGRAALFASQEEKIGYT 
TGTCYPLNLTILK.PNMTFWTKG 
HKGLLTFDQAGALLGLGIPLV1 
TKKTQRTQVQLSPIQQFRFYKS 
FNEHFNS E VSKIQIPPI STENLF V 
QLAKSIANNLGVTSCYVCGGA 
NMRDQWPWEARELMLQDNFT 
LPEFVTKFNANPSVWLLRNP1IG 
KYC1ACWGKSFQNQIGETTCLG 
QQYFEESENRTQWRSFIDDSSNG 
HFNPFLQFPTLNQSWYQLE 


14260 


44628 


B 


14343 


1 


1071 








c 


14344 


89 


283 




14262 


44630 


A 


14345 


244 


315 


NPKGQKDREAPLSRSVFVLK1KI 
KRAFALLLHGRF*PSTPAASASP 
ASKSPRGSGKALASALFYIVQL 
TK 


14263 


44631 


A 


14346 


1228 


1656 


QVYRPSQTPHLALSPERVAPGR 

RAAGRLAPEARAPRGSP/LPPHR 

V SEKTI RVVVFH PGARRAGGTP 

PRAPRGDTGGAPGA\PTYSTPL 

MSLHRARLESSPTGSSFPADSA 

KPVPLAVVSLDSR*GQWESRSS 

1HA\VTN*MTRH 


14264 


44632 


A 


14347 


2 


705 


GSWPGLDDGSATRILACPWPGL 

GDGPAAPKANLPLVRWKPQCF 

RG EGL* GSSC FSATLLTG LDLW 

ACCSSRSTASARLSTYPSAFTSG 

WCSSLGPTEEAPGSWINCPLAG 

ILGAATSPKPSA1PQASPEVSLD 

AEDTGMKP*DSA\GPPGPARGL 

CGRGCGLSPACMGLRP/PSPPA 

QSPSTALTSLTAPSPFHPPRKKW 

SPPSAPAPSAPSPAPASLTPSPAP 

PAPSPAPTPAPAP 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14265 


44633 


A 


14348 


367 


1174 


WVRGQPSQSQLDLLACSTPTS* 

WPPGRAPPPPPLP/PPPPLPP\PTP 

ASPPLLHPPRRAPPPPPVP\SFTP 

ASPPPDPVPRPTKALTGLP/LCP 

LPCMGR/PFVPYLGGLLPCLGP 

DFSSL**SPGGWDRPVRPLG1SQ 

IPE\PPLTMGL* MQ* IPP*PRFQG 

H Y A PLPPLQTLC1 S VKTPGRNPR 

GLPMHK1LQPQNPSQPPCELPQ 

AHCPTTPPPKQCP\PAAFSILPVT 

FADKDPGAAPEGTVKAPMPTQ 

*EL*PLRPREHRVLSGPTAGQT 


14266 


44634 


A 


14349 


332 


988 


RRAGTPASWGHNGARAKTPSR 
ACACLGLYPIHQPTARRAPAAR 
SHGPGPPALPRKGAAHGPRSVS 
HHPLRPCSRSSCLAWPCLHHPQ 
PLHCHPHRHWPKWHPHPLAPH 
PLLGLHPRSRPQTPPWTSCGPSR 
RLPTPSGSWPAPFDRDWPN*AR 
PSALCCPFCQEPQLTPCLHLCPH 
PHPHRHLPGLSCPHRPPRWRSP 
QSPCPWWLLWWTGQWWQPGE 


14267 


44635 


A 


14350 


190 


718 


FVLQLPPAPKSGLGRWGSPPPG 
QFSSSQRTGTVRGRGRCAEPRG 
SLPHPT*GNNK*HGNWMGLGS 
QGL\GRQPGEDKHCYQR/1GVG 
GAHLLRPPHQRJRSLTSTGSGCS 
HPWSRELGCSWDGQRASAPLA 
LRQAWGEGLAGRNHTIVPFHG 
DIS1APRLLPCRETLFSALCGGES 


14268 


44636 


A 


14351 


1 


486 


MKGEVSCKQHQDALQQVLWA 
MLQDADKQVRRAPGPVENENH 
CDFVKLREML1CTNMEDLREQT 
HTRHYELYRRCKLEEMGFTDV 
GPENKPVRVLLFKSLSDSKRVK 
YDEE WI RLPVE/MKY/MLERKV 
TQKQP*VPLVFVSWRSR*ESLR 
REEEENQQCHVLEL 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14269 


44637 


A 


14352 


1 


2380 


MMWSVLLQPVVLAAVERQGE 

ALEFLIGVPESDGENGTKLENT 

LQDIIQEDFPNLARQAHVQ1QE1 

QRTPQRYSLRRATPRHIIVRFTK 

VEMKEKMLRAAREKGRVTLK 

GKPIRLTADLSAETLQARRDRG 

PIFNILKEKNFQPRISYPAKLSFT 

SEGEIKYFTDKQMLRDFVTTRP 

ALKELLKEALNMERNNRNFFG 

VTFAFFVGGQSLGKALQETSIPF 

LREEDLEKTSILETGMGDWEAT 

RGLPEECAGMRERDCQQNEKY 

QVPQFDQSTIK.NIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDP1LKDQTQEWSGSATF 

TSDGK1RLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDGKTYQNVQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYLGLIPTYDISSNIYL1SKSCLW 

QANFRLNSALAQSPAITNFQFR 

GHSLKTLDLLTMKNLDSKVNII 

PV1AKADTVSKTELHKFKIKFM 

SELVSNGVQIYQFPTDDDTIAK. 

VNAAMNGQLPFAVVGSMDEIK 

VGNKMVKARQYPWGVVQVEN 

ENHCDFVKLREMFICTNMEDL 

REQTHTRHYELYR\RLQLEEMG 

FTDWAPKNKPASVQETYEAKR 

HEFHGERQRKEEEMKQMFVQR 


14270 


44638 


A 


14353 


105 


328 




14271 


44639 


A 


14354 


107 


676 


I RPDSLPS A SP AQDF YA ASSNTF 
PA/DRWSALTKIYEDQTSHNIPL 
SQ/TLIQSKALTLFNSVKAEKDE 
EAAEEKFEVTRVVHIRGLIDGV 
VEADIVEALQEFGLISYVMVMS 
KKRQALVEFEDVLEACNAVNY 
TADNQIHIAGHPAFVNYSTSQKI 
SRPGNSDDPEREQCASLYHPEP 
HLFDHHGCSLHYR 


14272 


44640 


A 


14355 


221 


648 


LDWLRRVVGIPSLRWTCATLV 

GTRRAARHRCVNVWECGGLKE 

ITY*SVEGLCRA/EKPKPLALLE 

ETCKLPERQVVNAKEKFLEEMK 

SATPVNT*M1RKRNCIITDMEK 

V*AVWIEDQTSFTNLPLSQSLIES 

RALTLFNYVMA 


14273 


44641 


A 


14356 


122 


317 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14274 


44642 


A 


14357 


338 


489 


WLGQN*RHGKQPGPGVGHVGT 
TVWS*PHSPACWAPAPQGPAPT 
GEEGCHF 


14275 


44643 


A 


14358 




459 


RPVWRNSQPPTAAYRWASGSR 

MWSTSFSRWNKTPSGKACSSS 

DKGPPMAQVP1PQRNVPPPTK/ 

QPLVLCHGEAPDFSRPPQHRPS 

LQKHPSTGG/PSHSPLPTSAPSSR 

AGLPPLAMTLDLTSGWRLWTPI 

QPFRLPPGSCREGTILLCSVMD 


14276 


44644 


A 


14359 


609 


2077 


GLKAQPSSSRGHSRGPGACAAA 

PASRVHLPVTFCPEPNSSPCPHC 

TGGWGGRGQ/PACAGNPTASSP 

CQIECPALRSCLHALMDLGSPQ\ 

LRGAPRTGVPDPRLHLLPQPAL 

SSPPVLLRGPLLRGTCPLAARQ 

GQSPPAPGLLGHPGSHRGRLPP 

AQGGHRLPQPPGPGRRHRAPQP 

DPRRPGLRAAAASGPGLAAWG 

AVRAAERPGSGGLPGGAGPHH 

ARAQPGPRAAPPAAAAPGVAP 

AGGGAVPGGHPHRPGGEAALP 

AHGLPAPAAE RTA PR\QPCP AC 

GLIARSDVHHPPVLPP/LSGPAP 

APGRLVGQLGVRGAPSSPVPHP 

ALHFPRAQP/PPGK.GITTTSQTQ 

PAGSPPSPCMPPAATPGARHPP 

GSA\GHRAGV*GHTGPCDPHGP 

GHHGHAQLLVDQAAVGVRGP 

GPWALSGMSQPPHLPTAGHPA 

PACGVRAFQDGTRPPRAKPAL/ 

LSDKGPPMAQVPIPQRNVPPPT 

KHPCPGPQSSTWMRQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14277 


44645 


A 


14363 


47 


1250 


EPRPSRSSGGPQLGQGLPRPMK 
K1PGSSAKTAGPLATRPEVPRAP 
*SAGRQPWFQRPWGKRKGRKT 
*NHGSPGVKP/TPGPLNKDKGE 
KEERPRQQDPQRKALLHMFSG 
KPPEKPLPNGKGSTESSDYLRA 
SVTPGPWSFSP\QVASGPMPVH 
TTKKPA*APPQVL/EPKERQTGA 
AADMPQPAVRHQGREPLLVVK 
PTHSRPEGGCREVPQAA/SQNPR 
PAPGLQTPGTRQTS\SVTPQPCP 
PAATHSLGLGSNLSFGPGAKRP 
AQAPIQACLNFPKKPRLGPFQIP 
ESA1QGGELGAPENLQPPPAAT 
ELGPSTSPQMGRRTPAQVPSVD 
RQPPHSRPCLPTAQACTMSHHS 
AAGHDG/DPASQSALPETGKRT 
LELQPPGGPLISLS*EAGSLSRSE 
PSCVREV 


14278 


44646 


A 


14364 


23 


714 


EAPEIPRQNRRMTMKERPVWL 
PHK*IHPNVAKWSRVPVQVQK 
NPQFQEVPTPEFIPVPGTSPEAAG 
FWH*GAHDSPGTRDRSEVEPGR 
GHPHLGPRDSAAADPGEHSPCD 
CP*ACPEVRRWPA\APVQIQYI1P 
SVDDFSLEFHAQDGDISDMRRE 
N V PFSPAEEGK A APLYQQPLM I 
PQANHMAGISPS/SPTAAEFQHR 
DVHHRGPGTRDRTHTETGRVC 
PHPVPTDSPAL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14279 


44647 


A 


14365 




1869 


ITTVAPSRPASSDCESDGS*EQD 

AGPGSRMGPEK*AGPRPTRRVG 

RWSQTHSQTDDTSGAVVPEYP 

SDR* YAGGRGPG/PGGPTVHP* 

KRRS*NPQETKMMARRDPKSW 

AKRLSPV*PRLAALLTSASPSCP 

LEPRVLPFRVPPSHGLCEGTSYP 

NSPGT*RPPCRSSAKTAGPLATR 

PE VPG AP* S AGRQPWFQRPWG 

KRKG\GKPETMEAPG * SQPGAL 

EQG*GREGRETKATRPAEEGSP 

PHVFRETSRJEAAAEWKRIHGVF 

*SSEGHPG*FPFSFPSAGGNRGT 

PLSCLLGVRDSTILPGCKRANA 

GPHNQ*EAARGPCPR*S\SAAE 

MSGRGSVLASLSPLRKASLSSSS 

SLGPKERQTGAAA/AHPSACSQ 

A PGPRA SPRG EA DTQPPRG * LP 

RSSPGCLQNPRPAPGRQTPGTR 

QTSCGDL/SSPARQPPHTAWA* 

APISASGQEPRDLP\SSDSGLPEL 

PQETETGSLPDPRKRHPGR*AG 

GPGKSPTSASRNRTWTK.YVAP 

DGQEDTGPGAQRRPAASAQQT 

LPAYCPGLHHVPSLSGQP*WGP 

ASQS/GSSGDWKTDAGAPASW 

RPPHFTLLRSREPSSLRALMCQR 

SLRLPVFVSHRASSMRTFRFPPP 

QRTAILTWS 


14280 


44648 


B 


14366 


1 


1519 




14281 


44649 


A 


14367 


312 


1326 


TTK.TGQDKDRLEEFSMQQLSGS 

KRKMSTQPRTEIAPPNRHTTTTS 

TTPATNTTCTATVPPQPQYSYH 

D1NVYSLAGLAPHITLNPTAHP 

QLKQCVRQAIERA VQELVH PV 

VDRSIKIAMTTCEQIVRKDFAL 

DSEESRMRI AAH HMMRNLTAG 

MAMITCREPLLMS1STNLKNSF 

ASALR/PDGSS AIQL* SND* SCS 

WRPKLYDA F WDLSSLRV* * PSR 

PEGEGRVSSEGMGESLPFSSSW 

PRQYQSFLCICWTDAPARNTED 

R*SHNKVLSSVY*NVC*NQLPC 

SG*AAAQSCCQSHHDPSQVLSQ 

PG CLC STHCTARETLRGGHQHC 

HKD*SAEQGL 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14282 


44650 


A 


14368 


2 


1120 


pepepgarggeqlnedfeg*va 
vptclhcpalsrtqsraiqalt 
vrrgeatirpppcddtkgghrf 
lnelikvvspkvgapspssdlpc 
rm wgeerg wtvglpeevkiae 
ayqmlkkqgeahrgwgatra 
clplphherpknvifedeek.sk 

VRLQGGTYGDSEPRWGSVGSI 

KEMVQF./DSGRAQSTGRRRDG 

G1ELGHYNVKLLTEMVMSHSQG 

GAAAGSSEDLMKVHLPPCLPHS 

LPTPQPTRTLRMRPTLFRLASDT 

EDN DEALGEPRAGAE VRSPPLP 

PPPA PVRGE E VNGDATAG SIPG 

EEVAGELGGHPSGWRGTESYP 

AMPTRPGEQASPEQPSASVSLL 

DDELMSLGEEGARPGGGRAQQ 


14283 


44651 


A 


14369 




432 


GTRQEVTAGVEPAREWQRRLM 
EVQWGLERAPYCIQHAPR*RRS 
PARPGTQSCGLGACWIQ*GALS 
SPHCTS1SRRCHSLAGSTPAVTS 
CLV 


14284 


44652 


A 


14370 


16 


471 




14285 


44653 


B 


14371 


66 


206 




14286 


44654 


B 


14372 


234 


390 




14287 


44655 


B 


14373 


207 


427 




14288 


44656 


A 


14374 


2 


572 


FLLERAPYGVGFSLLPGLWLGS 

RAGVGRHHDK.RVGLGRAPTWS 

LEGAVSSM/TPRPQLCVP/WPC 

WG PSSPGG *QQLGQLSCSYSLV 

DR* VALLWF WMLVGSPLVKGH 

CPTPWSRFVDFSVPLATPPGIVY 

WGLFAVFLFSHLLPARPGEQMS 

ACCRHLHAPSSPLLTLDSLIKVY 

SCNSQGKLVRVFPPGD 


14289 


44657 


A 


14375 


175 


499 


KQNKSMGRKSQGFVASFGNHL 
YCTASCGMPASSTSTQTWPRVL 
PLHSQ/ESSHGGCSWRGRR*GP 
RPRPHKTPVPMVMDSTARNRA 
RRELVLAWCKSPLATALLVSW 
DK 


14290 


44658 


A 


14376 


408 


625 


VFGEQEVFGYMNKFSSGDF*DF 
GAPTTLSSEHCTQCVVFYPSAP 
SFPFPPVPKVHCVIPHSLVPTYE 
WEHTM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14291 


44659 


A 


14377 


1263 


1812 


AGDAAPEDPAGRGQEDLYDEE 
LPGWGLCIPHPACLQPCHA+VT 
KAG/ARVKVILPS*DTQRTKDIL 
KAGGG/PSSIHFINSAHGKPAVI 
VRPRGIWVLNTTPLSGQWGPYI 
GVYTAATVDMKSLGSGSLGLQ 
L ALPL A AS WLG V LTE A ARVFG 
EQVVFGYMNSFFSGDFWDFGA 
PITRAVYTVPNV 


14292 


44660 


A 


14378 




693 




14293 


44661 


A 


14379 


2 


1299 


WDYV/KRPNLRLIGVTESDGEN 
GTKLENTLQDI1LENFPNLARQA 
NIQIQEIQRTPQRYSSRRATPRHI 
IVTFAKVEMNEKMLRAAREKG 
RVTHKGKPIRLTADLSAETLQA 
RREWGPIFNILKEKNFQPRISYP 
AKLSFISEGE1KSFTDKQMLRDF 
VTTRPALKELLKEALNMERKN 
RQ1NETENQQGYPGIELGSAPSG 
PNPLFCRHLQMSVDGRHLQNSP 
PQINR1YIFLAPHHTYSKIDH1LG 
SKTLLKKCKRTEIITNYLSDHSA 
IKLELRIKKLTQNCSTTWKLNH 
LLLNDYWVHNEMKAEMKMFF 
ETNENKDTTYQN LWDTFKAVY 
RGKFLALNAHKRKQERSKMDT 
LTSQLK.ELEKQEQTHSK.ASRRQ 
EITK.1KEELKEIETQKTLQE1NES 
KSWFFERINKIDRPLARLTKKK 
REKNQ1DAIKN 


14294 


44662 


A 


14380 


2 


383 




14295 


44663 


A 


14381 


1 


1536 




14296 


44664 


A 


14382 


2 


1118 


REHLAEGMAVGTASADLNISA 

CWLRREQQ1SQHSARALLRDRL 

PPQENSSWHPAGAPLGRNFQRK 

EQAAIFAVLQPPLVIPRKTGSGV 

DLEQTPADLQKRGLTVTRKTN 

KQKAIASTSTERTPTQKPPFKSH 

QHQRPNVDKSAKMRKNQSKK 

AENSKNQNTSSPPKDHNSSPAR 

EQN WTEN EFDELTE VG FRRWV 

ITNSSKLKEHVLTQCKETKKLD 

KRLEELLTIITSLEKNINDLMEL 

KNTAGELRDAYTSrNS*lDQAEE 

R1SE1GDQLNEIKCEDKMREK\R 

MKRNEQSLQEIWDYVKRPNLR 

LIGVPESDGENGTKLENTLQDI1\ 

QENFPNLARQANIQIQEIQRTPQ 

RYSSRRATPRl 1 1 1 VRFTK. V 
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SEQ1D 

NO: 


SEQ II) NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14297 


44665 


A 


14383 


1 


1154 


MLPILGSRHPSSLGQARKLDYR 
PSKSQCLEPGTPRACLVLYTLV 
AKLIYNDYFIHYFAPRGLPPME 
KNVVFVIDISGFMFGTKMKQD 
HNFSLAREQNWTENEFDKLME 
VDFRRWVITNSSELKEHVLTQC 
KEANNLEKRLDELLTRITSVEK 
NINDLMELKNTAGELREAYTSF 
NSCNDQAEEKISEIEDQLNEIKP 
NLRLIGVPESDGENGTKLENTL 
QDIIQENFSNLAKQANWQIQEI\ 
QRTPQRY\SSR\RATPRTH/IIVRF 
TKVGNGREKMFKGQPGGKGR\ 
VTLKGKP1TLTVADLSAETLQAR 
REWGP1FNILKEKNFQPR1SYPA 
KLSFI SEGEIKYFTDKQMLRDFX 
VTTRP A LQELLKEALNME RNN 
RYQPLQNHAKM 


14298 


44666 


B 


14384 




1554 




14299 


44667 


A 


14385 


1 


909 




14300 


44668 


A 


14386 


2 


207 


DIMSC1LQNYNRPPVMALAIPIA 
VK.FLHRGNKELCRNMSNYLSL 
AAITKAD\LLADHTEV1VKSILQ 


14301 


44669 


A 


14387 


496 


1207 


PL1TGTHDSGSVESQLIKLILTM 

HQLFRLVLGQKDLSRAGDLFVS 

*NNSE1EDSLTEALEQIKI1SSSSD 

YQTNNNDQAVVEICITRITTAIR 

ETESI EKHAKAL VGLWDSCLEH 

NLRPFG KDEDTPHAKIASDI MS 

CILPELQPTPQSMALAIPIAVKF 

LHRGNKELCRNMSNYLSLAAIT 

KADLLADHTEVIVKSILQGMVR 

KLSLGTCFGRYLKVFSSSIYGL 

WEARPRVLEAN 


14302 


44670 


A 


14388 


219 


448 


VSLELCLKTTGPDCGCQTSQTP 
PAAAYHHL/PGAGLPCGPRLPA 
LCCSCPMGARPL*HHKR/DPSRF 
QEKTHLYLPSSH 


14303 


44671 


A 


14389 


542 


1365 


GTEGVMANRSQEGNGGGSWR 

AKQVVVTVPF*EQSLVIMLWR 

RGGNT*QRPSEGTSRSHICSFH 

MSRHCQ*CKCLLKEPA'SAEAR 

DALDTKTHFPLAMIPSYLLLNG 

NIGELPEGPAGGCAQNPGLWAS 

/RGPARR*RSQASSSPEVRWPPG 

QCGLRGRPC KKE\PRPHP WSRP 

CASPYRGAGGQRLRRACSAAG 

RKTPDRRPLPEPTRG PVSQRAV 

LGKLRAAAGHRIPIGDLGDGLS 

LGAPPAGRHLHTVLPLRREFSP 

CEDALGIGEQQGKKRVT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14304 


44672 


A 


14390 




723 


PVLRGGIQEFAYIKALYERKFL 
VPKPIDYNRHAVDMELINGYPL 
C*IHHVEDPASVYDEAMELIVE 
LANHGLIHGDFNEFNLILDESD 
H1TMIDFPQMDSTSHPNAEWYF 
DRDVKCI1DFFMKRFSYESELFP 
TFKDIRREDTLDVEVSASGYTK 
EMQADDELLHPLGPDDKNIETK 
EGSEFSFSDGEVAEKAEVYGSE 
N ESERNCLEESEG C YXSDHLETL 
N K* RKT V YQKRV L M HG VLK 


14305 


44673 


A 


14391 


1 


1889 


MGSKVKEVEDDSQMSDLVRG 

MNAFSKTGSGGVEQGRTGQGG 

TNGHIKKAKARDRDRRFKKTP 

QRK VGN DN LQLPLRWTEQH AE 

THIMNFCSKNYNRNIPGKPRESI 

DTLNEAACRGRLSKTARKLWS 

EAQDQRSFQATEMQAFLFSAK 

RIAAEKKTIIRRRDLCSIWGKLL 

PRPGSQSVPAQIPENLQEQEERA 

KWLLNGRSKFFPQTTSTLGKVT 

SNKTGVKEPELESRQPNLLKVE 

MGMKNHEIVPGSL1ASIASLKH 

GGCNKVLRELVKHKLIAWERT 

KTVQGYRLTNAGYDYLALKTL 

SSRQVVESVGYNQMGVGKYESYT 

Y1VANEEGQQFALKLHRLGRTS 

FRNLKNKRDYHKHRHNVSWL 

YLSRLSAMKEFAYMKFRTLEIR 

D YF Y WVKIN VLTG PCSPKRG SS 

G EFVPCLLQLLLGFGDC WHSFG 

LWH1TPVSVSMLTLLPSLLLVK 

QKKPTLDSRMGQFDFVVELQL 

YLCVLEREVIREYPPDGQIFGRY 

FDRDVKCIKDFFMKRFSYESEL 

FPTFKDIRREDTLDVEVSASGY 

TKEMQADDELLHPLGPDDKNIE 

TKEGSEFSFSDGEVPEKAEVYG 

SENESERNCLEESEGCYXSDHLE 

TLNK*RKTVYQKRVLMHGVLK 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14306 


44674 


A 


14392 


150 


1910 


STPPGGPSVLM*STEEPGAGRS 

QPLCDDLSTRPLSCLGAGCCLW 

PAKRISAKEEPWYSSRSKDKKE 

KNWSSPETTTSGGC HSPGDSQY 

QELAVALESSSVTINQLNENIES 

LKQQKKQVEHQLEEAKKTNNE 

IHKAQMEQLETINILTLEKADL 

KTTLYHTKRAARHFEEESKDLA 

GRLQYSLQRIQELERALCAVST 

QQQEEDRGHCLSSPDQNFSLFT1 

QSSSCREAVLHRRLQQTIKERA 

LLNAHVTQVTESLKQVQLERD 

EYAKH1KGERARWQERMWKM 

SVEARTLKEEKKRDIHR1QELER 

SLSELKNQMAEPPSLAPPAVTS 

V VEQLQDE A K H L RQE VEGLEG 

KLQSQVENNQALSLLSKEQKQ 

RLQEQEEMLREQEAQRVREQE 

RLCEQNERLREQQKMLQEQGE 

RLRKQEQRLRKQEERLRKEEER 

L/TKAGKEAVGPGGEAVEEGGE 

ATKAGGEARALPEPQARQAAG 

RATVQLRGSEQREKERTAVGA 

ASKGAAGEARRGEGDAVHGHL 

SAADL*EGGAAQAVTAADPVR 

GPAAAAGSLGQSGAPRSCQPPE 

PTA RDP A KPRG SP WRRRWRTT 


14307 


44675 


B 


14393 


463 


3755 




14308 


44676 


B 


14394 


175 


1835 




14309 


44677 


A 


14395 


102 


465 


RAYCWAYIRLSCLTVIL1AWCS 
QESALSEEEEDTTRPLETVTFKD 
VAVDLTQEEWEQMKPAQRNL 
YRDVMLENYSNLVTVGCQVTK 
PDVI\SSWSKKRSPG*WRKKCL 
GGTVQNPEEERTAV 


14310 


44678 


A 


14396 


1 


330 




14311 


44679 


A 


14397 


1 


531 


MLLNIPQHTRQSPRAKNYLAQ 
NVNSVKAWCSQESALSEEEED 
TTRPLVRLKHLFVSCIILQCSYV 
LLPLTPEYQLNKFLYVVITMPN 
FDDFKLISIMFLQETVTFKDVA 
VDLTQEEWEQMKPAQRNLYR 
DVM LEN YSNLVTVGCQVTKPD 
VI\SSWSKKRSPG*WRKKCLGG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14312 


44680 


A 


14398 


1 


539 


MPTTTTREMTQNSSETI KNKNG 
KKQRKQRKNSKKNRRKQKDE 
DKTRRQNKRHHKKNDINPEEE 
RTAVRLKDGGAPAPQAVQEHD 
AGICSASGGAQETYILVEGKGE 
ASTSPGQSKGSREGGVGANETC 
SKKL YRDVMLEN YSNL VT/V G 
CQVTKPDVYSSWSKKRSPG*W 
RKKFWEALSR 


14313 


44681 


A 


14399 


322 


1227 


FDLKMSKCRKTPLQQLASPASF 

SPDILADIFELFAKNFSYWXKPL 

NNEWQLPDPSE1FTCDHTEF1MA 

FPWI*RTP*NEVKKPTGVIRTW 

DEWHEHTCFH* * SGE/ISFPHGR 

KSVNAELWTQAWCKFHEILCS 

FPLIPQEAFQNGKLNSLHLCEAP 

GAFIASLNHYLKSHRFPCHWSW 

V ANTLN P Y H E ANDDLMM I M D 

DRL1ANTLHWWYFGPDNTGDI 

MTLKFLTGLQNFISSMGTVHLV 

TANGSFDCQ*NPAGDQRMVKG 

HCYFPSWNWLHLSKHTQCGNE 

FIFMTKKKQSLTAK.SLPDTFS 




44682 




14400 




183 


KRKE1TNSLDAAASRGTVPAAL 
AGVQYLEPRAGAAGRLGGAG 
WGRVPRPGSS/SSLSLVGR*GW 
CPVLRTQGRCCRPPGGCWVGA 
RPKAWELLSLSLVGR 


14315 


44683 


A 


14401 


21 


399 


IWNSAPTASRRPWSLAPGSPRS 
TWCVASTPPCAPGKAREPRDRS 
EVPPATAPAVLQSHWPCPRSSR 
SGSAGNCVGPPHSWAPGHSQH 
LTPGPGHGGPRGP\CWHLLMQT 
AWPALTPPGAMPGEAEGQ 


14316 


44684 


A 


14402 


59 


478 


RCSQPWHCPAALAGVQYLEPR 
AGAAGRLGGAGWGRVPRPREL 
LSLSLVGR*GWRPQEQDQLFPH 
L RRPVGTRS ESTWGNRAG A AT 
W/RAATPSPWRT*NGTKSKQW 
TASGLWQKGDGWD*GSGKPPL 
PLSVPAGQRLVPVC 


14317 


44685 


A 


14403 


1150 


1319 


PRRLPTACTP*RS/CSRYWMVP 
KSPRMTMMMWTKLARMGAQ 
W*PRKSNACLSRAASS 


14318 


44686 


A 


14404 


34 


304 


LPSRGAGLGTCSPPCLSLPPTPW 
APVRPEPPRRAPPPAPRRPVPST 
TQ/EARRSAASLLSPARPRAHRD 
GTNNSRRATLRAVTLTARVRG 
F 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Cnknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14319 


44687 


A 


14405 


1 


360 


SSSLSYLPAGQGSGPAARHA*A 
SHPLHGLLCGPSLPNEHRPLLQ 
GAQSH* PPKG*G VRAHGVGLA 
GRSTCSP/ECGIH*VKPAGLLSFL 
GPRCFYEL*QSPRRSAAASLLSP 
ARSRAHRE 


14320 


44688 


B 


14406 


80 


1166 




14321 


44689 


c 


14407 


1 


543 




14322 


44690 


B 


14408 


1 


930 




14323 


44691 


B 


14409 


1 


1473 




14324 


44692 


A 


14410 


388 


606 




14325 


44693 


A 


14411 




798 




14326 


44694 


A 


14412 


687 


832 




14327 


44695 


B 


14413 


1 


1218 




14328 


44696 


B 


14414 


1 


642 




14329 


44697 


B 


14415 


1 


807 




14330 


44698 


A 


14416 


554 


724 




14331 


44699 


A 


14417 


216 


494 




14332 


44700 


A 


14418 




3408 




14333 


44701 


A 


14419 


330 


858 


VPSLDGQRGLELDTECRLVYLQ 
SLS*T*RFSTSSPEQLDTECRLV 
H SQTLC * TQG AD WCI YKP* VGL 
QVELPASPAPW/LAFLSPWVVN 
GTGRHGAGGGARRGGSGCTGA 
HGVGGRLRHGRLQVPSPAPWE 
GSCSLPSP1GPPFKRAHSVLQKG 
SSTLMVGTCASSPKVVPFHLLS 


14334 


44702 


B 


14420 


182 


1513 




14335 


44703 


B 


14421 


1 


1608 




14336 


44704 


C 


14422 


1 


1830 




14337 


44705 


A 


14423 


167 


433 


LPSRGAGLGTCSPPCLSLPPTPW 
APVRSEPPRRAPPP/GSTVPSPIN 
HPRAEECERMARDWQAAPPAA 
PVRDPLGEASWAPEFFGSMLPL 


14338 


44706 


B 


14424 


32 


352 




14339 


44707 


B 


14425 


103 


451 




14340 


44708 


A 


14426 


158 


921 


LPSRWAGLGTCSPPCLSLPPTP 

WAPVRPEPPRRAPPSAPRRPVP\ 

RPPKG*GVPAHGAGLAGSSTCS 

PDICRVCRSEGTPEKPLYHPCVC 

TGSIKFIHQECVYSPDMPSRLPIQ 

D1FAGLVTSIGTAIRYWFHYTLV 

AFAWLGVVPLTAWHQLLDLGS 

TLNPGCSHLVILKLTTSTKTLFP 

NKATFILVVLSQDKTLMEDPR 

MEDKWKEDRFSPFNSEALEITL 

GERHRPQTASVIPWFCSSRHVL 

NLGK1NFEVD 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14341 


44709 


A 


14427 


242 


515 


IQSVHWCIHKP*ARHRVLIGVFT 
IPELDIKVLH VPTRLRN PAGFTH 
WILHRDCRCSCMPVLRHAPALL 
SPWVVNGTGRSRAGDSTHRGG 
SG 


14342 


44710 


A 


14428 


759 


988 


TWPRKPLFPPRPLGL*WEGMLQ 
RSLTCPGDIFPIILVISIWLLVTY 
ANFGSWL*FLPRKWVFPFFIPVP 
NKFLIFI 


14343 


44711 


A 


14429 


130 


788 


VLQLIKAVWTPRTQEPSWLPPV 
NPARELQVELPASPAPCARTPQ 
LLGGRWDWAPWSRGWRSFGE 
ARAAQKPMEGVGGSGMAGCR 
SRALPHGKAAKARRAIEHSTGG 
LALLGDPVHSPQPLARVLSPSLP 
RASRAGWLLRVRGPPSPRPPGT 
PAGRQAPHAAPVPARASPSTPP/ 
CRAERVGSSPGQPRKGLPQCRG 
EAEGLLKCHQSGSPGRGEELW 
HSR 


14344 


44712 


A 


14430 


108 


1686 


ANRCPLPHPGTGAGRCLGASA 

GRAEEAGV*GPLHEGLGYRPA 

GLFLRADTGHRTPGWGGGGGG 

AGGRGGAAPGPGVGATRRFAG 

RRGCARHGAAVPAAVRVCCERL 

VLNVAGLRFETRARTLGRFPDT 

LLGDPARRGRFYDDARREYFFD 

RHRPSFDAVLYYYQSGGRLRRP 

AH V PLD VFLEE VAF YG LG AAA 

LARLREDEGCPVPPERPLPRRAF 

ARQLWLLFEFPESSQAARVLAV 

VSVLVILVS1VVFCLETLPDFRD 

DRDGTGLAAAAAAGPFPAPLN 

GSSQMPGNPPRLPFNDPFFVVE 

TLC1CWFSFELLVRLLVCPSKAI 

FFKNVMNLIDFVAILPYFVALG 

TELARQRGVGQQAMSLA1LRVI 

RLVRVFRIFKLSRHSKGLQILGQ 

TLRASMRELGLLIFFLFIGVVLF 

SS A V YFAEVDRV DSHFTSIPESF 

WWAVVTMTTVGYGDMAPVT 

VGGKIVGSLCAIAGVLTISLPVP 

V1VSNFSYFYHRETEGEEAGMF 

SHVDMQPCGPLEGKANGGLVD 


14345 


44713 


A 


14431 


1 


427 




14346 


44714 


B 


14432 


8 


323 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


14347 


44715 


A 


14433 


20 


1050 


FNLVYMSHVSDEGALSESASAT 

AASWPPHGFLQHFVPGRPQVP1 

CLYLLGQKTG*HMAPLLRQVT 

GSP1PPKTPGRGIRNMKRNEKR 

RYKTLMADGWELHQELSLGRT 

SSLPPYKGPGPWSPGFQKVSKG 

ANPVEIKRGVMLAVDAVIAEL 

KKQSKPVTKPEEIAQVATISAN 

GDKEIGNIISDAMKKCGRKGIIT 

KISSVQSIVTALEIANAYCKPLV 

IIAGD1DGEALTTL1LNRLKVGL 

QVVAVKAPGFGDNRKNQLKDT 

VIATGGEVGEVTVIKDYAMLL 

KGKGNKSQIEKCVQEIIDQSDV 

TTSEYEKEKLS\EKLSDGVAVL 

KSHPWSFCTKIYPLT 


14348 


44716 


A 


14434 




764 


TTATVLARS1AKEGFEKISKGA 

NPVE1RRGVMLAVDAVIAELKK 

QSKPVTTPEEIAQVATISANGD 

KE1GNIISDAMKKVGRKGVITV 

KDGKTLNDELEIIEGMKFDRG\ 

YISHPFINTSKGQKCGISRDAYV 

LLSEKK1S\SIQSIVPA\LEIAHAH 

RKPLVIIAEDVDGEALSTLVLN 

RLKVGLQVVAVKA\PGFGDNR 

KNQLKDMAIATGGAVFGEEGL 

TLN LEDVQPHDLGK VGEV1 VTK 

DDAMLLKGKGDK 


14349 


44717 


A 


14435 


1 


3288 


MKLMETLNQCINAGHEMTKA1 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDME1RGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDVI 

VIDSAPNLG1GTINVVC 


14350 


44718 


A 


14436 


2 


422 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pnssible nucleotide 
deletion, \=possible nucleotide insertion) 


14351 


44719 


A 


14437 


529 


2484 


WG1TMIIKKNKKAAPRAFGVRLE 

ECQPATENQRWQDLNVISSLLK 

SFFRKLPEPLFTDEELPLAPSFCP 

EEENGGRGGGPSPRYRLEPMDT 

IFVKNVKEDGPAHRAGLRTGD 

RLVKVNGESVIGKTYSQVIALI 

QNSDDTLELS1MPKDEDILQLPA 

ERESGGEASEPPRVVRPEPSTRA 

LEPPAEDRGDEVVLRQKPPTGR 

KVQLTPARQMNLGFGDESPEPE 

ASGRGERLGRKVAPLATTEDSL 

ASIPFIDICVRPCAWLHALLDW 

MAQQRVLDMQGQSIGMGVSW 

DRELEEKG SEKG YDEPTSPSIDL 

QAKHVPASAVVSSAMNSAPVL 

GTSPSSPTFTFTLGRHYSQDCST 

SAHLNIFAG1FDISNDHLQVSTL 

ESNFTRIHLTHYTGGNFPAWLA 

WDAVPFSSDLLNLGVHVLETG 

AGTPFLGSACSSDG1ASQMNTA 

GLPQIRDLPGHYYETLKFLVGH\ 

LKTIADHSEKNKMEPRNL\ALV 

FGPTLVRTSEDNMTDMVTPHA 

♦PLTRSWETLIQALQTGSSVTKR 

YKGKENPCGLTRSLRQCPTLST 

FLPNIWQDSAPWRPGVSGPVGD 

LKDSTTCSSAKSKG SWAPKKEP 

Y AREMLA1 SFISAVKPQAQEAA 

GDAGAGQQHRRRLGAGGAQS 

LGRGPQRRGHQERS 


14352 


44720 


B 


14438 


1 


1473 




14353 


44721 


A 


14439 


5 


694 


VPDKWGWCLFMSRYLETAIRT 
AACAASPRYLNPGRCSAARGPS 
SQSPRPPWSGHKKRTASPGWG 
GQSAASPMPPSRSWPASVGGPE 
FRLSETPSRPFTLSGMK*GWQV 
HSWAPALFCSVMSFSPDTCCLC 
K*AHSQPCSPSPSTVILLRETSSN 
WDWQPEDLGAPKASASPPPSTT 
R1TRLRSSELQLRRLNPSDSCHR 
GFCFSFRCLLTPEHVLPKTVLRI 
QPGCKVA 


14354 


44722 


A 


14440 


303 


757 


MAWKVSLRGRKVAGRAPSQLR 
WASPPSSGQSVKSLLLPPARRL 
CPGPGVPARCHRRI*GLGPGRG 
WRG E WRRDTN P WE PPQPRSPS/ 
G/PNCAWSDGCPRGAPRRPRAL 
*AGAARRAAPARI*VPWRGSAG 
GCSNRRLQVPAHE*TPTPF1RYL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14355 


44723 


A 


14441 


1 


534 


RHEDHSEPTFLISPSLLCFLLPSA 
PPLPRLTPI\PAALLVPAVQRME 
PVLFLPAPGAAACRVWHPALPP 
PRQAAVSSSRPCY\PCVARSAPA 
G RVRAAG VPVPAPPSSSPRLGRV 
GGRSRSPNVVFRVRGAAPG/PG 
L*ISPWTP/PLNEAS*RQRGCPAS 
FAVYGGQEWRPPQWPGPPRGP 


14356 


44724 


B 


14442 


157 


2143 




14357 


44725 


A 


14443 


258 


4089 


QL1TCLSRPETGGKFEVDTQRP 

VCPPSRARAARASAAAVAAAA 

TLTPPTMDSFDLALLQEWDLES 

LCVYEPDRNALRRKERERRNQ 

ETQQDDGTFNSSYSLFSEPYKT 

NKGDELSNRIQNTLGNYDEMK 

DFLTDRTNQSHLVGVPKPGVPQ 

TPVNKIDEHFVADSRAQNQPSSI 

CSTTTSTPAAVPVQQSKRGTMG 

WQKAGHPPSDGQQRATQQGSL 

RTLLGDGVGRQQ/HSGQTSVQC 

GGGPSDPGEATCHGGQ 




44726 




14444 


— 


1326 




14359 


44727 


— 

A 


14445 


453 


710 


Qowcr;k'Pi?fwrn-M ppnv+nriP 
o^rtrUKrlvy V UnLKru V Uv^r 

GQHGETPSLLKIQKLTGRGGAC 
LW/QSQLLRRLRQENRLNLGGG 
GCSEPGSCHCPPAWATERDSVS 
















14361 


44729 


A 


14447 


244 


426 




14362 


44730 


A 


14448 


69 


221 


QWRFCGIERGERWGKD*EIGW 
LPCLCGKK*IWETF\ILFCTKKN 
SSALGSC 


14363 


44731 


A 


14449 


27 


220 


AV1LTAK1CSFTPEPSKTTSPPGG 
TNNSRRATLRAVTLTVKVCSFT 
P*GSAASFLKSVRPRTHQ 


14364 


44732 


A 


14450 


115 


732 


EPETR1DPLSWNSSQLPVAALH 

LPGMSSVGAGQAICNLCCLGDL 

VSPSSLPALERTGPPPWNRGPK 

G RGRLPSL/T VSQPSL VIPPGTG 

KSEVNADRSRPPAYCSNLGRYS 

GPGPPSLVIPPGTGKSEVNADRS 

GPPAYCSNHFPSALP**RSSMRS 

LSLQQTSAWTCRHFHTSVLKSR 

WRFPNLNSCLLCTCRPNTTWKP 

CLGACTL 


14365 


44733 


A 


14451 


528 


875 


EHGYFQGTLGQKGCKSGKPPG 
GTLK.TLLVTLREPGRLQSPTSL 
WVSERLP*YP*GDTGENCPKLS 
FHLRNLGPS*AG*RERPPQGGL 
YLPPQAYRLMQGSAFWPLFGY 
APSPQR 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 
=^^======= 


14366 


44734 


A 


14452 


2788 


3414 


ACFSYlAFWRrNTTSTANLSKES 














LTSTTSRSWVINVNIVIFCTDWL 














FYKWLLKNFP1YFYMIFPFNQIT 














PUCK^rCfA ADA CPTCTTDPCT A 
r HaMOiLAAKAM loll rLo 1 A 














PSPI DH PRAEE\SSTRR VTG RQL 














ni^i^r Arvlt^or lrr,roKl lorruu 














TXfMCXCAT D*C7I *UCPDDCA ACT 














K^r K I IV YriKi ya^UrUonr L 














PLPLPSSIHDHF*LFHLQHTFQS 














HA LLP 


14367 


44735 


A 


14453 


662 


1338 


VLQLIKAVWTQRPLGGRWDW 














APWSRRWCSSGRLRPHRNQWS 














G WE AQA WG LQVPEPCPAGRQL 














RPGEKSSTA PVCTSCCRTRSTA 














GPTGCPSTRRDPTLSASPS*TST 














TSLATATASASMWAGSCTSIST 














PT.QAQl VUriAl TWPr.CHPACPP 
KtjoAoLVrH^AL 1 WrusurAorK 














KR\TGSHPVA*AGVRWRAHRSL 














QPQTPGLK* SSHFSLPSG WN YR 














HSNHPISQSFPHLSPLS1PQNHH 














CHHGPFSM 


14368 


44736 


A 


14454 


3 


415 


DFLLFSEILPASQSASAILPALPA 














SHRCPCCLDVPLPPEVPGPARLP 














VAAASVWRPVQHLSLLGRWA 














Ur J UK J JC.oK.t- 1 IN AJt V JE.AL'JLrr 














L Y AllUivLJcr 1 AUroUAbA VJLo 1 














SSEYCPGPHPKMGHRRVTSCLS 














TCQS 


14369 


44737 


— 




_14455 




— 







14370 


44738 








To 

< 




14371 


44739 


- — 

A 




14457 




349 


93 


V KW VouK nr^ a 1 Lo/vrLU 














ETSGCHQGGLHDLK.1V VL 


14372 


44740 


B 


14458 


1 


1338 




14373 


44741 


A 


14459 


— 


426 




14374 


44742 


A 


14460 


93 


345 
















RPREVGIQQYKKGGGAAGKGG 














TGNAPGFLLFSKDS*K.DPTPLPP 
















14375 


447431 




"7Z§5 




TT^I 






44744 


— 


6 - 









14377 


44745 


— 




— 

— 


— — 




14378 


4474 


— 

A 


— — 




627 


HCLSHFQNTGPRGDVDFQQEL\ 














FPVLMADIRKEERSHLCRSSRR 




























GWGTSRK 


14379 


44747 


B 


14465 


1 


1553 




14380 


44748 


A 


14466 


226 


449 


SLQPDI*CSGLRGSLLLV*PKSD 


14381 


44749 


B 


14467 




2061 




14382 


44750 


B 


14468 


10 


1099 
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SEQ1D 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14383 


44751 


A 


14469 


34 


406 


GGGFISLDTGSHHKSHPGGS*H 
ALGWVRPHTLNSP\PSQQPGNC 
GNPAWEC*GPHG/APSRWSCST 
PCRPSHPKVPAVRVAGPAGGCT 
PYRT/PTRRTPR*RPGPCAACDR 
P\L H PHCGPRGPG A YPR 


14384 


44752 


A 


14470 


623 


1671 


VLRSVSSWLPTSMAMTVLAPM 

LRAMSAGRLLM*PPSMSRCPSL 

GSHSGGR*PDS/GHAGAHVPPQ 

GAIFVDSHG*GGDICGHVEVRQ 

P/QG PQS A YPGRPDG CCG * RQT 

Q*TWR*LGT*GPTQVPAPKSCS 

WPTPGPAASCGWRCAPPRTTLR 

*KSQWTCRPPGPRGPPPPLMPL 

VLRCASSPWPRPRLAQGQWCS 

P*APSPSGRSRCAGPRAWRKPS 

RRAHAAWQGCGAKRGGADSA 

G AG APSTSC A YL ATPRC A WGP 

HPPLGGAGLAA*GRAQPCSPAS 

APAGRG*APGPPGPQ*GCSRPV 

AGSARSRASARRPSGRVRYGV 

HPP AG PATLTAG TLG C YPVRRP 

PGVPG 


14385 


44753 


A 


14471 




972 


QSGTFSTKNEGRTTRDVYDGR 

GPRVGRCGTCVYVRYVHDRPH 

APPHERARRN DGNTQRTGNAR 

PGTAMPTATTDQPKGRSTRHK 

ETKRGRTARNGKQQNNPRK/RP 

RKDKRKQGSAGEGERGAGGKE 

KGQPRDTEAKGDRRTDFPPPNG 

\P*GQSKRGAN1GGWFPPPRLGT 

PNPPLPGPQSAQVSGP*TPQMW 

MPTGTGCCGGSQ\SGSPPPWCV 

SP*PVAEALFHSST/PAPRHPSPP 

SSSPKHSHQPSTPPP* ISLGQGPC 

RPPKRRPAPDQPQVPRCPEPSC 

AYLATPRPTMRMQSACRGSAR 

SRASARRPSG 


14386 


44754 


A 


14472 


1 


3128 




14387 


44755 


B 


14473 


239 


5474 




14388 


44756 


A 


14474 


542 


781 


PASIIMTGSISHITILTL R VNRLN 
AS1KRHRLTDWQIR7IKSQDLSV 
CYIQETHFTCKDPHKLKIKGWR 
K1YQVN*KQKKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=I_lnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14389 


44757 


A 


14475 


724 


1340 


QLTLQGRRVAPR*PSRVALEQE/ 
CGYNALLRYEGFEMDSGLDFW 
CNICGSDIHPVGWCAASGK.PLV 
PPRTIQHKYTNWKAFLVKRLTG 
AKTLPPDFSQKVSESMQYPFKP 
CMRVEVVDK.RHLCRTRVAVVE 
SVIGGRLRLVYEESEDRTDDFW 
CHMHSPLIHHIGWSRSIGHRFK 
RSDITKKQDGHFDTPPHLFAKV 
RSFYKNPHL 


14390 


44758 


A 


14476 


1822 


2226 


KRLFTNRTRITPF VAINSHH H H H 
HHIT1INTIITTTSTINSHHHHHY 
YHHHHHHH HHHQHTTTTNTTT 

in h i iNNNn ri irin iinit 

TTSTINSHHHHHNQHCHHHHH 
HHHH/HHHHHQYHHHHH*HYQ 
\HHHHHHYYHHHHHHHHHHQ/ 
HHHHHQHHHNQHHHHQQQHH 
DHHHHYHHHQHHHHQHYQ\H 
HHHHHNQHCHHHHHHHHHQH 
HHDPPHHHQH*HSHQHH 


14391 


44759 


A 


14477 


232 


625 


EGCCCIA1MVQKYQSPVRVYK 
YPFELIMALRKVRYPRCCVTCS* 
TGGAQQVGFRFLDLPLSLCTP* 
CLWRTSSSNF*RKAAGCSGSRJL 
QSHHFGLIPQPTAPKPWSSPLHI 
TKPQTLGQRDPGPRTRKRSK 


14392 


44760 


A 


14478 


1 


808 


MPKTTACNVHTVTWASCENAD 

SDSTGLRHHDSCEDPASPGRSD 

LCLVPHPTRPAVRGGRPAGGRC 

PAVPAEGPWRHLQQAQEGLK.R 

LAGGLERLLENPVRRALPQGA 

QGHRAEPTEARPHPAPEI IRRAG 

AAAERAERLESQPVGASAAAA 

S A A S ARIP YL V A V P A AGPPRHR 

CRRHRRGPGTSSGPRTAL1RPAT 

ARARAGIVSEPRTAPGATRARP 

WRQGSHNPVAPSAP*LLRGPSIP 

WQIRPMPCPTSHQTCSERRPSG 

RWQMPGSACRRSLETSSAGAG 

RAQEAGGRLGETSGESG/RAGL 

YLKELRA1VLNQQRLVRTQRQS 

IDELERRLNELSA*NRSLWEHP 

QLPQAQPPPGFLTS* PSPLPALL 

GTAAAATAGAQEHLQDHGQRS 

SARPLPAPELASFQNHEQLLAQ 

PEPDPGGRAHTTQSPHQHPGTL 

GVKANKEKKGPPGCCAAPGTP 

LQQESPAPSARES 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14393 


44761 


A 


14479 


1 


831 


M I RY FGD Y WTQ ALLTLIPGDPK 

HPRGPPVKVGVYGGQGYINSL 

ALCHNFIWRELNRFSLLQDVPL 

VRYIDNIMLIGSIKFLGVQWCG 

ACRDIPSKDPADPMVLEVSVAD 

RDAVWSIWQALIDESQQRPLGF 

WSKSLPSSADNYSPFERQLLAY 

YWALVETERSTMGHQVTMLPE 

LPVMNWVLSDPSSHK7ANGLA 

GWSGTGKKHDWKIGDKEIWRR 

GMWMDLSEWSK/D/VKIFVSHV 

SAHQRVTSAEEEFNNQVDRMT 

RSMDTTQPLYPTTPVIAQWAHE 


14394 


44762 


B 


14480 


56 


3476 




14395 


44763 


A 


14481 


3 


591 


DPADPMVLEVSEADRDAWPIS 

ESQQRPLG FWSKALPSSANNYS 

FFKRQLLACYWVLVEIEHLTM 

GHQVTMRPELPI INC VLSDPCSH 

KVGHAQQHSIIKWRWYIHDWA 

EGTSKLHEEVAQIPMVSTPSLP 

QPAPMASWEVPYDQLTEEEKT 

RAWFTDGSARHAGATQKWTA 

VALQPLSGTSLQDSSEEKSSQW 


14396 


44764 


A 


14482 


1 


1275 


MEKNDIDQSRRRKVVEMNENV 

QLVRYGEQASDLKTATKFKSPS 

EVKHIRF1QQAFIGSKLLMRPW 

TTVTKQILSLKSAKIALSESLIPC 

RKRAEFVEK.QTQAFIMQVSDL 

QQKVHAQPSQVSTVKVKALIG 

KEWDPATWNGDVWEGPDEAG 

DTEFVNSDEAFLPEATAFPSPEV 

GNDQTVWGLLDTGSELMLIPG 

DPKYYRGPPVKVGAYGGQV1N 

RGLAQIQLSMDPVGHRTRPVVS 

SPLPECI1GTDILSSRQNPHIGSLT 

DITLVHYIDDIML1GSSEQEVTIT 

LDLLVQAVAQAALPVGPYDPA 

DPMELKVSVADRDAVWSLWQ 

APIVTMRPERPIMNWVLSDPSS 

HKVGCAQQHSIIKWKWYIRDW 

ARSGPEGTNHSRRVCS/LPQVQ 

APSAR*ATARRGGQAASGCCLF 

WSCTCFSNFDV 


14397 


44765 


— 


14481 


604 


1760 


NSWCRWFNFRY*YPTFYWES* 
NT*IPLREWFG*NHDASCP*TLD 
SKSFSFETRTGSPCSSSLQTAYC 
GTLWIVQGV 


14398 


44766 


A 


14484 


2710 


3060 




14399 


44767 


A 


14485 


3 


227 




14400 


44768 


A 


14486 


3 


266 




14401 


44769 


A 


14487 


2 


564 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


||| 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14402 


44770 


A 




2 


503 


FFFFLPIGFWRQHIPRLSVLLQHI 

Y*VT*NAASFEWGPEQEKAL*Q 

VQAVVQVALPLGPYDPADPML 

LEVSVADKDAGCTRIAQAPIGE 

SQWRSLGFRSKALRSSAENYSS 

FERQLLACYWALVETECLTLG 

HQVTI*PELPIMNWVLSDPSSHK 

VGHEQQHSIIKWK 


14403 


44771 


A 


14489 


2 


469 




14404 


44772 


A 


14490 


1 


633 


MTVDYRKFNQVVTPMAA/AVP 
DAVSLLEQINTFPGTWYAAIDL 
ANAFFSIPVHEAHQKQFAF\LPQ 
G Y INFPALCHN LIRRELDFFLLL 
QDITLVHYIDDILLIGSSEQEVV 
NTLDLL1HKRSKEAEHTAASRIR 
VSCLPEQKSHEQTLPWEQVPSS 
GD1KEYFPNAFVLLTTASLQGQ 
DNTSQLQLTWKAPED1KMSKT 
DADADEE1 EALRG 


14405 


44773 


A 


14491 


1 


518 


MTVDYCKLNQVV1PIAAAVSD 

VVSLLEQINTSPGTWYAAIDLA 

NAFFS1PVHKAQQKQFAFSWQG 

QQ YTFTV LPQ W YIN SP ALCHNL 

IRRDLDCFSLPLDITLVHYIDDI 

MLIGSTIKWVVHSS/DSIIKWKW 

YVHDWARAGPEGTTNGLAG*S 

GTCKKHEWKTGDKG1RGRG 


14406 


44774 


C 


14492 


33 


932 




14407 


44775 


B 


14493 


27 


2457 
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SEQ ID 
NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14408 


44776 


A 


14494 


332 


2158 


RGYVFCSWKKTDGS/WRMTVD 

YCKLNQVVIPIAAAVSDVVSLL 

EQINTSPGTWYAAIDLANAFFS1 

PVHKAQQKQFAFSWQGQQYTF 

TVLPQWYINSPALCHNLIRRDL 

DCFSLPLDITLVHYIDDIMLIGXP 

RQLLACY/WALVETEHLT1SHQ 

VTMRPELPIMNWVLFDPSSHKV 

GCAQQHSIIKWKWYVHDWAR 

AGPEGTTTPVISQWPHEQCGHG 

GRDGGYAWAQQCRLPLTKAD 

LNTATAKRPICQQQRPTLSPQY 

GTIPQGDQPATWWWVDYMGS 

LPSWKGQRFVLTGIDTYSGYGF 

AYPACNASAKTAICGLTECLIH 

HHD1 PH S I A SDQGTHFM AK E VR 

QWAHDHGIHWSYHVSHHPEA 

AGLIEWWNGLLK.SQLQCQLGD 

NTWQGWGKVLQKVVYALNQH 

P1YGTVSP1AKIHRSRNQGLEVA 

PLT1TPRDPLAKFLLPFPATLQS 

AGLEVLVPEEGTLPPGDTM1PL 

NWKLRLPPRHFGLLLPLNQQA 

KKGVTVLAGVTDLDYKDE1TL 

LLHNGGKEEYAWNTGDPLGLL 

LILPCPM1KVNGKLQQLKPEAL 

VPKGVVFPPGDTTMLSLSWKL 

RLPSGHVGLLMPLSQQVQKGV 


14409 


44777 


A 


14495 


1 


3187 


MAEGKEEQVLSYTDGSRQREN 

EEDAKAETPDKTIRSHETYSLPR 

EWYEGNRPHDSITSQWVPPTTR 

GNYGSTIQDEIWVGDHSGYVRP 

VPVPRSLNSDISYFGVGGKQAV 

FFVGQSARMISKPADSQDVHEL 

VLSKEDFEKKEKNKEAIYSGYI 

RNRKDDYDNHTGIDLVGTIIATI 

KGSNEEDTDTPLFIGKVRTLEFP 

FVNGSAEIMLMPSNQQHKTDE 

KGRANLG VFS VF APRGEHTLQ 

VKAIYNKSI1EGP ! 


14410 


44778 


A 


14496 


266 


467 




14411 


44779 


B 


14497 


152 


1245 





1800 
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SEQ ID 

NO: 


SEQ ID NO: 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14412 


44780 


A 


14498 


1 


1445 


MLRAAAGGQGLAAAGMGLCA 

RPAGGSQLPRERMKGNRACLP 

LPPA V ALTKGRE KPD AG HQGR 

STQMMRESERGPCTHWTEERP 

GRQLKILLQKQMRQNTLMAFQ 

VSWDGRNK.EIGRTFPHATAPHT 

QQLIFAMKIKRTGVTVEPWGLF 

ETGQRIRPIQAAGL*LSSSSTTC 

VALAPLLTMHVKSLALLSAP/Q 

MGALSTITSITTTRRQTPAESHF 

PAARFHLLAPHSPTLPPCCPGEP 

SESAVTVLCFAKGKTAQDAAV\ 

PTTSLTAAGHLAPRS*SSWSRM 

PVKVRRAPDSLPETSAHALPLT 

H*SWLPSASWGPASRALPGSEW 

VLKPVWQ/A1TGPVSQITSSPGIP 

KP\GPLQA*GSAHPQALGFSVL 

QIPLSNSPTSPMTPPLPRPK1SNS 

SLPSQ/PPQALFPNRWTNSSSPV 

HVITSAAQVPRTPREWPAVSFYR 

TTATTASLIPHLWAPPQEN*QTS 

PAQNGSTLPCMSQATFHFPSP 


14413 


44781 


A 


14499 


44 


455 


HLRNRTR/PSQITPHIYNHLIFDK 
/PLFN1WWWENWLAICRKLKLD 
PFLTPYTKrNSRWIKD*>JlRPKSI 
KNLEENLGNT1QHLG/TGKDFM 
TKTPKAM ATKA Kl DI WDLIKLK 
SFCTAKETIIRVMRLPT*WEKIF 
AIYP 


14414 


44782 


A 


14500 


1 


346 




14415 


44783 


A 


14501 


1926 


2448 


DFI A V 1 TTRKQLKTK YN A H H SK 
QAITKHFSPKISDLILCLKKKIM 
NRHFSKED1YAAKKHMKKCSP 
SLAIREMQIKTTMRYHLTPVRM 
A IIKKSGNNRCRRGCGEIGTLLH 
CWWDCKLVQPLCKSMWRFLR 
DLVDPAIPLLGIYPKDYKSCCYK 
DTCTRMFIAALFT1AKTWNQP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pnssible nucleotide insertion) 


14416 


44784 


A 


14502 


1 


2142 


MIILIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYLKITRAIYDKPTA 

N 1 1 LNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKE1 

KGIQLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

IMSEFPFT1ATKRIKYLGIQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSWIGR1NIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKKEIKG1QLG 

KEEVKLSLFADDMIVYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTIATKRJKYLGIQLTRDVKDLF 

KENYKPLLKEIREDTNKWKNIP 

CSRIGRINIMKMAILPKVIYRFN 

DIPIKLPMTFFTELEKTTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

N RD1 DQ WNRTE ASE VTSH I YNH 

L1FYKPDKNKKWGNDSLFNKW 

C WEN WLA1CRKLKLDPFLTPYT 

KIHSRWIKDLNVRPKTIKTLEEN 

LGNT1QD1GMGKDFMTKTPKA 

MATKAKVDKWDV1KLKSFCTA 

KETTIR V SRQPTE WEKIFA I YPS 

DKGLISRIYKELKQ1YRKK\TNN 

P1KKWAKNMNRHFSKEDIYAA 

NRQM KKC SSSLV IREMQIKTTM 


14417 


44785 


A 


14503 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 
QLQDT*SSDSPKLK*RKKC*GQ 
PERKVKLPTKGSPSD*KRISRQ/ 
KTLQARRQSWFFEK1NK1DRPQ 
ARLIKKKREKNQ1DTIKNDKGD 
ITTDPTEIQ1TIREYYKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESVNRPITGSEIEAITNSLPTK 
KSPGPDGFTAEFYQRYKEELVP 
FLLKLFQPIEKEGILPNSFYEAS1I 
LI PKPGRDTTKKGNFRPISLlVrNI 
DAKIL 



1802 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14418 


44786 


A 


14504 


1 


2877 


MENDFDELREEGFRQSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

1TNTEKCLKELMELKTKAQELR 

EEWRSLRSRCDQLEERVSAME 

DEMNEMKG EGKFREKR1KRNE 

QSLQEIWDYVKRPNLCLIGVPE 

RDGQNGTKLENTLQDVIQENFP 

NLARQANVQIQEIQRTPQRYSS 

RRATPRHI1 VRFTKVEM KEKML 

RA ARE KEIQTTIS E Y YKHL YTN 

KLENLEEMDKFLDTYTLPTLNQ 

EEVESLNRPITGAE 


14419 


44787 


A 


14505 


1 


2347 


MELKTKARELHDECTSLSSRFD 

QLEERVSVMEDEMNEMNLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEGILPNSFYEPSII 

LI AKPG RDTTKKENFRPI SLMNI 

NAKJLNKMLANQIQQHIKKLIH 

HDQVGF1PG MQG WFNIRKSIN V 

1QHINRTKDKNHM1IS1DAEKAF 

DKIQQHFM LKTLNKL VLEVL A 

RAIRQEKEIKGIQLGKEEVKVSL 

FADDMIVYLENPTVSAQNLLKL 

1GNFSKVSGYKINVQKSQAFLY 

TNNRQTERQIMSELPFTIASKRI 

KYLGIQLTRDVKDLFKENNKPL 

LKEVKEDTNEWKN1PCSWVGRJ 

NIVKMAILPKVIYRFNA1P1KLP 

MTFFTELEKTTLKFIWNQKRAC 

1AKSIFSQKMKAGGITLPDFKLY 

YKATVTKTAWYWYQNRDIAQ 

WNRTEPSEIMLHIYNYLIFDKPE 

KNKQWGKDSLFNKWCWENWL 

A ICRKVKLDPFLTPYTKMNSR 

WIK DLN VRPKTI KTL EENLGITI 

QDIGVGKDFMSKTPKAMATKA 

KIDKWDLIKLKSFCTAKETTIRV 

NRQPTTWEKIFATYSSDKGL1SR 

IYNELKQIYKKKTNNPIKKWAK 

DVNRHFSKEDIYAAKKHMKKC 

SSSLAIREMQIKTTMRYHLTPV 

RMAIIKKSGNNRKIQ/GG1WCD 

RIL*R*TTCRVAKEIQSL*RRI/W 

KRLQRTLSIPVLDAV*PPMF*AS 


14420 


44788 


B 


14506 




2265 




14421 


44789 


A 


14507 




2832 




14422 


44790 


A 


14508 




2109 




14423 


44791 


A 


14509 




2757 




14424 


44792 


A 


14510 




2304 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14425 


44793 


A 


14511 


1 


2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSAPHQADLID1YRTLH 

PKSTEYTFFSAPHHTYSKTDHIL 

GSKALLSECK.RTE1ITNYLSDDS 

AIKLELR1KNLTQNRSTTWKLN 

NLLLDDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTVQKINES 

RSWFFERINKIDRQLARLIKKKR 

EKNLIDAIKNDKGD1TTDPTE1Q 

TT1REYYKHLYANK.LENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIVAIINSLTTKKSPGPDG 

FTAEFYQRAIRQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQKL1SNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJKYLG IQLTRDV KDL FKEN 

YKPLLKEIKEDTNKWKNIPCSW 

VGRINIVKMAILPKV1YRFNA1PI 

KLPMTFFTELKKTTLNFIWNQK 

\RAHIAKS/VLSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 

RDTDQWNRTEPSE1MPRJYNYL 

1FDKPEKNKQWGKDSLFNKWC 

WKNWLAICR1CLKLDPFLTPYT 

KINSRW1KDLN1 RPKTIKTLEEN 

LG1T1QD1GMGKDFMSKTPKAM 

ATKAKIDKWDLIKLKSFCTAKE 

TTNRVNRQPTKWEKIFATYSSD 


14426 


44794 


B 


14512 


1 


2337 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14427 


44795 


A 


14513 


1 


1544 


HINRAKDKNHMIISIDAEKAFD 
KIQQHFMLKTLNKLG1DGTYFR 
KSINVIQHINRAKDKNHMIISID 
AEKAFDKIQQHFMLKTLNKLGI 
DGTYFRKSIN/DNPAYKQSQRQ 
KP\L11SIDAEKAFDKIQQPFMLK 
TLNKLDNIIVYLENPIVSAPNLL 
KLISNFSKVSGYKINVQKSQAF 
LYTNNSQTESQIMSELPFTIASK 
RIKYLGIQLTRDVKDLFKENYK 
PLLKEIKEDTKKWKNIPCSWVG 
R1NIVKMAILRKVIYRFNAIPIKL 
PMTFFTELEKTTLKFIWNQKRA 
PVAKA1LSQKNKAGGITLPDFK 
LYYKATVTKTAWYWYQNRDI 
GQWNRTEPSEITPHVYNYLIFD 
KPEKTKQWGKDSLFNKWCWE 
NWLA1CRKLK.LDPFLTPYTK1N 
SRWIKDLNVRPKTIKTLEENLGI 
T1QDIGMGKDFMSKTPKAMAT 
K.DK1DKWDLIKLKSFC1AKJETT 
IRVNRQPTEWEKTFATYSSDKG 
LISRJYNELKLIYKKKTNNPIKK 
WAKDMNRHFSKEDIYAAKKH 
MKKCSSSLAIREMQ1KTTVRYH 
LTPVRMAIIKKSGNN 


14428 


44796 


B 


14514 


110 


2153 




14429 


44797 


A 


14515 


1 


3210 


MVKGSIQQEELTILNIYAPNTG 

ALRF1KQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDL1DIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSKCKRTEIITNCLSDHSAIK 

LELRI KNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALNAHKRK.QERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


14430 


44798 


A 


14516 


3 


2820 


ENKDTTYQNLWVDAFKAVCRG 
KFIALNAHKRKQERSK1DTLTS 
QLKELEKQEQTH S KA SRRQEIT 
KIRAELKEIETQKSLQKINESRS 
WFFERINNIDRPLARLIKKKREK 
NQIDTIKNDKGDITTDPTE I QTTI 
RE Y YKH L Y AN K.LKN LEEMDK F 
LDTYTLPRLNQEEVESLNRPITG 
SET VT1 IN SLPTKKS PG PDGFT AE 
FYQRYKEELVPFLLKLFQSIEKE 
GILPNSFYEASIILIPKPGRDTTK 
KENFR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14431 


44799 


A 


14517 


687 


2274 


LRDCKR1NQHPVKTDQSAFCK 

M/API/MQDVVLEVLARAIRQEK 

EIKG1QLGKEEVKLSLFADDMI 

VYLENPIVSAQNLLKL1SNFSKV 

SGYKINAQKSQAFLYTNNRQTE 

SQIMSELPFTIASKRIKYLGIQLT 

RDVKDLFKENYKPLLKEITEDT 

NKWKNIPCSWVGRINIVKMAIL 

PKVIYRFNA1PIKLPMTFFTELE 

KTTLKFIWNQKRARMAKSILSQ 

KNKAGGITLPDFKLYYKATVT 

KTA W Y WYQNRD VDQWN RTEP 

SEITPHIYNYLIFDKPDKNKQW 

GKDSLFN K.WG WENWLAICRKL 

KLDPFLTPYTRINSRWIKDLNV 

RPKTIKTLEENLDITIQDIGMGK 

DFMSKTPKAMATKAKIDKWDL 

1KLKSFCIAKETTIRVNRQPTKW 

EK.1FATYSPDKGLISRIYNELKQI 

YKK.KTNNPIKKWAKDMNRHFS 

KED1YAAKKHMKRCSSSLAIRE 

IQIKTTMRYHLTPVRMAIIKKSG 

EDIAGTSYVGMNQCQMRKNTK 
TL1 


14432 


44800 


B 


14518 


1 


3192 




14433 


44801 


A 


14519 


1 


2814 




14434 


44802 


A 


14520 




3144 


MGDFNTPLSTLDRSSRQKVNK 
DTQELNSTLHHADLIDIYRTLHP 
KSTEYTFFSAPHHTYSKIDHVV 
GSKALLSKCKRTE11TNCLSDHS 
AIKPELRIKKLTQNRSTTWKLN 
NLLLNDYWVHNKMKAE1KMFF 
ETNENKDTTYQNLWDTFKAVS 
RGKFIALNAHKRKQKRCKIDTL 
ASQLKEVEKQEQTHSKASRRQ 
EITKIRAELKEIETQKTLQKINES 
RS WFLERINKIDRPL A RLIKKKR 
EKNQ1DVIKNDK 
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SEQ1D 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


14435 


44803 


A 


14521 


1 


2616 


TTYQNLWDAFRAVCRGKFIAL 

NVHKRKQERSKIDTLTSQLKEL 

EKQEQTHSKASRRQEI TKIRA EL 

KEIETQKTLQKINESRSWFFERI 

NKIDRPLARLIKKKREK.NQIDAI 

KNDKGDITTNPTEIQTT1REYYK 

HLYANKLENLEEMHKFLDTYT 

LPRLMQEEVESLNRPITGAEIVA 

IINSLPTKKSPGPDGFTGEFYQR 

YKEELVPFL/LKLFQS1EKEGI\M 

NIDAKILNKILANRIQQHIKKLI 

HHDQVGFIPGRQG WFN ICKSIN 

V 1QH INRAKDK.NHMI I SI D AEKA 

FDK1QQLFMLKTLNKLGIDGTY 

FKIJRAIYDKPTANIILNGKKLEA 

FPLKTGTRQGCPLSPLLFMVLE 

VLARAIRQEKE1KGIQLGKEEV 

KLSLFADDMIVY LENP 1 VS AQN 

LLKLISNFSKVSGYK1NVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJKYLG1QLTRDVKDLFKEN 

YKPLLKE1KEDANKWKNIPCSW 

VGR1NIVKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RAH1TKAILSQKNKARGITLPDF 

KLYYKATVTKTAWYWYQNRD 

1DQWNRTQPSEITPHIYNYLIFD 

KPDKNKQ WGKG SLFNKWCWE 

N WL A I CRK LK L DPFLTP YTKIN 

SRWIKDLNVRPKTTKTLEENLG 

IT1QDIGMGMDFMSKTPKAMAT 

KDKIDKWDLIKLKSFCTAKETT 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14436 


44804 


A 


14522 


782 


3024 


SKTVPTGNSLEPTQNCWLQQW 
LPQDI EI EKQEQT/H SKA SR RQE I 
TKIGAELEEIETQKTLQK1NESR 
SWFFEKINKSDRPLARLIKKKR 
EKNQIDAIKNDKGD1TTDPTE1Q 
TriREYCKHLYANKLENLEEMN 
KFLDTYTLPRLNQEEVESLNRPI 
TGSE1EAIINSLPTKKSPGPDGFT 
AEFYQRYKEELHINRTKDKNH 
MIISIDAEKAFDKIQQRFMLKTL 
NKLVLEVLARAIRQEKEIKGVQ 
LGKEEVKLSLFADDM1VYLENP 
1VSAQNLLNLISNFSKVSGYKIN 
VQKSQAFLYTNNRQTESQIMSE 
LPFTIASKRIKYLGIQLTRDVKD 
LFKENYKPLLNERKEDTNKWK 
NIPCSWVERINIVKMAILPKVIY 
RFNAIPIKLPMTFFTELEKTTLK 
FIWNQKRARIAKSILSQKNKAG 
GITLPDFKLYYKATVTKTAWYS 
YQNRDIDQWNRTEPSEILPR1YN 
YL1FDKPEKNKQWGKDSLFNK. 
WCWENWLAICRKLKLDPFLKP 
YTK1KSGWIKDLNVRPKTIKTL 
EENLG1TIQD1GMGKDFMSKTP 
KAMATKAK1DKWDLIKLKSFC 
TA KETTI R VNRQPT E REKI F AT Y 
SSDKGL1SRIYKELKQ1YKKRTN 
NLIKKWVKDMNRHFSKEDVYA 
AKKHMKKCSSSLAIREMQIKTT 
MRYHLTPVRMA11KKSGNNRIT1 
VLLPGSLIVRSFHVTLNAILLHP 


14437 


44805 


A 


14523 


1 


1701 




14438 


44806 


A 


14524 




4434 




14439 


44807 


A 


14525 


1 


2913 


MGGPAALCIAVVPGDLVVALC 
LEEGLGSG1ATWACSPWRISQG 
THLTFRSSLAVAAIPEGLPIVVM 
VTLVLGVLRMAKKRVIVKKLPI 
VETLGCCSVLCSDKTGTLTANE 
MTVTQLVTSDGLRAEVSGVGY 
DGQGTVCLLPSKEVIKEFSNVS 
VGKLVEAGCVANNAVIRKNAV 
MGQPTEGALMALALKDQEDIY 
FMKGALEEVIRYCTMYNNGGIP 
LPLTPQQRGAGPGDTALPSAAS 
AFARMSAAERNDAFQG 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14440 


44808 


A 


14526 


1 


3009 


MGDFNTPLSTLDRSMRQKVKK 
DTQELNSALHQADLID1YRTLH 
PKSTEYTFFSAPHHTYSKIDHIL 
GSKALLSKCKRTEIITNYLSDGS 
AIKLELRIKNLTQNRSTTWKLN 
NLLLNDYWVPNEMKAEIKMFF 
ETNEN KDTTYQNL WD AFKA VC 
RGKFIALNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
1TKIRAELKEIETQKTLQKINESR 
SWFFERINKIDRPLARLIKKKRE 
KNQIDTIKNDK 


14441 


44809 


A 


14527 


1 


4800 


MG DFNTPLSTL DRSTRQK VNK 
DTQELNSALHQADLIDIYRTLH 
PKSTEYTFFSAPHHTYSKIDHIL 
GSKALLSKCKRAEIITNYLSDHS 
AIKLELR 1 KNLTQSRSTTWKLN 
NLLLNDYWVNNEMKAEIKMFF 
ETKENKDTTYQNLWDAFKAVC 
RGKFIALNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKEIETQKTLQKINESR 
SWFFERINKIDRPLARLIKKKRE 
KNQIDTIKNDK 


14442 


44810 


B 


14528 


1 


2901 




14443 


44811 


A 


14529 


569 


3443 


RKH*TWKRTSSTSH HKNMPN * 
LEKQEQTHSKASRRQE1TKIRAE 
LKEIETQKTVQKINESRSWFFER 
SNKIYRPLSRLIKKKREKNQ1DT 
1 KNDKGDTTTDPTEIQTT1 RE Y Y 
KHLYANKLENLEEMDKFLDTY 
TLPRLNQEEIESLNRPITGTEIVT 
IINSLPTKKSPGPDGFTAEFYQR 
YKEELVPFLLKLFQSIEKEGILP 
NSFYEASIILIAKPG RDTTKKEN 
FRPISLMNIDAKILNKILAKRIQ 


14444 


44812 


A 


14530 


3591 


8157 


TGTSQKKTFMQPKKH M KKCST 
ITGHQSNANQNHNEIPSHTKLE 
WRSLKRSGNN RDVGNVVEAM 
YGDLPPPIMLIGHSMGGAIAVH 
TASSNLVPSLLGLCM I DVVEGT 
AMDALNSMQNFLRGRPKTFKS 
LENAIEWRNIKDLSWADSIKNV 
AAASLACISGALPASAVTTSPD 
NKRMARNVLKYERLLAESPNH 
VVAEAVIQRPNIPHLQTRDTYE 
GLCQTLGSQPTLYQIPSLYCSYE 
TNSNAYLLLQPIRKEVI 



1809 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 












328 


AVKTEPEMKSQATKLSVVHEK 
KSQEGKPKEHTEPKSLPKQASD 
TGSNDAHNIKAVSR*SHRQPSC 
LWFMRKNPKKESRKNTQSQKA 
YPSRHQ1QEVTMLTI 


14446 


44814 


A 


14532 


3 


660 


TSPDCWEEGRSVDWPRPGPALS 
LHNCKLDLGIEGGTLQPPTPSF* 
PTGTRAV/PTRRRSRQETQLNSE 
RTVSPGSR**EKRTSRAW/RSPL 
QGPGPGHAGQVAGGTGPRTGS 
TRGD/TLQKCGKIQSVPLNCELI 
PIVPSILKPKVLPCSCPGIGASSSN 
CPSD* VFFCTS* PWPYLLS YPLS 
MNFYRYHDHILKLLVQYTLYL 
LLQFLQVLLKYLLSHPKQHS 


14447 


44815 


A 


14533 


1 


1086 


MVDNDVPWPLVVAQEKGQPD 

LCLSSKGYRPLALVQLDFHQVS 

VTSK1FILSGALRSLTGAATAD 

WTCRVLVIYPHDIMADSECNSL 

LVPSTTRK1MKHMLASEKIKTQ 

NFNYNVDECVSLLYHHKANKL 

EAAEARQECELLRVASVSRHC 

W/RDPAHPHSCWPRC*APHCLG 

PARAPNARPAKPATTWNLRSSR 

APCAAPVPTQSWAGAPSGTAG 

AEPS*ECRPPENQARTAGSGVH 

AEACAPATCPACPGPGPCSGLP 

SSGRALFLL/CATLA1PCV*V*LC 

FLATPPPCR*HVTAPSAGKCIW* 

PDA*VTK/PRDLCGPVQVARDN 

GPRQVAQKKESSSYVSWFGTFI 

SRVGDRSPPPRRAATL 


14448 


44816 


A 


14534 


23 


506 


PDIDNIFSEFGAKSKPYLTVDQ 

MMDFINLKQRDPRLNEILYPPL 

KQEQVQVLIEKYEPNNSLARKG 

QISVDGFMRYLSGEENGVVSPE 

KLDLNEDMSHPLSHYFINSSHN 

TYLTGMNFLVLCYFSQSHQISP 

TSTFCCSEAEV/WFSSISCEVPLR 

TLGFHH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14449 


44817 


A 


14535 


341 


1248 


KNAFTSFLTSFPPGQISVDGFMR 
YLSGEENGVVSPEKLDLNEDM 
SQPLCFMGIWGLFCWCF1AGQL 
AGNSSVEMYRQVLLSGCRCVE 
LDCWKGRTAEEEPVK1LAY*1Y 
MCSHF*EVIEAIAECAFKTLSLP 
TFLLLFLFSLSPKQQAKMAEYC 
RLIGSSIFKEYAFHFY*LESGVPL 
PSPM DLM Y K.1 L VKNKKKSHKS 
SEGSGKKKLSEQASNTYC*NGD 
MMICY*NLTGEADTESD\DADS 
GNV/CLFYSYFQGTAGSEAMAT 
EEMSNLVNFLTFPFFVLLLLNSE 
RNKSFEMSSFVETK.GL 


14450 


44818 


A 


14536 


574 


647 


C*PGNM/HISGQHLVAGEKEAE 
SEDEEEEDMKLLGTPEGG SKFT 
QKKVKLAADEDDD/DDDADDD 
DDDDDDDDFDDEETEEKAPV 


14451 


44819 


A 


14537 


3 


630 


PGATHASAPPGVLRLKCGSGPV 
HIIGQHLVAVEEDAQSQDEEEE 
DVKLLS1SGKRSAPGGGSKVPQ 
KKVK.LAADEDDDDDDEEDDD 
EDDDDDDFDDEEAEQQAPVKK 
SI\RDTPAKNAQKSNQNGKDSK 
PSSTPRSKGQESFKKQEKTPKTP 
KGPSSVEDIKAKMQAS1/EKKG 
GSLPKVEAKFINYVKNXCSRMT 
DQEA1\QDLWRWRRSL 


14452 


44820 


A 


14538 


1 


1971 




14453 


44821 


A 


14539 


316 


1169 


RVGGQSHGTQRJSLCRHSVCSP 
LARQSPSNMK*VRTEEIQMAVS 
CYLKRWQYVDSDG\PLKQGLR 
LPQTA EEL A ANLT VHRESHC A D 
1VSAVP\CQAEPQQYEV\QFGRL 
RNFLIDSDSPHSHEVMPLLYPLF 
VCLHLSLVQNSPKSTVESFYSR 
FHGMFLQKAS\QKGVIEQLQTT 
QTIQDILSNFKLRAFLDNNYVV 
HLQEDSYNYLIHYLQSDSYTAL 
CKMFILL1HLDVQPAKTTD*QL 
YASGSSSRSENNYLEAPDMPSPI 
LQNDAALEVLQERIKQVKDGC 
PSLTTVCFYNT*QLLNTAEISPD 
SKLLAAGFDNSCIKLWSLQSRK 
LKSESCQVDMSRJHLACDILEE 


14454 


44822 


A 


14540 


1 


297 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14455 


44823 


A 


14541 


2 


1089 


APLLGECRSGRGLASSRSRRRT 
TMTQSVVVQGKLRRAGRDLVA 
AESSGHVSCLMSYSLSFLSSGRS 
RLALREHAAVNQVPARRREPPR 
LSARSSSPYSFHLQSE*L*KK1H* 
LYFIFLSQAVLIDMEEGVVNEIL 
L*1RTNQIKK*MQGIFKIHIL1FR 
AVGHKVFGSLYQDQILEKFQIL 
HNY1LNHLC*FLKTL*SSGTGSG 
LGTFLLKVLEDEFPEVYRFVTSI 
YPSGEDDVITSPFLVEYHLHPLF 
LIASLPMFFPQKSLFDIISKIDLM 
WNSGKV/GGTTVKPKSLWTSSS 
GALK1ELHLKCIILKLKIFSF*C* 
LFSSARFEGSLNMDLNEISMNL 
VPFPPSS*EIVSLKYVLYFN 


14456 


44824 










TCI SG WHLFRA S VTCPGIQTSPH 
NWHISDNSSLPNNIFIVCWNLL 
GMTRNYIIFIEQPLKMTMLWKIA 
TSKIRGKAFSDGIS\GNPQCNTR 
FHVVEK.RTGQLLPGRYYSKPF 


14457 


44825 


A 


14543 


1 


522 




14458 


44826 


A 


14544 


1 


927 


MEDLLTEARSPYWGRARAKIQ 
DSCWSVTSDPNAGSVD1LAPLL 
LPSPSSYLPNFTCTVSVVTSHLH 
EAFLDLGFRGTGGSNCKTSRQV 
QLNNQKRKKKKSKSLPFHM SL 
Q1QNYKTQEEPHAKPSSQQHQH 
SEHESIQTKLVFRSSMTYMHTL 
KLIREKGSIMLSSTQGECPNSTC 
RWPA EEHPLG STH REDQEH VIR 
VPPEKVDLGETIHGVQVICSIAS 
TEKGKPSYYHSFGMTRNY11FIE 
QPLKMNLWKIATSKIRGKAFSD 
G I S WEPQCNTRFH V VEKRTGQT 
T*INPDKISIQKQHDIHAYIEAD 
KRKRKHN A VIHTG * MfY QI/GTC 
RWPAEEHPLGSTHREDQEHVIR 
VPPEKVDLGETIHGVQVICSIAS 
TEKGKPSYYHSFGMTRNYIIFIE 
QPLKMNLWKIATSKIRGKAFSD 
GISWEPQCNTRFHVVEKRTGQM 
LNVKTMRMKTFMMIYYHLMN 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14459 


44827 


A 


14545 


1 


882 


M A EILTQVPDDMLKKKTPR VK 
SVWRSQRGSCTPLIGTTELTLD 
TSH MS I RNMDRSH IN VHT VRKP 
SADLPYFRTHEWAHTGGKPYD 
CEECGKSFISRSSIRRHRIMHSG 
DGPYKCNFCGKALMCLSLYLIH 
KRTI ITGEKPYECKQCGKAFSH 
SGSLRIHERTHTGEKPYECSECG 
K A FH S STCLH A HK 1THTGEK P Y 
ECKQCGKAFVSFNSVRYHERT 
HTGEKPYECKQCGKAFRSASH 
LRTHGRTHTGEKPYECKQCGK 
AF*PRFQMTC*RRKLPE*NQCG 
EVSVGH\HSLNRHHRADTGHKP 
YEYQEYGQKPYKCTYCKKAFS\ 
YLPYFRTHEWAHTGGKPYDCE 
ECGKSFISRSSIRRHRIMHSGDG 
PYKCNFCGKALMCLSLYLIHKR 
THTGEKPYECKQCGKAFSHSGS 
LRJHERTHTGEKPYECSECGKA 
FHSSTCLHAHKITHTGEKPYEC 
KQCGKAF VSFNS VRYH ERTHT 
GEKPYECKQCGKAFRSASHLRT 
HGRTHTGEKPYECKQCGKAFG 
CASSVKIHERTHTGEKPCSSNTS 


14460 


44828 


A 


14546 


3 


395 


SAFVGAAFTTLTELRRTVQSI.F.I 
DLDSMRNLKASLENSL\GILLHL 
ESELAQTRAEGQRQAQEYEAL 
LNIKV1CLEAEIATYRRLLEDGE 
DFNLGDALDSSNSMQTIQKTTT 
RR1VDGKVVSETNDTKVLRH 


14461 


44829 


A 


14547 


2 


1044 


AKTSSQM PSPQEGMCG KACTP 
ALSQADSLCPLLRLASEVEGYS 
LPACAEPYVQSECLSHLSVWSL 
QHALSSLASMSFTTCSAFTNYW 
SPGSVQVPSYGTQPVSHAASVY 
AGLGGSGSRISVSHFTNGXGGLA 
GMGGIQNEKETMQSLRDRLAS 
YLDRVRGLETENWKLESKIQEH 
LNVTRL*LETEIEALKKELLFM 
KKNNEEEAKGLQAQIASSGLTV 
EVDAPKS/QDLAKNMADSRAQ 
YDKLARKNREELDKYWSQQIE 
ESTRVVTTQSAKVGAAEMTLT 
ELRHRVQSLE1DLDSTRNLKAS 
LENSLREVEARYALQMEPSLLF 
SKIIFGRVWEISYLHVFEGKQV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14462 


44830 


A 


14548 


1 


1212 


GPGTGIAGGLAGMGGIQNEKET 

MQSLNDRLASYLDRVRSLETE 

NRRLESKIREHLEKKGPQVRD 

WSHYFKIIEDLRAQIFANTVDN 

ARIVLQIDNARLAADDFRVKYE 

TELAMRQSVENDIHGLRKVIDD 

TNITRLQLETEIEALK*ELLFMK 

KTPEEEVKGLQAQIASSG\LTVE 

VNDAPKSQDLAKIMADIRVAQY 

DELARKANREELDKYWSQQIEE 

STTVVTTQSAEVGAAETYTLTEL 

RRTVQVFGDSTWTSMRNLKAX 

N LEN S L\G E VE AR Y A L\Q MEQL\ 

NGILLHLESQLGQTPRTEAQRQ 

AQEYYEALLYNIKVKIAEAEICHL 

TRPPSWKIGEDFNL\GDS\LDER 

MSMQTIQKTTTRRJSWIGQSGV 

LRPIDTKVLEALSQQEASGTLL 

GKQEANKKFQSFK 


14463 


44831 


A 


14549 


1 


2382 




14464 


44832 


A 


14550 


2 


173 





















44831 


- — 




455 


682 


AWKRAVALGKSRPMGAVAFK 
RRMQPVAGPRAMQEKPFPSSSS 
SLSIPPAF*YRLALSLAEPSRRW 
RARTGALMQL 


14467 


44835 


A 


14553 


158 


368 




14468 


44836 


A 


14554 


87 


251 




14469 


44837 


A 


14555 


1 


1026 




14470 


44838 


A 


14556 


201 


578 




14471 


44839 


A 


14557 


336 


767 


AFVRAGSRFGGTPGARPDPAPA 
TRAPNPVGQSRHLRAASSRGRL 
FLRRTRDRKFPRRPRLSRRLLG 
AI/GCRWNQPRAAEKSFSAGAV 
LDFSPGLSCLPAVQGSGPAARH 
A*ASHPLHGLLCCPSIPDEHHPL 
LHGAQSHRPPKG 


14472 


44840 


A 


14558 


6 


535 


ARHRVL1GVFT1PELDILSTSPPD 

SGAQLASPS\DPAPGLQVELPAS 

PARCARIPQPLGGRWDWAQTQ 

EPSWLHLVEPAPGLQVELPASP 

TPCACIPQPLGDRWDWAPWSR 

GWCSLGRLGPHRSPWSGWEAE 

AWRAAGPEPCPTGRQLRLGEK 

SSAAPVGWHCWGTQYTLRSH 

WPGC 


14473 


44841 


A 


14559 


375 


638 




14474 


44842 


A 


14560 


92 


514 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






= 

14475 


===== 

44843 


A 


======== 

1 5 1 


======== 

5 




SCHHYCR1HRRCARFLAGP*LPS 














RGARJLGTCSPPCVSLPPAPWAP 














VRPEPPRRAPPPAPQRPVPSTTQ 














GLRSAGARRGTGRQLHLQLRG 














SAASFLKSVRPRTHQFRTH 




44344 


— 


— — 


— 


773 

— — 






1447 Z. 


44845 







| 4 ^ 3 


— 


— 


— 










T 




LHDLQLSKPLSDDTALTDGG/Q 














PLPARWWAQPGRLQRCARFLA 














G P* LPSR/WGRA RDLQPAMPEP 














PTPSVGSCAAQASPTSAAPCSM 














APSPIDHPRAWPVLCSFCMLLS 














l_,r VAoloaLoVflvfMvVu 1 MVL/ 


14479 


44847 


A 


_ 

145 5 


— 

1 


— 


SLHSKLCWWLQQLWVTDTCPR 














CSVQDCRQRWASAGNQS*RLL 














VDPAPGLQVELPANPVPCAR1P 














QPLGGRWD*APWSRGWCSSGR 














LGLHRSPWSGWEAQAWRAAG 














PEPRPAGRQLGAMSCK.VETGT 


80 


— — 


. 


— — 





— - 


SACLAGRPIRGEGRPRDLQPAM 














PEPPTPSMGSCAARASPTSATPC 














STAPSPIHHSRAEECGHTALG/H 














U Kl^Ln L^r K.1N Lr 1 IINWR1 1 I o 






> 








SFPATLNRLDGGG 


, 

J448J — 







— — 


■ 


843 




14482 — 




4485 







14568 





— 




14483 


4485] 


— 


H569 







571 




144 


44852 


— 




— 






14485 


44853 


- — 




TI^5 










— 486_ 








T 


4^5 




14487 




44855 




A 




14573 




574 


— 

1 


EM Tl DrM?t rCDPnTUAAnriTTAV 














ALI ,PQGFADSPHYFSQAQISSSS 














ITYLGIILHENTRALPADHV*LIS 














nTPiscTirnni t cft nmpvpr 

^ 1 rlob 1 Jv^^LLor LOlvl V KirL 














LW1PSFTILTKPLY*FTKANLAD 










— 


— 


PTDPKSFPHSSFRSL 




8 


— — 


— 


— — 










— — 





— — 


— 


— 


QTQEPSWLHLVDPALGLQVELP 














Aar V rX/AKI rl^rLuu WUWAr 














WSRGWCSSGRLGPHRSPWSGW 














EAQAWRAAGPEPCPAGRQLRP 














GQHPL/RHMNKSQALSLLIAQP 














LG1NLLSWWPPKYNRPVPLIGL 














SGLL1PATF 


14490 


44858 


A 


14576 


531 


801 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14491 


44859 


A 


14577 


441 


783 


RAPPPAPWRPVPSTTQGLRSAG 
EQRGTGRQLHLSAAPVRDPRG 
EAIWAPESGRSAASILKPARPPA 
HREERTTPDAPP*EL*HSPRRSA 
ASLR£DPWLHS*SQ*DQEPTNS 
GHTVSQDQSYYS*LEVSETKNP 
PIPDTL 


14492 


44860 


A 


14578 


344 


1632 


FLAGPYLPSHGAGLGTCSLPCL 

SLPPTPWAPVRPEP/PPMSTTPCS 

TAPSPIDHPRAEECERTAQDWQ 

AAPPAAPVWDPLGEASWAPES 

GTN1 SITPGN ATF VTRVQGQA W 

FASC1TGHDMSSLKTSSVVVLR 

RQSEALLPANLTCNWQDSSAL 

ATLESALSQVRHKRFTFTLMVF 

TGSAID1MATVS1AVVS1TESVQ 

TTAFVDNLAKNICDELLLQDM 

DEAGNQHSQQNNTRTENQTPH 

VLTHKWELNNENIRIQGGEHYI 

LGPVGGRDEK.TLLLRTYCLKSQ 

EGADTKCRMK.HNKETQKQSKS 

LVYSSTLNPEKLLVCK.RLSLEL 

TRPENTLRCTN1GKLKAVAGG 

MSAASG1YLETDTQPYPLKQEL 

KEIKECVGKNSVVVVFLVRKK 

LSVSQYAFARCLDAK.HSTSENV 

E1AGKLR1QSFEVGKQL 
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SEQID 

NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14493 


44861 


A 


14579 


3 


2233 


NWLPSVSRCQETHKIAANQSLT 

QRQMPLTSLYCDVVILPVSVGL 

ESLQSPYYRTSPCDPVSQFCLIK 

ISASSLPVLSLWKTLKNAQSYQ 

RDYRHDNKAHYFQKLVTMQE 

NLYVLLCDEELDAVSLEAVHQ 

QKMKNRQAHSSSGCCQKVAN 

APRNEESSGQFRV1GNEKFEKG 

PCGVRQQIFEKVLLPNRTCEFV 

TPRFNRNFEDLIKDLKAAETLID 

FL V YEPKN QRRL VN RFR L PCKL 

LHNLGHPLKTDAAQSPRKPPGP 

SWMPSFGSKPPSHPPLVSPHLNP 

QVWDTSSPSLATEHASLTISLKP 

NHPYPAQSQYSIPQHALKGSKP 

VITRLLEHGLLKPINSPYNSP1LP 

VQKLDKSYRLVQHLCLIYQIVL 

PIHPMVPNPYTLLSSIPFTTHYS 

VLDLKHAFFTIPLYPSSQPLFAF 

TWTDPDTHQAQQ1TLAVLPQCF 

1DSPHYFSQAQISSSSVTYLGIIL 

MKTH1GLGAVEQGVVLVGEAR 

AAQEPMEWVGGSGM/CGLQVP 

SPA PWEG S*GPA RNRAQ\PVTI V 

PVLDFNPAFHI1P DTTPDHHDC I 

SLIHLTFTPFPHI SFFPVPHLEHT 

WFIDGSSTRPNCHSPAKAGYAI 

VSSTSIIEATALPRSTTSQQAKLI 

AYTDSKCAFH1LHHHAV1WEER 

NFLTMQGASIINAFLIKTLLKDI 

LLPKEAGV1HCKG11QKASDPIT 

QDNAYADKVAKKQLAFQLLSL 


14494 


44862 


A 


14580 


1 


642 


SGTVPPTFVRTVIQAQGARTV1 

QQSL1GSLYIFRHCVRCQGIESV 

FVIIIWSRVGYDEKGFCLFTSVL 

GVWGHVRTKPCLLITWRTLKS 

RSGLE*PAGFSSSPGTSPQIIRKQ 

KRGVPQHPVCDLPGRFRPRAGT 

PLAAQIQVPGLPPCGHQE*NRR 

WAGSSALCPPYLCARAGTGAV 

CRACEPAGV/AGWAWAWWAP 

HSEHAASPAGPRQWGT 


14495 


44863 


B 


14581 


393 


549 




14496 


44864 


B 


14582 


1 


591 




14497 


44865 


C 


14583 


226 


828 




14498 


44866 


A 


14584 


1 


1362 
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SEQ ID 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


14499 


44867 


A 


14585 


1 


585 


MANVHQTMPMRLRKLPDSFKP 
PEPKSNSQRVSTEAGTAGALTP 
QHVRAHSSPASLQLGAVSPGTL 
TPTGV VSGPAATPTAQH FQQSS 
FE1PDDVPLPAAREMAKTSSGQ 
RYFLNHIDQKTTQQDP\RKTML 
SQMNVIANPPVQQNMMNS\PQS 
PQGGV/MGGSNSNQQRQMRPQ 
QLQM EERLQLKQQ* LLQQEL A 
LR 


14500 


44868 


A 


14586 


345 


1053 


RWRLQNLSFCSSCSGSGSEGAT 
CFARGRQQSNLQSKIKFPSNTD 
SRSTGYNSFDRQPNICFYKRQE 
TPHTGPIIPVPEGRPYPMPG*CG 
A*SPGPFASRN*SEKN*SYKCSL 
HTAFNVIFSSVI**RYCTRQW\HI 
VKCLDSFCDPFLISDELRRASTD 
AGTA G A LTPQH VRA H S SP A SLQ 
LGAVSPGTLTPTGVVSGPAATP 
TAQHLRQSSFEIPDDVPLPTSW 
GEAKTSSGSK1PF 


14501 


44869 


B 


14587 


607 


1185 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14502 


44870 


A 




14588 


1 

- 


2142 


MI1LIDAEKAFDKIQQPFMLKTL 

NKLGIDGTYLKITRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQA1RQEKEI 

KGIQLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKL1SNVSKVSG 

YK1NVQKSQAFLYTNNRQTESQ 

1MSEFPFTI ATKRIK YLGIQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSWIGRINIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKKE1KGIQLG 

KEEVKLSLFADDM1VYLENSIV 

SAQNLKL1SNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQTMSEFP 

FTIATKRIKYLGIQLTRDVKDLF 

KENYKPLLKEIREDTNKWKN1P 

CSRIGRINIMKMA1LPKVIYRFN 

DIP1KLPMTFFTELEKTTLKF1W 

NQKRACIAKT1LSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRD1 DQ WNRTEASEVTSHI YNH 

LIFYKPDKNKKWGNDSLFNKW 

C WEN WL A I CRKLKLDPFLTP YT 

K1HSRWIK.DLNVRPKTIKTLEEN 

LGNTIQDIGMGKDFMTKTPKA 

MATKAKVDK.WDVIKLKSFCTA 

v fttipa/^poptpu/pi^ipta ivpc 

N.C.1 J Jiv V ^Kl^r 1 E< WCiJvlr/\l I ro 

DKGLISRIYKELKQIYRKKVTNN 
PIKKWAKNNfNRHFSKEDIYAA 

]NrvV s ^lVIIS.K.L^k>Ok>L. V It\E.lVH^lJ\. 1 1 1V1 


— — — 


44871 




— — 




1647 




T4504 - 


44872 





T4590 





2025 




145Q5 


44873 


B 


14591 


4 


2121 




14506 


44874 


A 


14592 




1879 




14507 


44875 


A 


14593 


1 


2130 




14508 


44876 


A 


14594 


1 


3018 




14509 


44877 


B 


14595 


1 


3171 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14510 


44878 


A 


14596 


1 


2700 


MEKKQSRKTGNSKNQSASPPP 

KECSSLQATEHSWMENDFDEL 

REQGFRRSNYSELKEEVRTHGK 

EVKNLEKRLDEWLTRITNAEKS 

LKDLMELKTMARELLDECINLS 

SQFDQLEERVSVMENQMNEMK 

PNLRLIGVPESDGENGTKLENT 

LQDIIQENFPNLARQANIQIQEIQ 

RMSQRYSSRRAIPRHI1VRFTKV 

EMKEKMLRAAREKGRVTLK.G 

KPIRLKADLSVETLQARREWGP 

IFNILK.EKNFQPRTSYPGKLSFIS 

EGEMKSFTDKQKLRYFVTTRP 

ALKELLKEALNMERNNRYQPL 

EKQIQTTI REY YKHLY ANELEN 

LEEMDKFFDTYTLPRLNQEEVE 

SLNRPITGFEIEAI1NSLP/TKICSP 

EPGGFTAEFYQ\R1EKEGILPNSF 

YEAS11LMLKPGRDTTKKENFRP 

ISLMNIDAKILNK1LANRIQQHI 

KKL1HQDQVGF1PGMQGWFNIR 

KSINIIQHINRTNDKNHKIISIDA 

EKAFYKIQQPFMLK.TLNKLGID 

GSYLKI1RAIYDKPTANI1LNGQ 

KLEAFPLKTGTRQGCPLSPLLF 

NLVLEVLARAIRQEKEIK.GIQLG 

KEEVKLSLFADDMIVYLENPIA 

SAQNLLKLKGNFSKVSGYK1NV 

QKSQAFLYTK.NRQTESQIMSEL 

PFTIASKRIKYLGIQLTRDMKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWEGRISILQMAILPEVIYRF 


145U 


44879" 


— 


74597 


1 


2310 




14512 


44880 


A 


14598 


1 


1305 




14513 


44881 


A 


14599 


1 


2148 




14514 


44882 


D 


14600 


1 


777 




14515 


44883 


A 


14601 


2 


2971 




14516 


44884 


A 


14602 




3810 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14517 


44885 


A 


14603 




1773 


MNIGAKIINK1LANQIQQHIRKLI 

HH DQVGFIPGMQG WFNICKSIN 

V1QHINRTKDKNHMIISIDAEKA 

CDKIQQRFMLKTLNKLGIDGKY 

LKIIRAIYDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVL 

E VL ARAIRQEKEIKDIQLG KEE V 

KLSLCADKMIVYLENPIVSAQN 

LLKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJK YLQI HQTRD V KDLFKEN 

YKPLLKE1KEDTNK\NIPCSCVG 

RIN I VKM AI L P/KE LEKTTL KF I W 

NQKRARJTKSILSQKNKAGSIM 

LPDFNLYYKATVSKTAWYWY 

QNRDIDQWNRTEPSEITPHIYN 

YLIFDKPEKNKQWGKDSLFNK 

WCWENWLAICRKLKLDPLLTL 

YTKINSRW1KDLNVSPKTIKTLE 

ENLDIT1QDIGMGKDFMSKTAK 

AMAAKAMSTKAKFGKWDLIK 

LKSFCTAKETTIRVNRISSYASS 

STSLQAFSRKILNCSKRFFK1AQ 

MCKLVELRPQDMHTSRGSGNC 

SEARTLLCDFSAGRTSVN HGR1 

WRQ1REAGAADPE1GLEVCNKN 

PTSFTLFYFLSYTTG 


14518 


44886 


B 


14604 




2070 




14519 


44887 


B 


14605 


1 


3190 




14520 


44888 


A 


14606 


1 


3370 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14521 


44889 


A 


14607 


569 


3030 


RKH*TWKRTSSTSHHKNMPN* 

LEKQEQTH/SKPSRRREITKIRA 

ELKEIETPKTAQKINESRSWFSE 

R1NKI DRPLA RLRKKKREKNQI 

DTI K.N DEG D1TTHPTE1 HTI IRE Y 

YKHLYANKLENLEEMDKFLDT 

YTLPRPN QEE VES LNG PI AG SEI 

QAIINSLPTKKSPGPDGFYQRYK 

EELVPFRLKLFQSIEKEGILPNSF 

YEASIILIPKPGRDTTKKENFRPI 

SLLMNAKILNKILANRIQQHIK 

KLMHHDQVGFIPGMQGWFNIR 

KSINV1QHINRTKDKNHMIISID 

AEKAFDKIQQPFMLKTLNKLGI 

DGTYHKI I RAN YDKPTAMILNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVL A RAIRQEKETEGIQL 

GKEEVKLSLFADDMIVYLENPI 

VSAQNLLKL1SNFSKVSGYKIN 

VQKSQVFLYTDNRQTESQ11SEL 

P\FTIASKRIKYLG1QLTRYVKDL 

FKER/YNEIKEDTNKWKNIPCS 

WVGRIN1VKMAILPKVIYRFNAI 

SIQLPMTFFTELEKTTLKFIWNQ 

KRAHIAKSILSKKNKAGGIMLP 

DFKLY Y KATVTKTA WH WYQN 

RDIDQRN RTEPSEIMPH V YNHLI 

FGKPDKNKQWGNDSLFNKWC 

WENWLAICKKLKLDPFLTPYT 

K1NSRW1KDLNVRPKT1KTLEEN 

LGNN1QDIGMGKDFTSKTPKA 

MATKDK1DKWDLMKLKSFCTA 


14522 


44890 


A 


14608 




2742 




14523 


44891 


A 


14609 




3828 




14524 


44892 


A 


14610 




2667 




14525 


44893 


A 


14611 




2325 




14526 


44894 


A 


14612 




3057 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14527 


44895 


A 


14613 


603 


2973 


DNTARGTIRQQHLLFTNIRCSA 

ASAADTQANRVWSGPPANSNR 

PAA\RVLTVRRKTNKQKGHPH 

QNPICTSPSSKTKETQTTIREYY 

KHLYANRLENLEEMDKFLDTY 

TLPRLNQEEVESLNRRITESDIE 

AIINSLPTKKSPGPDGFTAEFYQ 

RYKEELVPFLLKLFQSIEKEGIL 

PNSFYEASIIL1PKLGRDTTKKE 

NFRPISLMN1DAKILNKILANR1 

QQH1KKHIHGQVGFIPGMQGW 

FNIRK.SINVIQHINRTNDKNHM1 

VSIDAEKAFDKIQQPFMLKTLN 

KLGIDGPYLKIIRAIYDKLTANII 

LNGQKLEAFPLKTGTRQGCLLS 

PLLFNIVLEVLARAIRQEKE1KGI 

QLGKEEVKLCLFADDMIVYLE 

NPIVSAQNLL1CL1SNFSKVSGYK. 

INVQKSQAFLYTNNRQTESQIM 

SELPFTIASKRIKYLGIQLTGDV 

KDFFKENYKPLLNE1KEDTDKW 

KNIPCSRVGRINIMKMAILPKVI 

YRFNA1PIKLPMTFFTELEKTTL 

KFIWNQKRARIAKS1LSQKNKA 

GGITLPDFKLYYKATVTKTACH 

RVGRAQQHS1SKWKWYIHDWS 

QVGPEGTNDSARYPDTTQKWT 

AAALQPLSRTSLKJ5SHEGKSSQ 

WAELRAVHLVLRFAWKEKWP 

DVQLYTDSWAVASGLAGWSG 

TW KKHD WKIG DKEI WGRATPV 

1AQWAHEQRGHGGRDGDYAW 


14528 


44896 


B 


14614 


1 


3105 




14529 


44897 


A 


14615 


1 


3654 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14530 


44898 


A 


14616 


735 


2839 


RSFPRSRPSPFLLLSRYLR1HMV 
FSVLPFGLQNPKYLLSGSLQEK 
FRTPGINSHKTL DPN R V 1 1 K VRR 
RLEKEKALRAYVGKSEVRNMH 
LRERCKL*KKREKNQIDTIKND 
KG DITTDATE1QTTIRE Y YKHL Y 
ANKLENLEEMDKFLDTYILPRL 
NQEEVESLNRPlTGSEIEAIiNSL 

ptkrspgpdgftaefyqtyk.ee 

lvpfplklfqstekegilpnsfy 

easiilipkpgrdttkkenfrpis 

lmn1dakilnk1lanriqqhikk 

lihydqvgfipgmqgwfnkrk 

sinviqhinrtndknhmiisidae 

kafdkiqqpfmlktlnklgidg 

tylkvira1ydkptaniilngqk 

leafplktdtrqgcplspllfni 

vlevlaravrqekeiegiqlgk 

eevklslfaddmivylenpivs 

aqnllkl1snfskvsgykiniqk 

sqaflytnnrqtesqimselpft 

TASKKIKYLGIQLTRDVKDLFK 
ENYKPLLNEIKEDTNKWKNIPC 
SWVGRINIMKMA1LPKV1CRFN 
AIPIKLPMPFFTELETTTLKFIWN 
QKRARIAKSILSQKNKAGGITLP 
DFKLY YKATVTKTA WY WYQN 
RDIDQWNRTEPSEITPHIYNYLI 
FDKPEKMS11DTGGWYEAPVSS 
FFKEGLCRTGTENQVNRQPPAA 
SPFKVYVSCTGSLHPRPHYFLE 


14531 


44899 


A 


14617 


1 


2250 




14532 


44900 


A 


14618 


1 


2870 


MKA EI KVFFETN EN KDTTYQNL 
WDTFKAVCRGKFIALNAHKRK 
QERSKIDTLTSQLKELEKQEQT 
HSKASRRQEITKIRAELKEIQTQ 
KTLQKINESRSWFFERINKIDRS 
LARLIKKKREKNQIDTIKNDKG 
Dl TTDPTEIQTTI RE Y YKHL Y AN 
KLENLEEMDKFLDTYTLPRLNQ 
EEVESLNRPITGAEIVAI1NSLPT 
KKSPGPDGFTAEFYQSWAETQP 
KKENFRPISLMNIDAKILNKILA 
KR1QQHIK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14533 


44901 


A 


14619 


248 


2623 


RQWAGVVGRCSHLASWVSSNT 

SETGAIRSSTEVDAPDDSMLLST 

CD1DLTAARRAWLGCLPTKKSP 

GPDGFTAEFYQRCKEELVPFLL 

KLFQSI/EKEGILPNLFDEASIILI 

PKRGRDTTK.KENFRPISLMNID 

AKILNKILANRNQQHIKKLIHH 

DQVGFIPGMQGWFNICKSINVI 

QH1NRTKDKNHMIISIDAEKAF 

DKIQQPFMLKTLNKLGIDGTYL 

KI I RA I Y DKPTANIILNGQ K. LEAF 

PLKTGTRQGCPLSPLLFN1VLEV 

LARAIRQEKEIKGIQLGKEEVKL 

SLFADDMIVYLENPIVSAQNLL 

KLISNFSKVSAYKINVQKSQAF 

LYTNNRQTESQ1MSVFPFTIASK 

RIKYLGIQLARNAKDLFKENYK 

PLLNEIKEDTKKWKNIPCSWVG 

R1NIVKMA1LPKV1YRFNAIP1KL 

PMTFFTELEKTTLKFIWNQKRA 

RIAKSILSQKNKAGGITLPDFKL 

HYKITVTKTAWYWYQNRDIDQ 

WNRTEPSEITPHIYNYLIFDKPE 

KNKQWGKDSLFNKWCWENWL 

A ICRKLKLDPFLTPYTKIHPR WI 

KDLNVRPKTIKTLEENLGNTIQ 

D1GMGKDFMSKTPKAMAAKA 

K1DK.WDL1QLKSFCTAKETTIRV 

NRQPTKWEK1F ATY SSDKGLI S 

RIYKELKQIYKKK\TNNPIKKW 

AKDMNRHFSICEDIYAANKHM 

KKCSPSLA1REMQIKTTMRYHL 


14534 


44902 


A 


14620 


1 


3253 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQGDLIDIYRTLH 
PKSTE YTFFSAPHHTYSKIDH I V 
GSKALLSKWKRTEIITNYLSDH 
SAIKLELRIKNLTQSRSTTWKLN 
NLLLND Y WVHNEMKAE I KMFF 
ETNENKDTTYQNLWDAFKAVC 
RGKFIALNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
1TKIRAELKEIETQKTLQKINESR 
SWFFERINKIDRPLARLIKKKRE 
KNQIDTIKNDK 


14535 


44903 


B 


14621 


1 


2758 




14536 


44904 


A 


14622 


1 


5178 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14537 


44905 


A 


14623 


1 


3382 


MGDFNTPLSTLDRSTRQKVNK 
DTQEFNSALYQADLIDIYRTLH 
PKSTEYTFFSAPHHTYSKIDHIV 
GSKALLSKCERTEI ITN YLSDHS 
AMKLELRIKNLTQNCSTTWKL 
NNLLLN D YWVHNEMK AE1KM 
FFETNENKDTTNQNLWDAFKA 
VCRGKFIALNAHKRKQERSKID 
TLTSQLKELEKQEQTHSKASRR 
QEITKIRAELKEIETQKTLQKIN 
ESRSWFFERINKIDRPLARLIKK 
KREKNQ1DTIKNDK 


14538 


44906 


A 


14624 


965 


4091 


TWKGTTSTSRCKIMPKYRSTRQ 
KVNKDTQELNSALHQADLIDIY 
RTLHTKSTEY/TFFSAPHHTYSK. 
1DHIVGSKALLSKCKRTEIITNY 
LSDHSAIKLELRIKNLNQSRSTT 
WKLNNLLLNDYWVHNEMKAE 
1KMFFETNENKDTTYQNLWDA 
FKAVCRGKFIALNAHKRKQERS 
KIDTL FSQLKELEKQEQTHSKA 
SRRQEITKIRAELKEIETQKTLQ 
KINESRSWFFERINKIDRPLARLI 
KKKREENQID 


14539 


44907 


A 


14625 


3 


3229 




14540 


44908 


B 


14626 


1 


2791 




14541 


44909 


A 


14627 


1 


3158 


MVKGSIQQEELTILNIYAPNTG 

APRF1KQLLSDLQRDLDSHTL IM 

GDFNTPLSTLDRSTRQKVNKDT 

QELNSALHQADL1DIYRTLHPK 

STEYTLFSAPHHTYSKIDHILGS 

KALLSKCKRTEI1TNYLSDHSAI 

KLELRI KNLTQSRSTT WKLNNL 

LLNDYWRKQERSKTDTLTSQL 

KELEKQEQTHSKASRRQEITK.IR 

AELKEIETQKTLQKINESRSWFF 

ER1NKIDRPLARL1KKKEKNQID 

TIKNDKGD 


14542 


44910 


B 


14628 


1 


7849 




14543 


44911 


A 


14629 


1 


3985 


MENDFDELREEGFRRSNYSEL 

WEDIQTKGKEVENFEKNLEECI 

TR1TNTEKCLKELMELKTKARE 

LHEECRSLRSRCDQLEERVSAM 

EDEMNEMKGEGKFREKR1KRN 

EQSLQEIWDYVKRPNLHLIGVP 

ESDGENGTKLENTLQDIIQENFP 

NLARQANVQIQEIQRMPQRYSS 

RRATPRH1IVRFTKVEMKEK1LK 

AAREKDRSTRQKVNKDTQELN 

SALHQADL1DIYRTLHPKSTEYT 

FFSAPHHTYSKID 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14544 


44912 


B 


14630 


64 


5735 




14545 


44913 


B 


14631 


891 


6894 




14546 


44914 


A 


14632 


33 


476 




14547 


44915 


A 


14633 


1 


360 


GQGEPK.QLGRHPGVLRPHVVS 
AKTGDAC/IWTQVRNLFPERPK 
VQWKEGCA\LQSGNSQESVTEQ 
GSKVSAYSLSSPLTLSKADYEK 
HKLYACEVTHQGLSSPVTKSFN 
RGE1IEGEVPPCI 


14548 


44916 


A 


14634 


40 


508 


LPGECHRAGQQGQRLQPQLLG 
LLMLWVPGSGGEIVMTQTPLSS 
SVTLGQPAS1SCRSSQSLVHSDG 
NTYLTWLQQRPGQPPRPLIYHV 
FK.RFSG VPDRFSG SGAGTDFTL 
E/1SGRVEA*\DVGVYYCMQG\T 
QFPCSFGQGTKLETKRTVAAPS 


14549 


44917 


A 


14635 


3 


652 


AWWNSETPAQLLFLLLLWLPY 
TSGE1VLTQAPGTLSLSPGERAT 
LSCRASQTIGSTYLAWYQQRPG 
QAPRFLIYGASSRATGIPDSSSSS 
SSSSSSSSSSSSSSSSSSSSSSSQQ 
YNNWPPGGTFGP\GTKVE1KRT 
VGCTHLFFIFPAHLMSQLKIWE 
LPSACVPVCNNF\YPREVQSYSG 
KVDN/VPSNRVTPRESVTEQD\S 
KDSTLQPSAATLDA 


14550 


44918 


A 


14636 


3 


440 




14551 


44919 


A 


14637 


457 


1270 


SRRVSFPPSA*QAVSDPSRQQLP 

SLRLRWGPEGRSFPAENLGRGV 

RWVGGRDPLAA\LP*SSGPLNA 

GRLFARPQESGAPRIGNVRDVP 

RAREDVGTQAGRREREFPRLFG 

PAAVVGCERHLSPFPRAAGAG 

G RAG A AGRRS APPGGLGSCRSC 

RISAGPHGNDVPTLGGRGW/PL 

*NSGAEK.L*EQ*G*/TGTGSWSL 

AAILGGVPREP\GFRGAGRETLG 

PRGWLVMLSRAVLLHSVLLCT 

CHSSWVLLHSDLACHADNNPD 

1QSCLFPMSKY 


14552 


44920 


C 


14638 


90 


465 




14553 


44921 


A 


14639 


116 


439 




14554 


44922 


C 


14640 


278 


364 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14555 


44923 


A 


14641 


116 


687 


EIKDAALQLPLWRAQDRERAM 
KERREKRREREKERDREKKRK 
EKMFCKRSCHTIMEPTPELSCV 
LPCLAPIVLAPPPLPUPVLPLPY 

ATD *T pnONnACTI TP A HP. I \TR 

GPITLATNRCMPSTTRDRRRLT 
PPSTLPNTTNLSWGVREGPNQD 
PEPSLSPCVPHDPFDYNAESLFS 
YWLVSVTPMTAHTP 


14556 


44924 


A 


14642 


474 


1166 


HPNRQGLRAPATAPGHPGREQ 
ALCEAPQGPGQKCGPPRAQEA 
Q/GTEPRRASRAAGACRHHWP 
QVA\RPGAGAPAGAARLGGV*E 
PGRAA/APRLPLPSQCCHR* GTS 
PAHLSASRSSSATCPWRRTAGR 
SGPSPCMTL\KQRQGHPRDGWI 
RAPSCDVTNRGLSSLLNLGGSA 
QQLLLASRPLGSGSGALEALEH 
GKSRAPWEPWLHGTHNPVHGK 
DPAGSTSHWPRPPAPRT 


14557 


44925 


A 


14643 


283 


806 


PRGSFSSTGRTRNAAGSTSNCSL 
RSLSARJEERKVSRVCGVPNHR 
HLRLGALTTTRPSWNGAIPTLA 
KI PAKRC*RRSGRRSKTWSFPG 
ST*LGNFAEEMICAASARPAGV 
PGPALVPTPLRAPLPGVPWTSSR 
GRMCARLSCC/HAGRPVPARPG 
A AR A RRA A AGERH RPPALRV 


14558 


44926 


A 


14644 


1 


338 




14559 


44927 


A 


14645 


1 


1091 


MSNDGRSRNRDRRYDEVPSDL 
PYQDTTIRTHPTLHDSERAVSA 
DPLPPPPLPLQPPFGPDFYSSDT 
EEPA1APDLKPVRRFVPDSWKN 
FFRGKKKDPEWDKPVSDIRYIS 
DGVECSPPASPARPNHRSPLNS 
CKDPYGGSEGTFSSRK.EADAVF 
PRDPYGSLDRHTQTVRTYSEKV 
EEYNLRYSYMKSWAGLLRILG 
VVELLLGAGVFACVTAYIHKDS 
EWYNLFGYSQPYGMGGVGGL 
GSMYGGYYYTGPKTPFVLVVA 
GLAWITT1IILVLGMSMYYRTIL 
LDSNWWPLTEFGINVALF1LYM 
AAAISLM*MIPTRGGLCYYPLF 
NTP VN A\G SAG * KEDR* LQ* SSC 
LSP**FISLVLWFA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oflirst 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14560 


44928 


A 


14646 


398 


1107 


SPGLVCGLLIFCKVTVPICAGPY 
RCPFGGLRH*SAR*QPPSGLREN 
GARPPGGEWLCPC*FPP*PLNSR 
WKLPPRLVT*GEPWAAGEKFP 
RLGAGTGPAAGEGLPRARDWE 
PGRAGPERWAPGRGPAGTPAK 
T A A VKRS A PLPG S\GDY ANGER 
KPPPSPFCQVKSGNL*VLCG*RL 
SLPA A * KPKKA * RRGRRQSPGK 
TGYQVQQTRPKNDPKSS\GPSP 
KNRQSLCLQPLWSFLIQ 


14561 


44929 


A 


14647 


1 


540 


MGVRDPLEEAVCALAELQHCA 
GRFAALFRASRQERLSLLKLCP 
QLPLPPRALSQGYKPLIG\LLAF 
FQRCTAQRGGI * RGSL ATVTL\S 
CGGLCPV*TSQRRCL\PVRGKLP 
TQASVMANAPPRTRLQHLRSTS 
DCCAGSENFKPVDLSLLGSVGV 
GSTELDHLAPWLQPAFQGSEW 
FYLTF 




44930 










EVCYYPPSETYFCQFVK.LILCPV 
LFPCWQGVVIQPKLSCMRCLST 
\LLRGVSQ*CYMGVRDPLEEAV 
CPLAELEHCAGRSAALFRAGRQ 
ERLSLLKLRPQLPLSPSA 


14563 


44931 


A 


14649 


1 


210 




14564 


44932 


B 


14650 


1 


1683 




14565 


44933 


A 


14651 


1 


529 


MDSEVQADDEVSDENGELIGN 
WGKGGMGVSDPLEEAVCPLAE 
LERSAGRSAALFRASRQECLSL 
LKLT/LTAAPSPRGTAFRSPFKS 
PAQRRSIIC*Q/LYSCKTFRSTVA 
PMPRLCLPQASGKVQ*EN*SWA 
IPA*QGTSPMCSLCSGAPHQPG 
A PL VLPLPPPVNRLRRELQC WL 


14566 


44934 


C 


14652 


295 


430 




14567 


44935 


A 


14653 


452 


637 
















MVLSHWHSRCHWGMK.KNYLQ 
LARCLPKWLPSFVFETQGPCDV 
STQGTLLVYGLQRPWEKHS1*A 
R*HHPSQHGPSQLPLARGGSSP 
TPCASRMRQHPT 


14569 


44937 


A 


14655 


2 


335 


EDRS AFRPRQPHTLHPLH ARS L 
APRSPTPPSPPSPDTQLGLSGPTS 
GPESAPTA/PGNPSWRSSRWGSS 
SPCAASST*KSPYP*/CSPT/CAFP 
SPRLPFCRSAYQPAAGAGRGK 


14570 


44938 


B 


14656 


373 


502 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14571 


44939 


A 


14657 


1 


400 


GSPAPAAMDEERALYIVRAGE 

AGAIERVLRDYSDKVKSPGPGR 

AVSHPRAALRACTSHPSPPPSFR 

GCALAPPPKTFPAWACVFVPPAF 

SIHAS/SHPTTPTVAPTPLIPGPA 

A*PPVLLSSVQVTPPESVDVHL 


14572 


44940 


A 


14658 


659 


1177 


ARKGSALLRLYLSNAWCVCVK 
VLRIFSTASAYITRRDSSLGPVW 
TFLNFSFG SPGE I PTPFFFFPVFP 
LPLVAWFCPASFCLPQCP\LVPS 

trorrrrl5UUArjLk>rrl 1 w 1 rrAW 

ACVFVPPAFSIHAS/SHPTTPTV 
APTPLIPGPAA*PPVLLSSVQVT 
PPESVDVHLCPVPHS 


14573 


44941 


B 


14659 


1 


318 




14574 


44942 


A 


14660 


2 


131 




14575 


44943 


A 


14661 


354 


762 


CPEIRPPS*THGTK/SHFPPTASG 
THSVLEAL/PDTQRQPSPRVHQ 
DPSPA I/PALLPSPHEHGPQHLL 
QLPSHRCHPDTAPFNCDAVKAC 
PGH ATA ALEHPYLSG RQSPPSP 
TH LPK LP AG RG YT VC A LPKGPG 


14576 


44944 


A 


14662 


157 


413 


ALVCS/SSLAIREMQIK.TTMRYH 
LTPVRMAIIKK.SGNNRCWRGC 
GE1GTLLHCWLDCKLVQPLWK 
SVW*FLRNLELEIPFDPAIPLL 


14577 


44945 


A 

— 


14663 


1926 


2448 


DFIAV1TTRKQLKTKYNAHHSK 
QA ITKHFSPKISDLILCLKKKIM 
NRHFSKED1YAAKKHMKKCSP 
SLAIREMQ1KTTMRYHLTPVRM 
AIIKKSGNNRCRRGCGEIGTLLH 
CWWDCKLVQPLCKSMWRFLR 
DLADPAIPLLGIYPKDYKSCCYK. 
DTCTRMFI A AL FTI AKT WNQP 




44946 




14664 




7584 






— — 


— 


74665 




4729 




— — 


44941 


— 

— 


74666 






7566 




— — — 


44949 








1424 




— g2 




— 


74668 




576 




145g3 


4I9IT — 


— 


14669 




3325 




14584 


44952 


A 


14670 




2195 




14585 


44953 


A 


14671 




3162 




14586 


44954 


B 


14672 


287 


2018 




14587 


44955 


A 


14673 


1 


1073 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14588 


44956 


A 


14674 


1 


3335 


MVKGSIQQEELT1LN1YAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

INLJLLINIJ Y W V mNllMiSj^clJvM rr 

ETNENKDTTYQNLWDAFKAVC 
RGKFIALNVYKRKQERSKIDTL 
TSQLK.ELEKQEQTHSKASRRQE 
ITK1RAELKEIETQ 


14589 


44957 


A 


14675 


1 


1838 


MIIPIDAEKAFDKIQQPFMLKTL 

NKLGIHGMYLKIIRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LPPLLFNIVLEILARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIIYLE 

NPIVSAQNLLKLISNFSKVSGYK 

INVQKSQAFLYTNNRQTESQILS 

ELPFT1 A S KRI KYLG IQLTRD VK. 

DLFKENYKPLLNEIKEDTNKW 

KNIPCLS1GKINIMKMAILPKVIY 

RFNAIPIKLPMTFFTELEKTTLK 

FIWNQKRARIAKTILSQKNKDG 

GITLPDFKLYYKATVTKTAWY 

QYQNRDIDQWNRTEPSEIIPHV 

YNHLIFDKPDKNKKWGKDSLF 

NKWCWENWLAICGKLKLDPFL 

TPYTKJNSRWIKDLNVRPKTIKT 

LEENLGNT1QDIGMGKDFMSKI 

PKAMATKAKIDKWNLIELKSFC 

TAKETTISVNRQPTEWEK1FAIC 

LSDKGLISRIYKELKQRHKKKT 

NNPIKKWAKDMNRHFSKEDIY 

AANRHMKKCSSSLAIREMPIKT 

TMRYHLTPVRMAIIKKSGNNRC 

WRGCGEIGTLSHCWWDCNLVQ 

PLWKAVWRFLKDLELEIPFDPA 

ISLLG/IYPKDYKSCCYKDTCTQ 

STFTCRQHLPL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14590 


44958 


A 

- — 


14676 




1 


2354 

— 


MGDFNTLLSALDRSTRQKVNK 

DIQELNSALHQADLIDIYRTLHP 

KSTEYTFFSAPHRTYSKIDHLV 

G SKALLRKCKRTEI 1TN CLSDH S 

AIKLELRIKKLTQNHSTTWQLN 

NLLLNDY WVHNEMKAEI KMFF 

ETNENKDTTYQNLWYVKDTRI 

SGMLWYVKAVCRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKTSRRQEITKIRAELKEI 

ETQKTLQKINECRSWFFEKINKI 

DRPLA RL1KKKREKNQIDAIKN 

DKGD1ITDPTEIQTTIREYYKHL 

YGNKLENLEEMDKFLDTYTLP 

RLNQEEVESLNRPITGSEIEAIIN 

SLPTKKSPGPDGFTAEFYQRYK 

EELRIKYLG1QLTRDVKDLFKE 

NYKPLLNEIKEDTNKWKNIPCS 

WVGRJNIMKMA1LPKVIYRFNA 

1P1 KLPMTFFTELEKTTLK.FI WN 

QKRARIAKS1LSQKNKAGGITLP 

DFKL Y YKATVTKTA W Y WYQN 

RDTDQ WNRTEPSEIM LH 1 YNHL 

1FDKPDKNKQWGKDSLFNKWC 

WENWLAICRKLKLDPFLIPYTK 

INSRWIKDLNVRPKT1KSLEEDL 

GNTIQDIGMGKDFMSKTPKAM 

ATKAKIDKWDL1KLKSFCTAKE 

TT1RVNRQPTEWEKFFA1YSSDK 

G LI SRRYNELKQ1 YKKKTNSPIK 

KWTKDMNRHFSKEDIYAAKRH 

MKKCSSSLAIREMQIKTTMRYH 





— o — q 

— — 


— 


— — 


















2~745 






-—r- 


— 


14679 

— — 




2742 







— 


- — 
— 






^264 






44963 




74681 




2^982 




14596 


44964 


A 


14682 




3102 




14597 


44965 


A 


14683 




1443 






4^61 




T^8l — 












— 






— 


TPT 






44968 




T4686 




744 


DLLTTIRMPTDVKKCSSSLAIRE 
MQIKTT\M*YHLTPVRMPIIKKS 
GNNRCWRGCGEI 


14601 


44969 


A 


14687 


1 


3588 




14602 


44970 


A 


14688 


1 


5569 




14603 


44971 


A 


14689 


1 


3992 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14604 


44972 


A 


14690 


755 


2415 


QELRVSGWSPASAPANT*CPPA 

QPCPTRRSGGQRAPARTRSRPG 

SRPRT A SAL PRP A A Q KA A SRS A 

RASRTNPYTAPKPLPSVESALQ 

EAAIGEAHAQQRVSCTCAAPA 

APPSPAWPWSAARSAAPPPRT* 

ASAPA*SPL/PVRLKKSPGSSNC 

E A RG EG WKT/PALP VQLG AHGP 

PQPAAVPCASPGSGAGPRWSRS 

ARRTPRGPLQRGRTWVSPDPGR 

EATPSGTQWPQKTRGSLPGS*C 

APETPCSAA*SSGTSPPRGAGGC 

CPGTVPPALEGHN*PQRWGSHS 

AGRVEVTRAEGPQCQQGAPAGC 

SLGVGGQRGPPGLPPIPVPGLC* 

TCRSS*MEAATGSVEKCKRMA 

SLMQASRWSFLRVAPVSGQVK 

YTPGTARWAEPSSLGSDTTLVP 

GAS/RAPADGGFGLKFLSHLVS 

DGVLRCGGPRPGTASAPAGLR 

AAAA\PSVPSLVGPWRGGLGAG 

WLGFSLWAFSPTDSLSF*PGPA 

LLNLMSALNS*KNFFMVAARS 

CGGGTRGRGGTGPSRGRGRRR 

PATGRK* KKKKKK K.KFTSPPEV 

PPSPGLPRDNRL 


14605 


44973 


B 


14691 


1 


822 




14606 


44974 


A 


14692 


I 


2789 


MAAVRKQLPRGVLGYGGSGAL 

LSTAAADTSLLLGSLQERK.SAS 

AGPGYLRSSVAAWSGLWLTGA 

SEAHSVVLACFSRKDVEASLSV 

G LPVHPDASC ARRLDAADG V A 

GGSPRLPQSTDGWRLTAHSLPQ 

STDGWRLTAHSLPPPTDGWRL 

TAHSLPQSTDGWRLTAHSLPPP 

TDGWRLTTHSLPQSTDGWRLT 

AHSLPQSTDGWRLTAHSLPQST 

DGWRLTIHSLPQSTDAWRLTA 

HSLPQPMDGWSCRSAQWCV 


14607 


44975 


A 


14693 


176 


440 




14608 


44976 


A 


14694 


114 


253 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14609 


44977 


A 


14695 


124 


890 


GSRAWRDPRLEVAAATTTLFY 
GYGFVSAELKKASKRMTCHKR 
YKIQKAKAPEHH RKIRGEAKKR 
GHNKPRKDPGVPNSAP\FKEAL 
L\REAELRKQRLEELKQQQKLD 
RQKELEKKRKLET* SWIFKPSN 
V\DPMEK\EFGLCKTE\NKA\RSG 
KQNSKKLYCQELKKVIEASDV 
VLEVLDARDPLGCRCPQV\EEAI 
V\QSGQKKLVL/IYLNKSDL\VP 
KEDL\ESWLKLF*RKDLPNSGCF 
RASTKTQRVKGKITKVSFI S 


14610 


44978 


A 


14696 


553 


997 


EVTACWQSSQPSLTLGASSAW 
APTLAALEEPFSPPLHCGSPFLG 
WPRLEPAPSAPPWAPVRPEPPQ 
ririppc a pr;p pi PCTTnr.T p c a a 
GRRTGTQLHRQPAKVCSF/IS*S 
QRDHEPTRRNEQLQTRRLKSCN 
THREDLQLHSRRKK.L 


14611 


44979 


A 


14697 


1410 


2036 




14612 


44980 


A 


14698 

— — 


— 


630 

— 


RYKGSPRPHQTQEPSWLHLVDP 
APGLQVELPASPAPCARIRQPL 
GGRWDWAPWSRGWCSSGRLG 
QHRSPWSG WEAQA WRAAGPK 
PCPAGRQLRPGEKSSTAPVGRH 
ru/r:invTi p<iI-I\\/p^:^ , *vPT4^:c^ , 
PAGLAGCSGTPAGPQAPHAAP 
VPARA/CSLHTSLQAEGVGSSL 
r.nDPicT.T Dnru\\/r:i irnccMA a 

V Vf AHAP T7\/n A P A T P X A C 

K V U AI^AUJb V l^A KALK 1 Ab 


14613 


44981 


A 


14 






AcupT cm pcnpQi pi^pptjpt i 
HSAQSHRPPKG*GVRAQGAGL 
T/WQLHL* PQCGIHWVKPAGLL 


14614 


44982 


A 


14700 


1 


1095 




14615 


44983 


A 


14701 


1 


777 




14616 


44984 


A 


14702 


1 


933 


















14618 


44986 


A 


14704 


978 


1207 


ASLPLRGLLCCPSLPEERRPLLH 
GAQSHRPPKG*GVRAHGAGLA/ 
WQLHLRPRCGIHWVKPAGLLS 
LGPHQQSSKSA 


14619 


44987 


A 


14705 


111 


558 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14620 


44988 


A 


14706 


1 


1103 


MKPWALKVSVTALKVARLEFV 
PPDVRMCSEFLPCGVKLQTFAV 
SVTALKAARLELFVSPGGLVVS 
LASGVKLQTFPVSVTAHKSSVD 
PRSEQQQDLLQRAKEQTFHTVE 
GDRSGSPPDSGAQLASPSGSRT 
RAAGGAACQSRALRPHSSALG 
WSMGLGAVEQGAVLIREARAA 
HEPMERVGGSGMAGCRSRALP 
REKAAKARRETEGSAAVSGWL 
SG1AQWPKIDHEGFRAVKMPQ 
AAWLLKAVTFIDLTTLSGDDTS 
SN1QRLCYKAKYP1REDLLKAL 
NMHDK.VAAGFPAGQTHLKTRL 
EEIRLAVEDGATE1DVVINRSLV 
LTGQWEG/LYSPVVYSALPCNI* 
HSRLFLPSGNALLLWLWCLHS 


14621 


44989 


A 


14707 


2 


2300 




14622 


44990 


A 


14708 


2 


1058 


ARSNIRMVTAFRSLPAGSSGAA 
RA\MSAHNRGTELDLSWISKIQ 
VNHPAVL\RRAEQ1QARRT\VK 
KDWQAAWLLKAVTFIDLTTLS 
GDDTSFNI* RLCY KAG YPIREDL 
LKA LN MHDKG 1 T\TA A VC V\YP 
ARV\CDAVKGTSRPAG/CVN1PV 
GISRAAGF\PAG\QTH\LKTRLEE 
I\RLAVEDGSLQK1DV\VINRSLG 
A*QAQWE\ALYDEIRQF\RKAC 
GEA\HLKTILA\TGELGTLTNVY 
KASMIAMMAGSDF\IKTSTGKE 
TVN ATFPVA I VMLRAIRDFF WK 
TGMK1GFIPAGGIRSAKDSLAW 
LSLVKEELGDEWLKPELFRIGA 
STLLSDIERQIYHHVTGRYAAY 
HDLPMS 


14623 


44991 


A 


14709 


576 


998 


VLQFLKAACPEFVPSGVPMCSE 
YLPSGGFVVSLASGVKLQTFPV 
SVTALNALRLELFVPPGGLMVS 
LASG\GSCRSSR*VLQLIKAVWT 
QRPLGGRWDWAPWSRGRRSFG 
EARAAQKPMEGVGGSGMAGC 
RSRSPAPREGS 


14624 


44992 


A 


14710 


2 


589 


RHHPRHAVQARPFPAGPLAGA 
QRGSGAE*RGPQGS\PGPAGLS 
GGESL/PGETDRGADKEERGRQ 
RWQRALGRLSAGADPLPAELR 
GRRQRRGR*AGQRAAQEAACE 
APIQGSGARNGRRG*GRRL*GC 
YQ * V * FPG LTRGWGRG SRPSAV 
HCGWEPP*AGKPSGQTPRHSG* 
PAGWDGLPPKVTGPPPGTPQPR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14625 


44993 


A 


14711 


1 


1596 


MRLTRCQAALAAAITLNLLVLF 
YVSWLQHQPRNSRARGPRRAS 
AAGPRVSLPPHPLTCVWRCSRP 
AMDRPPAASRPETTVATEFVAL 
VLDGARAEAHALLERMVEALR 
AVSARLVAAPVATANPARCLA 
LNVSLREWTARYGAAPAAPRC 
D ALDGD A V VLLRARDLFN LSA 
PLARPVGTSLFLQTALRGWAV 
QLLDLTFAAARQPPLATAHAR 
WKA EREGRARRS ALLRALGIRI 
VSWEGGRLEWFACNKKNQRC 


14626 


44994 


A 


14712 


225 




980 

— 


VPSRTWAEYRTRFVPHSLGQPR 
SSH1PQSPQTDQTAQGQQALAP 
PAGRSGQ*GRPGRRARLGPGER 
HS*APPPLSQLLLQTFPHLQALP 
SA H ARPSGQPH ADRGHSRSPSG 
/DLSTSSVLKVVRPQAGGPKQA 
RCPQAGRVCHCPRGGRRGPE/Q 
Q/GG * RPEAPQASPEKGSTGLRP 
SAKDSK.NQGTGIFLRCQVAPRP 
EALCCPPPRGADTPVSPCLWVA 

UnUIrLyrr tuntUA V LUjLv J 

LCPGSPDSPPTS 




















4^99i 




TiTHi 


T7£ 


499 




14629 


44997 


A 


14715 


231 


436 




14630 


44998 


A 


14716 


141 


393 




14631 


44999 


C 


14717 


97 


351 




14632 


45000 


A 


14718 


119 


358 j 




14633 


45001 


A 


14719 


21 


614 


PPCTSLRPLHAFSGKMTHLNRG 
TLSLLDSQLHNLIALQMTCFKD 
VEIPNFFWEPSVTPSHRNINMYF 
PAAVFGFLP1SGTLFSYCKIVSSI 
LRVSSSGGKYK/AFTTCGSHLS 
VVC*FYGTGFGGYLSSDVSSSP 
RKAAVASVMYTVITSMLNPFIY 
SLRNRDIKGVLRQPHGSTVQFQ 
YLLICSIPFVVWVKKGSKVK 


14634 


45002 


B 


14720 


162 


1263 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14635 


45003 


A 


14721 


696 


1791 


VWIALKSENITCELLLFKMQTQ 
CQVLVYLFPIFQPSFLGKRCPIS 
TDPQNLTDVSIFLLLEVSGDPEL 
QPSPCWAVPCPCAWVTVLGNL 
LIILAISPDSHLHTPMYFFLSNLS 
LA\DIGFTSTTVPK\M1VDI\QSHS 
RVIS YAGCLTQMSLFA I FGGME 
E\DMLLSVMAYDWFVAICHPL 
YHSAIMNLCSVGFLVLLSFFFFV 
LSLSDSQLHNL1ALQMTCFKDV 
EIPNFFWEPSQLSH LACCDTFTN 
N IIM Y FPTAIFGFLPI SGTLFS Y Y 

iS. J V oolLK V ooSoLjlv Y KAra 1 L-O 

SHLSVVC*FYGRGVGGYLSSDD 
VSSSPRKGAVASVMYTVVTPM 
LNPFIYSLRNRDIKSVLRRPTEH 
CLISKK 


J4636 


45004 


A 


14722 


1 


1971 


MTRKVTLLLRTWRGGCGRLA 

MGMEATPQGSLHPLFQEHWIR 

AEDFGVLSPMHPNSVQGVDDM 

IRLGDLNEAGMVHNLLIRYQQ 

HKI Y VSLPSPVSTG EPLTG ANLL 

DREKKMMHRGHCPIALTEGVS 

GPDNPEG RARAKAKA KARAEL 

PLPGAEGTDHLLPSQTYTGS1LV 

AVNPFQVLPLYTLEQVQLYYSR 

HMGELPPHVFAIANNCYFSMK 

RNKRDQCCI 1 SPQNRVG AQTDT 

VLKVFQHLL1SLICKTTLQACCI 

PSHPYLSSAPGPPPLTTQCRSYS 

DSLLGPQLFGDVCYNCSHVIEG 

DGEALCSLPHPTCSPGAWVLQL 

VSPLNKAWCVSCFSCSTCNSKL 

TLKNKF V EFDMKP VC KRC YEK. 

FPLELKKRLKKLSELTSRKAQP 

KATDLNSAEGPLAQLGAVGA/V 

TGITHEPHIPQVENGSQQLDDV 

PALGV\ENWRIFMAERMEAQG 

GQRLLLSTMHEEYEFVSPSSVAI 

AELVALFLEGLKERSIFAMALQ 

DRKATEGGPVGLTKKQGLLAS 

ENWTLGQNDRTGKTGLVPWH 

CLYTIHTVTKHSDSCCTAVPTL 

LEASSGCIFMSYKKHITLTPKSA 

DSNKRPSTLGSQFKQSLDQLMK 

ILTNCQPYFIRCIKPNEYKKPLG 

FSDSFML1KLIR1DKVQYDSFSYI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location oHast 
codonfor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14637 


45005 


A 


14723 


1 


1197 


MNMNIKKIVKQATVLTFTTALL 
AGGATQAFAKENNQKAYKETY 
GVSH1TRHDMLQIPKQQQNEKY 
QVPQFDQSTIKNIESAKGLDVW 
DSWPLQNADGTVAEYNGYHV 
VFALAGSRKTLMTHQSTCPKH 
RASRVGPSNSLQNKQTVKKGD 
QTSVRRKRNDLKVEERHKNHH 
LARELTSSAAAASPTGHAAATA 
QAPQRHVEVGRAAAPAGDLGE 
G1VGEQVLGAERLVGPDASRAR 
ALCVLGDRREAGHTAEMTAAP 
PAQVPGPGGPTALRRPSSYLGL 
GVDEQNPMSVDGDEDDVRVQ 
HQELRDCLIKHT1LIRGEFVTRS 
LN1AQAADRRDAFVKG1YGALF 
LW1VKK1NAA1FTPPAQDPKNV 
RRAI/GLLDIFGFENFENNRIIRT 
LCWRYREARC 


14638 


45006 


C 


14724 




1032 




14639 


45007 


A 


14725 


1 


4960 


MSTTS1FQQLNLLLSHSHKQKQ 
Q1QLPNGRSRYSCLMAAFRMQ 
YFLSLPMKSLILVGFERLQAIAR 
SQPLARQYQAMRQRTVQLQAL 
CRGYLVRQQVQAKRRAVVVIQ 
AHGQGMAARRNFQQRKANAP 
LV1PAEGQKSQGALPAKKRRS1 
YDTVTDTEMVEKVFGFLPAMI 
GGQEGQASPHFEDLESKTQKLL 
EVDLDTVPMAEEPEEDVDGLA 
EYTFPKFAVTYFQKSA SHTHIR 
RPLRYPLLYHEDDTDCLAA 




45008 






86 


370 


RTWMTHVWRRRRVQAAPTAY 
SSFRPGTSPCPAQPRAGARA*TR 
SGTSIMPTGFSSHTSCLTVPXPFT 
ASSAGQHRQRHRKTTAAGHPT 
TTGAASF 


14641 


45009 


A 


14727 




455 


MQSVLPAHGVSSTRASSRSVTL 
SSPSTSTNCRGRKSSRVTASPVG 
SGPGGGGGGPGSGRFGIDPPRK 
FAAAGSFSTGAPSSVMVVRVSG 
MPSLSW*QYP*SCSTLGCRSRSS 
ST1SLSSLWA/VQPIAAPPYPELA 
TQLPISCR*SPSPCAPS 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14642 


45010 


A 


14728 


338 


1782 


NQLSK*KAHSIRT*TALQQSSGR 

SQICIVQSSADALPSSRCTNPSST 

FTPTPLPPRPHPRTCSTLGCRSR 

SSSTISLSSLWAASR*QPLRTPN 

SRTQLPRSWPLKSTALSPPPPGQ 

ATRLCWWMVSSK*RTWMTHV 

WRRRRVQAAPTAYSSFRPGTSP 

CPAQPRAGARA*TRSGTSIMPT 

GFSSHTSCLTVPRLHCVLCWTA 

SSTPQESSPGGWTRPWPSWRRC 

CTCTGAGRYLQNSTAS/T/PVPS 

TSVSQTAPSPKEDYRCWPSYHH 

GSLPPFSVQPG*GCGMSVRAMP 

SVGPLWSPTRPPGQIKRQNYLL 

NYWSCWKMTLLAGIIPSST/GS 

RPADLDYFLGSSQCPRDERTLK 

GHVSCDPTSSISITGEKLKQKLE 

S/SSTLADTKSAFLQDSWT/SSLP 

TLG A S AARTTS AS * TDQCPPAP 

GPLHVSF/SLNSTYPSRLCSSTCS 

TVDSFQIIPMPN *M PFSTCGAFC 

WCLWFSAITALYFVM 


14643 


45011 


A 


14729 


148 


1040 


WCTGSQFSKGTWE1LLRKKPSL 

GNVGALPCVATACLTTVEKRA 

PRGHPLAPVLGDICPKVGSMSS 

STSEL/CTWGNFEFWGRNKYNH 

WF*WGWALLHQFKMGKGAQG 

LQEASFYRKDTY*A\TMP*NPIG 

ISEFGTNLALPGPCKNVFERFMS 

RFELPGKAAAMTDNTNVNYVR 

YKGDYYLCTETNFMNKVDIET 

LEKTEKMWKPRFRG1CPQLQG 

CSVTEQGFEFSDDAKSWALQH 

PKRPAQQDWAMSRGNQGWAN 

LGLKIIRGEAVTTRAKEVSVVL 

K VL E VTDGKV WAREKKLRDSR 












507 


AAGADTSQGPGGGPPPSQSQR\ 
PKSPSAGRKGSQLSPQPQKKGL 
PSPQGTRKSAPSSKATPQASEPV 
TTQLLGQPPTQEEGSKAQGMR* 
PPQRLGASTQQQTNQEAA 


14645 


45013 


A 


14731 


2 


356 


DGVSLCHPGWSAVARSQLTAT 
SASWAVCWQGCGETGILLPCW 
WECEKVQPLWKQYGRLSCEDH 
LNS*VQVILTTQPPILFPKWLHL 
FTFPPTGQKDSSFSTTLPTHCPG 
GRGCSELRSRHCTPAWVTE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14646 


45014 


A 


14732 


1 


408 


FFFFFYTTFFLFFYFYFFEMESH 
SVTQAGVQWYNLSSLQPPPPRF 
RRFSCLSLPSS*DYRCPPPHPAN 
FLCF* * RQGFTLLAKM VSIS* PH 
DPPTSASQSAGHVLTSKWELNI 
EYTWVIKMGTADTGEHKNGEG 
WE 


14647 


45015 


C 


14733 


262 


536 




14648 


45016 


A 


14734 


179 


745 


TDCLHNRCHRSPRSPPPGPPG * R 
SRADWWRRGRCWGSWCASSR 
RVC*RCPAPSASFSCCRSPRGRQ 
GRTFPPSPCPAPD*TQVPVSPGDS 
TRPCPPPSSPPAHRAT/GCCGRR 
RLPGNASYLASPGKEAGEFPAS 
QGDS*PGQYGYIGDSSS/RPTRG 
TWMAKASTPRHPIAPQICGA*G 
FGEHQEVPVREK 


14649 


45017 


B 


14735 


1 


1164 




14650 


45018 


A 


14736 


35 


542 


VRPPSHVTADSGRSPLSLTYLPL 
QEPGDMAAAVPRAAFLSPLLPL 
LLGFLLLSAPHGGSGLHTKGAL 
PLDTVTFY/KDYGDKLNMELSE 
KYKLDKESYPVFYLFRDGDFEN 
PVPYTGAVKVGA1QRWLKGQG 
V\YLGMPGCLPVYDALPGEF\1R 
ASGVEARQALLKQGQDN 


14651 


45019 


A 


14737 


11 


908 


VRPPSHVTADSGRSPLSLTYLPL 

QEPGDMAAAVPRAAFLSPLLPL 

LLGFLLLSAPHGGSG\LHTKGA 

LPLDTVTFYKVIPKSKFVLVKF 

DTQYPYGEKQDEFKRLAENSA 

SS\DDLL\VAE VG ISD YGDKLN M 

\ELS\EKYKL\DKESYPVF\YLFR 

EGDF\EEPSSHYTGGS*RLGAIQ 

RWLKGGKGVYLGDGLELVCT 

V * LTP WSGEFIRA\SG VK A RQAL 

LKQGQDNLSSVKETQKKWAEQ 

YLK.IMGKILDQGEDFPASEMTR 

IARLIEKNKMSDGKKEELQKSL 

NILTAFQKKGVAEKEEL 


14652 


45020 


A 


14738 


3 


227 




14653 


45021 


A 


14739 




424 




14654 


45022 


A 


14740 


1 


207 




14655 


45023 


A 


14741 


2 


352 




14656 


45024 


A 


14742 


1 


441 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14657 


45025 


A 


14743 


1 


461 


MTVDYRKFNQVVTPMAA/AVP 
DAVSLLEQINTFPGTWYAAIDL 
AN AFFSIPVHEA HQKQFAFYLPQ 
GYINFPALCHNLIRRELDFFLLL 
QDITLVHYIDDILLIGSSEQEVV 
NTLDLLIHKRSKEAEHTAASRIR 
VSCLPEQKSHEQTLPWEQVP 


14658 


45026 


A 


14744 


1 


928 




14659 


45027 


A 


14745 


283 


1074 




14660 


45028 


A 


14746 


450 


1970 


VRVLSPVEKELKLWKNTHKLL 

SYPTVGAAVTQLQNLTAMGVI 

G SHG ARGQ V V ALN RQRQGDL 

QPFTRVT V HWGKG YDRTF WGL 

LDTGSELTLTPGDPKHHCGPPV 

KVGAYGGQVINGVLAQVQ1TV 

GPQTHPVVISPVPEC1IGIDILSS 

WQN PHIGSLTGI M VGKAKWKQ 

LELPLPRKIVNQK.PYCIPGGTVE 

1SATIKDLKDAGVVIFTTSLFNS 

PIWPVQKTDGSWRMTVGYRRL 

NQVVTTPTAAAAPDV/VVSLLE 

QINTSPGTWYAAIDLANAFFSIP 

VHKPHQKQFAFSWQGQQYAFT 

VLPQGYiNMPALCHNLlQRNLD 

HFPLLQDITLVHYLNDIVLIGSA 

1KWVMHSS/DSIIKWKWHVHDR 

AQADPEGTS*PGYGHF\WCP1C 

QQQRPTLS SQY DTIP WAI SQLPG 

DRL 1 I GPLPL WKG QKF VFTGIDT 

YSG YGFA YPA CN A S AKTTIMES 

QNTLSTLMVFHTALPLTKALTS 

WLKKCSSGLMLMEFTGLTMFSI 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14661 


45029 


A 


14747 




2589 


MGPPYKPPTTWPPQTLSYHSTT 
PVKLQSLSLPPTAARGATEPCH 
LQAPASSVQQMTPPAPGLKHL 
GGKSQMCLEQDGRSGSVRGSP 
CHAGHWVAGAGFGKGTTRTW 
GHVNLIVPPNCPTASSSAARDS 
APNQPLLGVVTAQIVPPTCPPA 
MTVQELIAPLTLPPAAGCRRGV 
RPFQTRVWLLAQLLRARLGGP 
GEGVVTCHSWRLERVAPRLAS 
LWWALAAETAARLDWAAKRP 
SAWGSIKAAEFSSKATPRLEGA 
SSRTLWVSYIQAKETTTGKNGP 
VEPSHLWEAYCRATAPHPAVH 
SPSAEVTYTCGIVNLLLQGLVP 
KSHLETHTGCHVVVELIICSVV 
LPLISRLSDPDW1HLVLMVIFSK 
ARDPTPCPASGPEQPSVPTSLPL 
IAEVQQLPEGRAPSPVAAPGFLS 
KQIQDALCALEGSQALEPKGGE 
GSEGVEAEGPGTETETVLPVST 
LNFCPEIQIDIADK.EIEQGEVTTS 
VTALLEGLEKTCSSRPSCLEKD 
LTN DVTYLDPT1 FSFEPLSSPDG 
PVV 1QNLHITGTITAQELSGTGL 
QPCTRYTVKCETSLDGENSSLQ 
QLAYHTVNHRYWEFLNLQ/SH 
QEKKPDL*KFIKN\1 EKMVVSAI 
VDNLKTAFPCSESQGPTEELSE 
AETESKSQ TEGKKARKSRLRFS 
SSKI SPAL S VTE AQDTIL YCLQE 
GNVESKTLSMSGMESFIEKQTK 


14662 


45030 


A 


14748 


478 


3507 


SKILRAVIWGSHLVRSAMKTET 
VPPFQETPAGSSCHLNNLLSSR 
KLMAVGVLLGWLLVIHLLVNV 
WLLCLLSALLVVLGGWLGSSL 
AGVASGRLHLERFIPLATCPPCP 
EAERQLERE1NRTIQMI1RDFVL 
SWYRSVSQEPAFEEEMEAAMK 
GLVQELRRRMSVMDSHAVAQS 
VLTLCGCHLQSYIQAKEATAGK 
NGPVEPSHLWEAYCRATAPHP 
AVHSPSAEVTYTRGVVNLLLQ 
GLVPKPHLETRTGRHVV 


14663 


45031 


A 


14749 


1 


417 




14664 


45032 


A 


14750 


34 


350 


RERGQEGGVAGRVEMDVSVVE 
RGAYADQ1WGRPKGGESRGEK 
RKG RWVQRVRALRARVTPAGL 
GECKWGRGRGD*VRRVKPRAL 
RERWGDGSTVSDSTPMKPGLE 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


14665 


45033 


A 


14751 


1 


1604 


MASKRC1RDFRSRGGKLKSFQL 

YATFRKEGCG PVL ANGNPGGG 

RGQEVSATQDLRRGWGIASSAS 

RFPWRQSWPGRPRLGNYDSGA 

PG E AKMP S KG KD KKKG KS KG K 

DTKKL I KTDES WD R A KANA SL 

WEARLEVTELSRJKYRDTSRrL 

AKSNEDLKKKQCKMEKDIMSV 

LSYLKKQDQEKDNMIEKLKQQ 

LNETKEKAQEEKDKLEQKYTR 

QINELEGQFHQKAKEIGMIHTE 

LKAVRQFQKRKIQVERELDDEI 

NDLLV KEKIMQL VQQRSQIQTL 

QKKVVNLETALSYMTKEFESE 

VLKLQQHAMIENQAGQVEIDK 

LQHLLQMKDREMNRVKKLAK 

NILDERTEVERFFLDALHQVKQ 

QILISRKHYKQIAQAAFNLKMR\ 

EHVQEEQNIPKSEHLMAESTAPI 

V*IRJFWRPKNGHILKEMWILEI 

*PGSRRKKYCDCSLQK*MAVLL 

GNTTQSSRPSSSRTMLFLDSGET 

KEFGDESKLQDKIFITQQIA1SD 

VFW*SGATHYSKRTSGV*HSGK 

SESLQPRGQRLI 


14666 


45034 


A 


14752 


95 


473 




14667 


45035 


A 


14753 


168 


449 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14668 


45036 


A 


14754 


1 


2000 


MAFEQAKQVVKLALDLWPIGD 
GPVELQVTVLDQHANWSLRQE 
QHGKRGPLQFTDVA1EFSLEEW 
HCLDTAQRNLYRNVMLENYRH 
LVFLGIVLSKPELITCLEQGKKP 
LTVKRHEMIAKPPGQKNWEKQ 
ALPLTGCLTKYPSWAKNIDIIVT 
CSHFARDLWPEQSIKDSFQKVT 
LRRYENYGHDNLQFKKGCESV 
DECKVHKRGYNGLNQYLTTTQ 
SKIFQCDKYVKVIHKFSNSNRH 
KIRHTGKKPFKCIECGKAFNQS 
STLTTHKKIHTGEKPFKCEECG 
KAFNWSSHLTTHKRIHTGEKRY 
KCEDCGKAFSRFSYLTAHK1IHS 
GEKPYKCEECGKAFKRSSNLTT 
HKIIHTGEKPYKCEECGKAFKR 
SSILTAHKIIHSGEKPYKCEECG 
KAFKHPSVLTTHKR1HTGEKPY 
KCEECGRAFKYFSSLTTHKIIHS 
GEKPYKCEECGKAFNWSSHLT 
THKR1HTGEKPYKCEECG\KGF 
KYSSSLTTHKIIHTGQQPFKCEE 
CGKAFKCFSILTTHKRJHTGEK.P 
YKCEECGKAFNSSSHLTAHKR1 
HTGEKPYKCERCGKAFKRSFIL 
TRHKRIHTGEKPYKCEECGKGF 
KCPSTLTTHKTL\EIHAGKKPNK 
♦E/ECSKAFKDTSALTRHKIIRTG 
EKPCEFDECRKAFNQLSTFTKY 


14669 


45037 


B 


14755 


269 


1131 




14670 


45038 


A 


14756 


2 


149 


ALFRAGRQECLSLLKLCPQPPL 
SPTCFVPGR*GFYLHFFQRCAA 
QRGGI 


14671 


45039 


A 


14757 


2 


175 
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SEQJD 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14672 


45040 


A 


14758 


1523 


2667 


PLLVI HRQTGSGEDLQQTPADL 
QQRDLLERKLTNRNE* HQHQQ 
KRHPLKNPTQMSP/C1KDQRYIN 
PRSTIKLELGl KKLTENCTTTWK 
LNNLLLNDCWEKQERSKTDTL 
TSQLKELEKPEKTNSKASRRQEI 
TKIRAELKEIGTRKTLQKINKCG 
SWFFEKINKIDRSLARL1KKKRE 
KNQIDT1KNDEAD1TTDPMEIQT 
TNREYYKHLYANKLENLEEMD 
KFLDT YTLPRLNQEE VESLN RP1 
TSSE1EAVINSLPT/KKRSPGSDR 
FTAEFYQRYKEELWPFLLKLFQ 
TIEKEGLLPNSFYEDSHLIPKPG 
RDTTKKENFRPISLMNIDAKILN 
KILANR1QQH1KKLIHHNQIDFIP 
GMQG\WFNIHKSINVIRHLNR 


14673 


45041 


A 


14759 


640 


1771 


APVARMTA/PLFYTALLVFSAL 

GNILALCLTCQVKRRKINCTGIY 

LVHLAVSDLLFTVALPGRVVC 

YVLGSSWPFGKGLCRLTAFVL 

YTDTYGGVYLMACVSVDHYPT 

WVCAHWGPCLRTAGRARLVC 

V AI WTL VLLQTM PLLLMPMTK 

PLVGKLACMEYSSMESVLGLPL 

MVLVAFAIGFCGPVGIILSCYM 

KITWKLCSTAGRTQ* PAGKDTT 

GGASPGGPSDQPEKTPPAGAAQ 

EDPVTPRERTPPAGQPERTQ*PA 

GKDATGGTAREDPVTSRKGRH 

WRGCLLTLLMLVAVVVCFSPY 

HLN1KQFMARGMLHLPSCAER 

RAFLLSLQATVALMNMNCGI/D 

PITYFFASTHYRKWLLGILKLKG 

SSSSSSSSSTLY 


14674 


45042 


A 


14760 


1 


401 


MVLVQWLTAITSAFWETQNKG 
SLQFEDKWDFMRPIVLKLLRQE 
SVTKQQWFDLFSLGATLQDSSG 
PLLTGKLKKKRKVSGTKY/IEAS 
SATSLKATTDTHHLLLYNPFWI 
PLTLI*HLCWLQRFA*SCDTDPH 
P 


14675 


45043 


A 


14761 


184 


2720 




14676 


45044 


A 


14762 


34 


251 




14677 


45045 


A 


14763 


2 


452 


LQ1EIPALEELAAKEKANEDAV 
PVCLAADFPSAGMGSSCDGQE 
DELDIKSRAAYNVTLL/NFMDP 
PKI PHLKEKPYFG MRKM A VRW 
HHAENLVDRPQXEESEDDSHLE 
GRDLDTWHVGVKISWDVKTPG 
LATPQGDCYFMLGNLWRTKIIL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnltnown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14678 


45046 


A 


14764 


1 


1701 


MPFKCKKQHTFNKTSPKEGAII 

FTHGCLCTSPFNSELSEHLGNL 

KLSSWEHLHHRSQQTLSVRJLH 

VPTPQPVEHEFIQLIYIHTGAKL 

QASKVIIATKDGKRRKSPLWQL 

KYPKLILREASSVSEELHKEVQ 

EAFLTLHKHGCLFRDLVRJQGK 

DLLTPV SRIL1GNPGCT YK YLN T 

QLFTGP\FPVKGSNIKHTEA*I\A 

AVCETFLKLNDYLQIETIQALEE 

LAAKEKANEDAVPLCMSADFP 

RVGMGSSYNGQDEVD1KSRAA 

YN VTLLN FMDPQKMPYL KEEP 

YFGMGKMAVS\WHHDENLVD 

RIQLQLWDPVDGTTASSAVPKQ 

GRDKRREVPNTLSQPNSQEGL1 

SAFHSRCVHAVFYKLTSAPKTT 

SLPDVPSDLLAEGLAASRAGQA 

LWRCDKKSLLTLVRKINLQGK 

RDGGRSATNQQSQPHLDNTGL 

ERQLEQKVGRCRSPWRGLGHL 

EGNAQKGHLLHGVNK.NGQHL 

LRRHGVSIRAGRAPHLAAADT 

APGRISCLGHSEALKPRIQAGGL 

GAES1WQVLWEGGSNSSVFCR 

HDEEPAAELPLPGKQASGGHM 


14679 


45047 


B 


14765 


16 


1462 




14680 


45048 


A 


14766 


89 


566 


MEQGSI1TQAWREDALVLTKQ 
GLVSK\SSPKRPHVCHILK\APFC 
CSCTQHVGQSSSPR*ANPHIRRE 
STP1AMSDQLQRLQYQFYQIPG 
TCLLPEVTEKNQGRICMVTDLD 
ETLVHSSFKPISNADCLVPVELE 
GTMHQIHVLMRPYMDEFLT*M 
EEMF 


14681 


45049 


A 


14767 


1 


305 


LSGLEMFQAGAGAPSSPGY*GS 
CWAISWSGPPDKHSNRGASCG 
LETWAGAAATDTAGPHPAAGR 
C*A*AGSGGDQGTGSTAPLPAT 
P*PLQSLV*AAALPA 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14682 


45050 


A 


14768 


1070 


2653 


SLKPCMACL*HS*EKTLSDSSG 
RSWICAVSF\GSPGPAAAPLPEL 
SFPLRPGYTKLLPHATEEVSPFG 
SGAGRKLGPMLPSTAELCPGTR 
ARWSEGYRDLGRQAQDLQAG 
RKSVVTWALEGHPREEERAAA 
KVQQCQRMWEGCSDPQELIPR 
PGRNPDPVPDSAVALLPWGPSR 
VPDLGPDSEHR/PAHSRVQYWL 
HKAPAPPSPSPQLAEPATPPTRP 
SSPGSRSPSSWHRLRSWSLNAD 
PWXRPRP ADLPPGN P APP SRGG A 
HGTWGKDVRPLGRGSRLFSVV 
CGRREVQRAARRVGTTGPGWR 
APGREREAASR*QPPGTG/PASP 
MGRASSSGSRVSPGPIRRTAPW 
EGCSCRSRHHWGKGLGPPDGE 
PG\PGSS*VAQPTVGGRRSLGPG 
GAAPARDAAAATPPGDAAARE 
G SGRHLRAPA S RPQHQPRSPRS 
HPPASATTASLQKFRSASSEPPS 
EDRPFDFSPTAPPQCPRVAPSAG 
AR*R/AGGRLPE/PR/RPGPWGG 
GSRTNLT1PTSLHGPTPAAARTS 
PHRKSR 


14683 


45051 


A 


14769 


748 


1073 


SQHFGRPRWVDRLRSGVRDQP 
GQHDKTPSLLEMQKMAGRAGG 
CL*SQLLRRLRQENPLNPGGGG 
CSELRSGLCTSVWATGRDSI*K 
KKKKKKKRKPWSLLSLIVLVQF 


14684 


45052 


B 


14770 


59 


466 




14685 


45053 


A 


14771 


2 


3184 


HRTG1PGSTISSPGGETVPE\MTA 
A MRERFDRFLHEKNCMSDLL A 
KLEAKTGVNRSFIALAGVIGLVA 
LVLVV\GYG\ASLPLQPLLGFCY 
PA\YISIKAIGE/SPNKEDDTQW/ 
V*TYWVV\YGVFS\1AE\FFSDI\F 
LSW\FPF*LHG*KCGFLVGWCN 
GPEAPSKWGLKLL*QAASSGPF 
LSLEATKSQIGQVLVKD\LKDQ 
GPKETADAIH*KKPKKSLP*ILL 
G*KKKKX 


14686 


45054 


A 


14772 


14 


455 


PQFPCRRFRALSEEELDNEDYY 
SLLNVRREASSEELKAAYRRLC 
MLYHPDKHRVPELKSQAERLF 
NLVHQAYEWVERRRTPAEIRE 
EFERLQREREERRLQQRTNPKG 
TISVGVDATDLFDRYDEEYEDV 
SGSSFPQIEINKMIIISQ 


14687 


45055 


A 


14773 


328 


479 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14688 


45056 


A 


14774 


15 


1095 


KVAKMATALSEEELDNEDYYS 

LLNVRREASSEELKAAYRRLC 

M L YH PDKHRDPELKSQ AERLF 

NLVHQAYEVLSDPQTRAIYDIY 

GKRGLEMEGWEVVERRRTPA\ 

EIREEFERLLREREERRLQQRTN 

PKGTISVGVDATDLFDRYDEEY 

EDVSGSSFPQIEINKMHISQSIEA 

PLTATDTAILSGSLSTQNGNGG 

GSINFALRRVTSAKGWGELEFG 

AGDLQGPLFGLKLFRNLTPRCF 

VTTNC A LQFSSRGIRPG LTTVL 

ARNLDKNTVGYLQWHCSSPLL 

QVQRPHRNTRACAPEPSFRPFL 

HVPTWDAECSGARTPSTAWTS 

AAVKLREACLSGPGSGSHQLLL 

LTPRSKRRTGGG 


14689 


45057 


B 


14775 


508 


1765 




14690 


45058 


A 


14776 


2 


639 


GRRRHRRRHRDCSRGDCYLPT 
GTNTQQPLPPPREPLPELPARTP 
DLSMQNSEGGADSPASVALRPS 
AAAPPVPASPQRVLVQAASSNP 
KGAQMQPISLPRVQQVPQQVQ 
PVQHVYPAQVQYVEGGDAVY 
TNGAIRTAYTYNPEPQMYAPSS 
TASYFEAPGGAQVTVAAS/SPP 
AVPFHSMVGITMDVGGSPIVFS 
AGAYLIHGGMDRPELLANL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14691 


45059 


A 


14777 


1 


2091 


MKPDDNSTQNEGGQSFEERHE 
TLQRVKFRGGPKTAPGRKLIAF 
LGQMNSGTSGGQRVPGEEELM 

aggatclpnteahqpirmk.nl 

htpafrlcpltlqdneadafw 

hqafvdwgmptgkkpqtlglt 

yktthdlsmqns/eggadspas 

valrpsaa/appvpaspqmlple 

lvilgvv/pldkcipaqwskeg 

qtnsytynpepqmyapsst/as 

yfeapggaq\mvgitmdv/ggs 

pivssagaylihgg/mdstrhsl 

ahtsrssparsfrsnskapssrk. 

fcc*lptlssktl/slfsknllrk 

lplgkhspdsvqwpwiygllv 

agseslasllfpkasssgetlgf 

atgqlagesrlpsllafilvpid 

vawgkeqlvtqttvyrvqgs 

gqhlnkawqepalvnicgmge 

kvdvqvglcqhrahldgwns 

sraasvwpgetlthhqdqcqa 

nlppgietsilgtkgarypspqe 

qgggrvwlerldprg/avsgt 

dl*clpqsdvppgra*sggtgd 

KS I STHDKSGRGNSKYH Y/YGI R 
LKPDSPLNRLQED/TQYMAMR 
QQPMHQKPRWCRAELGGAGSP 
L\GMEDVSHVFPEFPAPD/LGSF 
LLQDGVTLHDVKAL/QLVYRR 
HC/EDVV/MNLQFHYIEKLWLS 
FWN/SKASSSDGPTSLPASDEDP 
EGAVLP/KDKLISLCQCDPILRW 


14692 


45060 


A 


14778 


94 


3006 


RTRSLTRKAMAEHAPRRCCLG 

WDFSTQQVKVVAVDAELNVFY 

EESVHFDRDLPEFGHVLDVHG 

VHVHKDGLTVTSPVLMWVQA 

LDIILEKMKASGFEFSQVLALSG 

AGQQHGSIYWKAGAQQALTSL 

SPDLRLHQQLQDCFSISDCPVW 

MDSSTTAQCRQLEAAVGGAQA 

LSCLTGSRAYEFNLVCDRKHLK 

DTTQSVFMAGLLVGTLMFGPL 

CDRIGRKATILAQLLLFTLIGLA 

TAFVPSFELYMALRFA\GL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
eodnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14693 


45061 


A 


14779 


1 


710 


MG PA AG A PTSRASRG PRA P A LR 

AAVGRRCPRPEMPCQCHPLAR 

CGLDPAWTQLPQETAGAPRQD 

PRCTNQL1CEHLPLEGLGFGYL 

GNKDSLRHVKVVAVDAELNVF 

YEESVHFDRDLPEFGGLASSAV 

TQSSS/DDLQQVP*SLQSLHAA* 

SLQTNASPFTFEHSFLGKRHPK 

GAGQKRAESPTRPPLRLQEAAP 

GELQRPLPYGTQVPAGLCPSVS 

GLRLRARALLPYRTHSLSV 


14694 


45062 


B 


14780 


1 


252 




14695 


45063 


A 


14781 


73 


198 
















AG RAEMQQERESHEE A KDPSP 
LSPREGSQKQQQNVNTSTPSHC 
PR/PPLRMPPPAPRRPVP/CDHPR 
AEECERKAQHWQAAPPAAPVR 
DPLGEASWAPESGGDVESLYI 


14697 


45065 


A 


14783 


1 


309 


MTKTEREQNEQLDGGGYGERL 
GEYSLFLLCVPSELNQGKCERV 
SSYFGMNLSGVLKK.LPFPPTRE 
SWPPPHFTGTPHNHHGGVSNG 
ALGCAQRCSLH1 1 ATN AGGWER 
GGVSNSRLFFFLLSASFSDAK1K 
PAPSP1DHLRAEECVPPPLSQPP 
ALVAWCREHLWAHPICAPLLTP 


14698 


45066 


B 


14784 


1 


471 






ifolls" — 


2 — 



















7992 


2lol 


WRSMSGLRKRQLASQ1SYCPC 
WS\CP*EESHCRRVSPAPLA*LL 
SPCPAPQQRSHTDPPPFPFKHFP 
LPFSG 




^gQ^Q 


2 — 




389 


973 










14788 






TN PFNLLQH * KKP* C YT Y1SITD 
PTDACHKNKAFSSPAVSQLT/CI 
FSSTAGSFFVLSGHSCGHLAVFS 
LWPRSPQLPGTR 


14703 


45071 


A 


14789 


475 


616 




14704 


45072 


A 


14790 


1 


704 


MTKWKSNPQIHMELQRTLSNP 
NNLEKSNVKTYYKAKIFDDNLI 
QLTFQQHRQDRDTEQEKKKEE 
EREKRKQQQEPLRKKAKMQTV 
RPGFDLTQGPNCLTPHGKTWSR 
LPPKNHRRPYTSRPEGPRVKA* 
NHGPEGRRGTRLPPEAAKRAQ 
AEEAAQ* WPTRSTLRLEVTPRA 
MPP\SPSEDPRVAGVHPAPPRGP 
RSDS/APLRPQLRPPRSLFSLASE 
PAAAGNARGRHSVLALY 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14705 


45073 


A 


14791 


200 


408 


SPHLMSINLITFANFLFPCE*RNS 
QFLKS/SIFVMWMIHNGMKCRQ 
LDTCHCRHGTCKDSICPGLEES 
PLP 


14706 


45074 


A 


14792 


240 


771 


GRGMQSPAQVDPAAKRGNIAG 
HTAHLWPKGGTLPLCF/YHLLI 
MQIREQP* SSLEYPTF/RILSL VS 
GTKLNKILANRIRQHIKKLIHHN 
QVGFIPGMQGGLPTPGSEQGHL 
RVSPSSPSSTVTLKLFNFMEPFE 
NLNLSKGKASVHTITQENTDSL 
KVQGSQFSQGHEKRTLDLKVS 


14707 


45075 


B 


14793 


1 


1557 




14708 


45076 


A 


14794 


150 


1668 


ESDARQGPFPLENTRPHPSCMQ 
NHGICRSLHPGLCGCPPTARDA 
APATAGGVPAY/GPLTGAPPG* 
LPGAGIGSKQSSTMGPSGAGSC 
LGL*APSQPAD/PGS1QGVLVIA 
DTE*PLVGGDGGLEAEHQWQ* 
EAGP/GGL1PKHMNPQSRQQSLF 
GRRGYRDSSLRSVLGRTGQQT* 
HAELGAGVMGPGGNGR*GH/G 
PRGLPCLVQGRRGPGVAAVAA 
GVSVAVPSGMLSENGPGCSK/P 
HSGDAGQRRGLRENL*GVRALI 
WGAASSFLLTEQDLQELADCL 
HSGRKTCFFYFQGRGDVA PG PV 
APAHHRLAGISTVVPEGPGLCV 
GEDRQLPG/GNQRAEPPP*LVRS 
VSSLTGLPALGPRQMPNAGAG 
NGSGK*RGVRGSGPDWDCTGT 
HGG AGTGKLLWAG LSLFPLSG 
KSEAHQQRAAGHGYGRGLGSP 
GRPPRSRKGRVLGSESAPA*GSP 
QPLRSARQKPESSCPRQGQPVG 
RGPGAPLEAGHCSFPRPLGPAR 
SLHPDFPQGLQA 


14709 


45077 


A 


14795 


3 


374 


RRPPSWG*RGCSQLPECAADGS 
LEDHGPLPPMVSCFSRHPAGRF 
LRVFPPSPLLAVDCCWHNNSYV 
VAVDCCSATSCSLLLYPSQEFPP 
HKFLVYLVLSWHQLLGGLELIC 
TQQPVNPVVSDG 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon Tor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14710 


45078 


A 


14796 


73 


890 


MSLVRTDGKVSFPHSRAASSPP 
PRFAGSLPWTPKGHGFTSFPRL 
EGYCPS/REGPSDWGRNSFRVSS 
WAWRPSQGVSHHTPGQGP/PSP 
GNRDK* V ATRK.SPGQPG SS PEP 
GWSLQSTSSPGA TRTKGN LNT L 
KG*KQVVD*WVGVGTGWEGS 
GAPQSPQPSREWRLSPRGVGVV 
KETWPSPWSGR*APPCPGQPQG 
QQTHMERGGR*G*QVGACGLG 
P*GQWSSVTNGKDTRAPWSPPP 
RQRNGR WP A PPPFTFH Y Y Y Y Y 
YYYYYYYYFFFFGE 


14711 


45079 


A 


14797 


273 


678 


TEESTSVLSVPNQTGAGAARIGI 
VSLRLCGLYVTSPPRAARMHIR 
PHGPWPGG SHHENGEAGPES/E 
GAPASASGRGAPEGQAWPPRD 
AVLSSLMLALFRTKSARHLVLG 
TRQTAASPFPFFSQPSWYCSLG 
VDGG 


14712 


45080 


A 


14798 


551 


743 


PTRITRSAGSSSWGSCRPRAPAP 
FS WSRPCLQGPRG *CRGLHSRF 
YAAP*VQGHPVH1LPYSKF\RRG 
RAALRPRGQWGLDSVLGTAVC 
GCGP/RSESDICSGR*GPE/WYIS 
PPVPPHVHRGFQQL\NCARQVG 
KGGGGPGCPMLGNH\SSQVGL 
GLGGQDQDSLESPGRVSSPSGP 
SAASDPGG*GFQGNPDPVHPAP 
APPDW 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14713 


45081 


A 

— 


14799 


705 




2299 


KREWRPRHHPLGPPPRCAGRSA 

PLSGPASPFS*WLPPGHGPCGR 

MCSRAARGGDVTYRTHNTRAP 

SCPSLHWVGERG*DAHTRTPSC 

PSLH WVGERG * DA HTRTPSCPS 

LHWVGERGVGCPHSGLQLSFP 

PRSAGCCKALFEAEKSKGDTGL 

GKRGWAGGGAGGAARPCTCNP 

TVPCPQSTQSPPV/PPGTR*QLG 

SSASHSRAASSPPPRFAGSLPWT 

PKGHGFTSFPR/RGGVLPFPEGP 

SDWGRNSFR\GPAGPSMW*PAP 

PSDAQVGHGPGRAGLQRCRGR 

GGHTPFVLAAAAIDSAYFS**/D 

P*VFGSNFPHLSCFPG\GCGEGN 

Q*ARRRPLAGAAALPGPNLES 

WVCELSVAGPAVWDPVPSP/GD 

PTTGPESP/RNSAGACGAQGSM 

R*T*GTPATWSL/GPPPELPGSR 

HQRQCECGPAHVQRERMPGW 

ACMLKSVAQRGFQRR*QLSK.A 

QAAAWRV\PGGR\GAGKD*GW 

RRWGVSRGGGGLCCARGGGGS 

SVRRGEVEGS/GCARGGGGCAG 

WRALSPSSLP1SGAQELGS 




— — 




Tuoo 




267 


CSAGGPWRAPQPRRFHRRRRP 
AQLPPPLPLPPLPASPRIHNRTF\ 
PRPSQRTPPPAALGCPEPGS/RS 
QGRGHARPPGSGEGDPTVSSPG 


14715 


45083 


A 


14801 


218 


430 




14716 


45084 


A 


14802 


9 


201 




14717 


45085 


A 


14803 


1453 


1936 


EVEKHLCQG*ELLRAQHN*AA 
ACRRPRPPAPGPQCSAGGPMAR 
APAPQVPPPPPPCSA\PPPLPLPP 
LPAS/HAHPQPHFRHGRRSALLP 
RPPWAVRSRGALAGPRTRAAA 
GLRGGAGAAPAPADARFPASSP 
AE*PKFPQNSARALTGFPRCTD 
PTVSSPGY 


14718 


45086 


A 


14804 


1 


580 


TSGCSHSLHKPAGVSTRPPTVA 
SICAPRPRTSPLRRGSLTLWPFP 
GGHLTLLETP\GFDSCPEEVEGP 
RFSTFKTS*ARGGRRQRCAPRG 
RREVGPPSAAESGRARGEPPRC 
RLLCRGGK/DPQPRAGEGEAAA 
GTPEGSRAGASGSEGALPSAAS 
PGN SSGRSRPEAGANPKGAPRR 
CVWGEPGGRRTRLFPDE 
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SEQ ID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14719 


45087 


A 


14805 


279 


1148 


ALHEFAMSRSLHASLH*S**STC 
P*QQPAPAPAGEPRARFPGKSSS 
ASSGPG/WPRNHGKQLHLPAQP 
Q/QQGRISSPRVAGGSGCTGRA 
LLLAAGLQNSTRSLNPRDPPTIL 
SHRPLQGM/PDAP/RGCSHSLHK 
P/SRS/TPLSGQL*PPSAPHAPAQ 
APSV AGPLPCGLSPGDT* RYWR 
LLRFDSCPEEVEGPRFSTFKTS* 
A RGG WRQSRVWASARG ASTL 
QASVQGR*NPQPRAGEGEAAA 
GTPEGSRAGASGSEGALPSAAS 
PGNSSGRSRPEAGANPK.GAPRR 
FLGGCLL 


14720 


45088 


A 


14806 


765 


4270 


SQDTPGDLQCHGDLL*DGAVLS 

EAPGGERVPRDD*GGVCPEGVP 

HVSLLRDSVAEALQPRGEAGG 

DQVPEAHARPPSAQR*PAGAGL 

RLHPPAAGGVPGQSGGHLPKIQ 

DDLTSKS * TN SITKTLFPNK VTL 

SDSGRA*1LEGHRSTQGSLGLEA 

DPGTVSHHQHPCPPNAATHHF 

HRTARPGVQQGPGPASVQQPES 

DGDGALLRSPCSLLPQGADEVL 

LQPDGDKQGGRPRGDSESD*G 

YSERR*AQDEYQGH 


14721 


45089 


B 


14807 


133 


2943 




14722 


45090 


A 


14808 


1 


814 


MEEELLRELLYSENWWSIPYND 
TIQELCCWAVLKRTFINGNTSR 
KPGMKMVTGLKKQERRSKQW 
G CEKE AKF VPDM Wl VLE VGRP 
EERGIDGKRWGKSCSVEQSVW 
AFQNP1WSKAQTLLNSMK/AYE 
KGKEGVEEKFEARRSWFMRKK 
A1SHLHNMEMQGEAASADVEA 
AVSYPEDLAK.IIDESDYTKQWIS 
NVDKTVFYWKKMPSRTFIATE 
EKSMPGFKASKDSLTPLLGTNA 
AGGF*LKPLLTYHSQTSRALKN 
Y AKLTLLM L YKWNK 


14723 


45091 


A 


14809 


123 


515 


PK.QSAKTIWTSTARPEDVVTCS 
FKEEFLPGNTHHDFSIKNRSDPE 
LEVSRPLARPENFPANRSHSLLE 
L/RPCRGRWAAHWTGCSSLLD 
ASSAPRTDQPSLWRNLPTASLG 
GPWSHNQPGIVFQNTYLMKWP 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 


14724 


45092 


A 


14810 


279 


1136 


VDVDLACVRGLLCSCDEFLSW 

LALNRTVLATPALPSCLSQMAS 

SLPGLCARTRRGERADSQRGTC 

AFFSPARTASQAPLVASSVRKQ 

RVWAPNPLNCHTLPPSRGSQRG 

GYIGEEGVFGSRVVGIWVPGPN 

GSPWPLGVQR/PECVLLGVGSG 

S/SSHELFSEADFISRLLAPSPSP 

APAS/MGNAIEEEAPELGPLGRV 

FVDDFHYDYNFIHLHEDLCYGP 

LEGPDLDLAGTGDRTPPLHSRP 

RASLSPSALRCP*ALGF/WSTLA 

WGSPNSSSRVPEAQPPAPSLAE 


14725 


45093 


A 


14811 


1 


1597 


GGRKAAVGVETRPQGSAQPTW 

LPVHGDTCTTLLLPCRAWWRL 

GGLPWAASVVGAKCVWTPPER 

GLLMLHKPMPGWSSGYRVVLP 

AVAFFRLRAQVTKLGEEVSLRF 

LKREAKLCGFLQKSFLALEKR 

MKASESSRLKLEGSLRGELESR 

WEKLRGLMEERLRALQGQHEE 

SHLLEQCQGLDAAVAQLTKJV 

QQNQASLNRVLLAEEKAWDA 

KGRLEESRAGELAAYVQENLE 

AAQLAGELARQEMHGELVLLR 


14726 


45094 


A 


14812 


150 


1625 


CLGKAFSCREUNAYLRLPTFFIV 
FSLRQPSLRMHSRAWVKTCGA 
MPCSCCRIRHCSSVTDMAVRSL 
ALLQLVNRTPLRRRQ1SAACQR 
MSTFLFFRACTF*PRNRSSSGRH 
/DLTARPRQAILRQNFLK/RAQS 
RNLTAPNSPR**LLVKTYRQTS 
RPVSAAH*CPR*RGRAALAAAC 
HSGSPGARRQTAGPAEGPAR*T 
RRDFL**RAACLRRRWKWPE*L 
*RSRSSSP*SQGSCPPALPAPPRR 
CSAGSRTGPAARWCRAGAGSR 
RHAGSSSA***SRR*GRSASGRR 
PRHGGTAGSGRWLWWARCPA 
*AGIPWPSWPCHSSWP/PQSVRV 
VSSG*RASLHSPGLDSSGGGLQ 
SFLLVQLPAQGKTSSQP\RHAA 
APSAAACPHAE*CTLGSCPRSA 
TLSPTPPRASPPAGVRSAVSPCPP 
GHEGVLVISKHHLLLLSRSGRG 
LGGNVVRPCSVQPMDGVGQEL 
AVADRDQLPCLVCQDGECPLK 
ASGRPVLGCP 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14727 


45095 


A 


14813 


921 


1446 


ACC1SHGNLWHHLDQKHGLQS 
♦GEKSRLFSRPNLQVPVHTG LD 
HRARYLTGPRKQGHLWPTGPS 
SVFDNENFCKLSVGMTGRASA 
RQQIQSPFAESGKAFSDICSVSL 
RLCVLPHPWNSRLRSPALRNSL 
KYSVTSSAAARRKLLPLASGPL 
RLGPRSLPTRLQVLRWEKVASA 


14728 


45096 


A 


14814 


1 


675 




14729 


45097 


A 


14815 


1 


2341 


MASDLVNRCEACDLPQGPISVH 
QFPRLSNEVTTTVGRNSESPNQ 
RSVSGPWTPREVRRGVAAAAH 
GFSGQNAKWAAHIPATAMSFA 
LPYSVLHSPHALTTHPLNPGDA 
VTMPSWTSTVSAANASKGRSFS 
QCFQSTEEGQERRRPRTSQAKV 
QQGSTAGKVNELITLAGHIKSQ 
APHGKRKPPPRDSHVICSMLRK 
RKPDETPSPSSDAQFSGMLAVA 
VSSLLCPRSSPSQQWHCHSPSTT 
ILGSSDVSDTSFQPSTKLGPVHG 
FPPQSRDC1LDFELIRKVTGAWS 
SLTAGSWETKIQEFSEEDILAPH 
R1TPGPHSSKSPVHFLASLWGR 
KTKLYHHTIQDKEPRSVPEAGS 
SGRRDGGGAAHSMLCMAPEPD 
HPGSNPNCRSPATLHADADGN 
LQREAAKCQGDGTQVSTHVDH 
TSAPRQAETGPATGENEKMESH 
GRSKRGLVGADQCPAETLDSY 
TLLVGHKKRDKDRQTPGPAPQ 
VNSFVPENYLLRGPLAPLGSAIS 
MKTAGAVHIRPSGDLGRAPAP 
AVRPRPRPPRRPRRLLPGPAHLP 
GAPRPPAPAPLSRRAARQSPAA 
AAAPPPGCE/RRG/PAGPASGAG 
PP AP AHG ARPGGKPAANPP R A P 
QP*P/RRRRSRRRAQPRPGPAPL 
SRMRAEGPARA LRPPPH YQPEL 
GPPS ET VG P VTE LL A P I PT ARFP 
TRSHPYPVTASPARSS*TSGLD* 


14730 


45098 


A 


14816 


44 


455 


HLRNRTR/PSQITPHIYNHLIFDK 
/PLFNIWWWENWLAICRKLKLD 
PFLTPYTKrNSRWIKD*NIRPKSI 
KNLEENLGNTIQHLG/IGKDFM 
TKTPKAMATKAKIDIWDLIKLK 
SFCTAKETIIRVN RLPT* WEKIF 
AIYP 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14731 










279 


1QD1GMGKDFMTKTPKAMATK 
AEIDKWDLIQLKSFCTLKEITIR 
VNRQTTENYYTSDKGLISRMLP 
N F * RLF P A S * K.KP PLF D I GKTEK 
TNYS 


14732 


45100 


B 


14818 


1 


2025 




14733 


45101 


B 


14819 


1 


3570 




14734 


45102 


B 


14820 


1 


1380 




14735 


45103 


A 


14821 


1391 


2742 


KKRESSLTHVMRPASF*YQSQA 

ETQQKKR1LDQYP**TLMQKSSI 

K/YL AK RIQQHIKKLI H HDQ VGF 

1PGMQGWFN1RKSINVIQHINRA 

K.DKNHM11S1DAEKAFDKIQQPF 

MLKTLNKLELEETTVKF1WNQ 

KRAHIAKSILSQKNKAGGITLR 

DFKLYYKATVTKTAWYWYQN 

RD1DQWNRTEPSE1TLHIYNYLI 

FDKPEKNKQWGTDSLFNKWC 

WENWLAICRKLKLDPFLTPYTK 

INSRW1KDLNVRPKTIKTLEENL 

GITIQDIGMGKDFMSKTPKAMA 

TKAKIDKWDLIKLKSFCTAKET 

TIRVNRQPTKWEKIFTTYSSDK 

GLISRIYNELKQIYKKKTNNPIK 

KWAKDMNRHFSEEDIYAAKKH 

MKKCSSSLAIREMQIKTTMRYH 

LTPVRMAIIKKSGNNRHAPFSIH 

THIMFG SLYLQ1QKDLSILGFW 

YPRG1LEPIY 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


14736 


45104 


A 


14822 


1 


1698 


MEDEMNEMKQEGKFRErCRIKR 

NEQSLQE1WDYVKRPNLRLIGV 

PESDGENGTKLENTLQD1IQENF 

PNLARQTN 1QIQEIQRMPQRYSS 

RRATPRH11VRFTKVEMKEKMS 

RAAREKEIQTTI REYYKHL YAN 

K L ENLEEM DKF L DTCTLPRLNQ 

EEVESLNRTVTGSEIVAIINSLPT 

KKSPGPDGFTAEFYQRQSESQI 

MSEFPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTKK 

WKNIPCSWVGRINIVKMAILPK 

V 1 Y TFN A IP1 K L PMTFFTELE KTT 

FKFI WNQKRAH VAKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LHIYSYL1 FDKPEKNKQ WGKDS 

LFNKWCWENWLA1CRKLKLDP 

FLTPYTKINSRWIKDLNIRPKTIE 

TLEENLG1TIQDIGMGKDFMSK 

TSKAMSTKAK1DKWDLIKLKSF 

CTAKETT1K VN RQPTKWEKI FA 

TYSSDKGLISRIYNELKQIYKKK 

\TKNP1KKWVKDMNRHFSKEDI 

YAAKRHMKKCSSSLAIREMQIK 

TTMRYHLTPV 


14737 


45105 


B 


14823 


91 


1596 




14738 


45106 


A 


14824 


1 


2757 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14739 


45107 


A 


14825 


1 


2677 


MGKKQSGKTGNSKKQSASPPP 

KEHSSSPAMEQSWMENDFDEI 

NKIDRLLARLIKKKGEKNQIDT 

TKND1GD1TTNPTE1QTT1REYY 

KHLYTNKLENLEEMDKFLDTY 

TLPTINQEEIESLNRTITGSEILAI 

1NSLPTKKSPGPDGFTAEFYQRY 

KEELVPFLLKLFQSIEKEGILLN 

SFYEASIILIPKPGRDTTKKENFR 

PISLMNIDAKIFNKILANRIQQHI 

KKLIHHDQVGFIPGMQGWFNIR 

KS1NV1QHVNRTKJDKNRM11SID 

AEKAFDKIQQPFMLKTLNKLG1 

DGTYLKIIRAIYDKHTANI1LNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVLARAIRQEKEIKGIQL 

GKEEVKLSLFADDM11YLENPIV 

SAQNLLKLISNFSKVSRYKISVQ 

1PQAFLYTNNRQTESQ1MSELPF 

T1ASK.R1KYLGIQLTRDVKDLFK 

ENYKPLLNEIKEDTKKWKN1PC 

SWAGRIN1VKMAILPKNWKK.T 

TLKF1WNQKRARIAKSILSQKN 

KAGG1TLPDFKLYYKATATKTA 

WYWYQNRDLDQWNRTEPSEIT 

PHIYNYLIFDKPDKNKQWGKDS 

LFNKWCWE1MWLAICRKLKLDP 

FLTPYTKINSRWIKDLNIRPKTI 

KTLEENLG1TIQD1GMGKDFMS 

KTPKAMATKAKIDKWDL1KQE 

SFCTAKETT1RVNRQPTK.WEKIF 

ATYSSDKGLISRIYSELKQIYKK 


mT~ 


— Tm 


— 


— — 




TT86 

— — 







ao 







— — — 




—— 






— — 


— J 


— — 










45TTl 




14829 




3095 




14744 


451 12 


A 


14830 




3654 




14745 


45113 


A 


14831 




3189 




14746 


45114 


A 


14832 




2064 




14747 


45115 


B 


14833 




3031 




14748 


45116 


A 


14834 




3192 





1859 



WO 01/075067 



PCT7US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14749 


45117 


A 


14835 


1 


3210 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSK1DHIVGSK. 

ALLSKCKRTEIITNCLSDHSAIK 

LELRIKNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


14750 


45118 


A 


14836 


1 


3144 




14751 


45119 


A 


14837 


113 


1336 


PTLAGTGNQETSHLGFNAIPIKL 

RMTFFTEL/EKTTLKFIWNQKR 

ARITKSILSQKNKAGGITLPDFK 

LYYKA1VTKTVWYWYQNRDID 

QWNRTEPSEIMPHIYNYLIFDKP 

DKNKKWGKDSLFNKWCWEN 

WLA1YRKLKLDPFLTSYTKINS 

RWIKDLNVRPKTIKTLEENLGN 

TIQD1GMGKDFMSKTPKAMAT 

K.DKIDKWDLIELKSFCTAKETT1 

R VNRQPTEWEKIFATYSSDKG L 

ISRJYNELKQIYKKKTNNPIKKW 

VKDMNRHFSKEDIYAAKRHMK 

KRSSSLA1REMQIKATMRYHLT 

PVRMAIIKKSGNSSRSNIVHSVT 

QANALESSWIPLFLIPH1QYISKP 

QASSFK.MYHVTDP1LPPSSQHL 

DQAA1IN LCLQWPLL WFECMCP 

SKIHMLKLTPQ 




4512Q 


- — 


14838 




3127 




14?53 


45121 


— 






2742 




14754 


45122 


A 


14840 




1998 




14755 


45123 


A 


14841 




3030 




14756 


45124 


B 


14842 




2558 




14757 


45125 


A 


14843 




3828 




14758 


45126 


A 


14844 




4134 


MRKKQSRKTGNSKKQSTSPPPK 

ERSSSPAMEQSWTENDFDELRE 

EGFRRSNYSKLQEEIETKGQEV 

ENLEKNLDKCITRJTNIEKCLKE 

LMELKAKARELHEECRSLRSRC 

DQLEERVSVMEDEMNEMKQE 

GKFREKR1KRNEQSLQEIWDYV 

KRPNLPP1 DVPESDRENGTKLE 

NTLQDVIQENFPNLARQANIQI 

QEIQRMPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKAFKQ 

ASRREDDIAKVTSG 


14759 


45127 


B 


14845 


1 


3555 





1860 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14760 


45128 


A 


14846 


1 


3345 




14761 


45129 


A 


14847 


1 


3451 


HTKN PS V H HHRQRPK V DKTTK 
MGKKQNRKTGKSKTQSAFPPP 
KERSSSPAMEQSWMENDFDEL 
REEGFRRSNYSELREDIQTKGK 
EVENFEKNLEECITR1TNTEKCL 
KE LMELKTKAREL REECRSLRN 
WIKSQDPSLCCIQETHLMCRDT 
HRLKI KG RRKI YQ ANG KQKKA 
GVAILVSDK.TDFKPTKIKRDKE 
GHYIMVKGSIQQEELTILKIYAP 
NTG SPRFMKQVLSDLQRDLDS 
HTLIMGDFNTPLSTLD 


14762 


45130 


A 


14848 


1 


2606 


MVASRSSRVGVFYGGQNSVDG 

VSRRSDG SLNELCLYRPPTGAY 

LAYDTLDVLPSGQFTVNTPPID 

VNGKSLLALLWEHTSLLTSMG 

GGRWAMQPLGQLGQLEHLGD 

RRDQVLDRSGRSRRLDAAQHL 

RH RPDRRPQG M VG VLTNQKEP 

RTRW1HSR1 LPEVQGGTGTVPSE 

TIP1DRKEGILPNLFDEASIILIPK 

RG RDTTKKEN FRP1 SLMNID AK I 

LNK1 LANRNQQH I KKLIHHDQV 

GFIPGMQGWFN1CKSINVIQHIN 

RTKDKNHMI1SIDAEKAFDKIQ 

QPFMLKTLNKLG1DGTYLKIIRA 

IYDKPTANIILNGQKLEAFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSAYKINVQKSQAFLYTN 

NRQTESQIMSVFPFTIASKRIKY 

LGIQLARNAKDLFKENYKPLLN 

EIKEDTKKWKNIPCSWVGPJNI 

VKMAILPKVIYRFNAIPIKLPMT 

FFTELEKTTLKFIWNQKRARIA 

KSILSQKNKAGGITLPDFKLHY 

KITVTKTA WY WYQNRDIDQ W 

NRTEPSEITPHIYNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLA 

ICRKLKLDPFLTPYTKIHPRWIK 

DLNVRPKTIKTLEENLGNT1QD1 

GMGKDFMSKTPKAMAAKAKI 

DKWDLIQLKSFCTAKETTIRVN 


14763 


45131 


A 


14849 


1 


2862 





1861 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID ISO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14764 


45132 


A 


14850 


1 


3724 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELWEDIQTKGKE 

VENFEKNLEECITRITNTEKCLK 

ELMELKTKARELHEECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRL1GVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

QEIQRMPQRYSSRRATPRHIIVR 

FTK VEMKEKM LRAARQKAPH 

HTYSKIDH1VGSKAL 


14765 


45133 


A 


14851 


2 


2375 




14766 


45134 


A 


14852 


1 


2376 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLID1YRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKGREIITNCLSDHS 

AIKLELRIKNLTQNRSTTWKLS 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDTFKAVC 

RGK.FIALNAHKRKQERSK1DTL 

TSQLKELEKQEQTHSKASRRQE 

1TK1RAELKEIETQKTLQKINESR 

SWFFERINKIDRPLTRLIKKKRE 

TNQIDA I KNDKGDITADPTDRQ 

TT1REYYICHLYANKLENLEEM 

DIFLDTYTLPRLNQEEFESLNRP 

1TRSEI VA I INSLPTKKSPGPDGF 

TAEFYQRYKEELR1KYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSWVGRINIVKMAIL 

PKVIYRFNAJPIKLPMTFFTELE 

KTTLKF1WNQKRARIAKSILSQ 

KNKAGG1TLPDFKLYYKATVT 

KTAWYWYQNRDIDQWYRTEP 

LEITPHIYNYLIFDKPEKNKQW 

GKDSLFNLWCWENWLAICRKL 

KLDPFLTPYTKINSRWIKDLNV 

RPKT1KTLEENLG1TIQDIGMGK 

DFMSKTPKAMATKDKIDKWDL 

IKLKSFCTAKETTIRVNRQPTK 

WEK1FTTYSSDKGLISRIYNELK 

QIYKKKTNNPIKKWAKDMNRH 

FSKEDIYAAKKHMKKCSSSLAI 

REMQIKTTMRYHLTPVRMAIIK 



1862 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oHast 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14767 


45135 


A 


14853 


1 


1576 


MDKFLDTYTLPRLNQEEVESLN 
RPITGAEIVAIINSLPTK.KSPGPD 
GFTAEFYQRLISNFSKVSGYRIN 
VQES\QAFLYTINRQTESQIMSA 
LPLTIASKRJKYLGIQLTRDVKD 
LFKENYKPLLNEIKEDTNKWK 
NIPCSWVGRINIVKMAILP/KEL 
EETTLKFIWNQKRARIAKSILSQ 
KNKAGGITLPDFKLYYKATVT 
KTAWYWYQNRDRDQWNRTEP 
SEIMPHIYMYLIFDKPEKNKQW 
GKDSLFNKWCWENWLAICRKL 
K.LDPFLTPYTRINSRWIKDLHV 
RRKTIKTLEENLGNTIQDIGMG 
KDFMSKTPKAMATKAKIDKW 
DLIKLKSFCTAKETT1RVNRQPT 
KWEK1FATYSSDKGLISRIYNEL 
KQIYKKK.TNNPIKKWAKDMNR 
HFSKEDIYAAKKHMKKCSSSLA 
1REMQ1KTTMRYHLTPVRMA1 1 
KKSGNN/R/CAPGTPERQNHSLS 
WKGS*SQEPSGLAQWIPLPWSP 
AS*DPLA*NSCCQHSCLKSTWD 
AQACARKLRTL1KGYRNCQLE 


14768 


45136 


B 


14854 


328 


1467 




14769 


45137 


A 


14855 


3 


3412 




14770 


45138 


A 


14856 




2907 


MDKFLNTNTLPRLNQEEVDSL 
NRP1TGSEIVAIVNSLPTKKSPGP 
DGFTAEFYQRYKEELR1KYLGI 
QLTKDVKDLFKENYKPLLKEIK 
EDKNKWKN1PCSWVGRINIMK 
MA1LPKVIYRFNAIP1KLPMTFFI 
ELEKTTLKF1WNQKRAL1AKSIL 
SQMNRAGGIMLPDFKLYYMAT 
VTKTAWYWYQNRDIDQWNRT 
EPSE1TPHIYNYLIFDKPEKNKK 
WGKDSLFNKWCWENWLA1CR 
KLKLDPFLTPYTKI 



1863 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14771 


45139 


A 


14857 


1402 


3004 


TEPKTKTT* LSA* MQKGPLTKF 

KNPSC*KLL IN/1 VLEVLARA IRQ 

EKE1KGIQVGKEEVKLSLFADD 

MIVYLENPIVSAQNLLK.LISNFS 

KVSGYKINVQKSQAFLYTNNR 

QTESQI MSELPFTI ASKRJK YLG I 

QLTRDVKDLFKENYKPLLNEIK 

EDTNKWKNILCSWVGRINIVK 

MAILPKVIYRFNAIPIKLPMPFFT 

ELEETTLKFIWNQKRARIAKAIL 

SQKKKAGGITLPDFKLYYKATV 

TKTAWYWYQNTDIEQWNRTEP 

SEIMLHIYNYLIFDQPEKNKQW 

GKDSLFNKWCWENWLAICRKL 

KLDPFLTPYTK.INSRWIKDLNV 

RPKTIKTLEEN LG ITIQDISMGK 

DFMSKTPKAKATKAKIDKWDL 

IKLKSFCTAKETT1 R VNRQPTK 

WEKIFATYSSDKGLISRIYNELK 

QIYKIKTNNP1EKWVKDMNRHF 

SKEDIYAAKKHMKKCSSSLAIR 

EMQIKTTMRYHLTAVRMAIIKK 

SGNNSLIVGASMDTSLLSGPIPY 

DIQHFDRFGSVTVRRGCAIEFY 



1864 



WO 01/075067 



PCT7US01/08631 



SEQ ID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14772 


45140 


A 


14858 


884 


2925 


GIKYLGIQLTRDVKDLFKERS/Y 

EPLLNEIKEDTNKWKMPCSWV 

GRINIVKMAILPKVIYRFNA1PIK 

LPMTFFTELEKTTLKFIWNQKR 

ALIAKSILSQKNKAGGITLPDFK 

LY YK AT VTKTA W Y WYQNRDI 

DQWNRTEPSEITLHIYNYL1FDK 

PEKNKQWGKDSLFNKWCWEN 

WLAICRKLKLDPFLTPYTKTNSR 

WIKDLNVRPKTIKTLEENLGITI 

QDIG MGKD YM SK.TPKAMATK 

AK1DKWDLIKLKSFCTAKETTIR 

VNRQPTK.WEKIFATYSSDKGLI 

SR1YNELKQIYKKKTNNPIKKW 

VKDMNRHFSKEDIYAAKKHM 

KKCSPSLAIREMQIKTTMRYHL 

TPVRMAIIKKSGNNSPTCVSQD 

WKLTQAVGLWSAEAEAPKSAQ 

RRPLAEGHRAAVQRDGSGLQL 

LCTVKLQVLPC1IAQGNGGRKA 

TSSLEAELTSWRPLCLEDGTGF 

RGEDTLETVNAEGRENRRKAG 

HRAAGSSASRRCRNTGRSVQRL 

RPQKTQAFPTHCHFCL1LVVKA 

TQLNPKSRVRKVPFAPMKHGK 

ALAGPWAMICAGKSSNEIRTCD 

RHGCGQYSAQRSQRPHQGVDI 

LCSAGSTVYAPFTGMIVGQEKP 

YQNKNAINNGVRJSGRGFCVK 

MFYIKPIKYKGPIKKGEKLGTLL 

PLQKVYPGIQSHVH1ENCDSSDP 


14773 


45141 


A 


14859 


1 


2577 





1865 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14774 


45142 


A 


14860 


3019 


5574 


RETRGEVKNS KNQSTS A PPKDC 

SSLADPK.KIQTT1REYYKHLYPN 

KLENQEEMDKFLDTYTLPRLN 

QEEVESLNRPITGSEIVAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VPFLLKLFQSIEKEGILPNSFYE 

ASIILIPKLGRDTTKKENFRPISV 

MNIDVKILNKILANRIQQHIKKL 

IHHDQVGFIPGMQGWFNIHKSI 

NVIQHINRTKDKNHMI1SIHAEK 

AFDK1QQHFMLKTLNKLGIDGT 

YLK1IRA1YDKPTANIILNGQK.L 

EAFPLKIGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLGKEV 

VKLSLFADDM1VYLENP1VSAQ 

NLLKLISNFGKVSGYK.INVQKS 

QAFLYTNNRQTESQIMSELPFTI 

ASKRIKYLGIQLTRDVKDLFKE 

NYKPLLNE1KEDTNKWKNIPCS 

WVGRJNIVKMAVLPKLPMTFFT 

ELEK\TTLKFIWNQKRAR1AK.SI 

LSQKNKAGGITLPDFKLYYKAT 

ATKTAWYWYQNRDLDQWNRT 

EPSE1TPHIYNYL1FDKPDKNKQ 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKINSRWIKDL 

NIRPKTIKTLEENLG1T1QDIGMG 

KDFMSKTPKAMATKAK.IDKW 

DLIKQESFCTAKETT1RVNRQPT 

KWEKIFATYSSDKGLISR1YSEL 

KQ1 YKKKTNN PIKKWAKDMNR 

HFSKEDIYAAKKHMKKCPSSLA 


14775 


45143 


A 


14861 


1895 


6140 




14776 


45144 


A 


14862 


1 


2875 


MKAE1KVFFETNENKDTTYQNL 
WDTFKAVCRGKFIALNAHKRK 
QERSKIDTLTSQLKEL EKQEQT 
HSKASRRQEITKIRAELKEIQTQ 
KTLQKINESRS WFFERINK I DRS 
LARLIKKKREKNQ1DTIKNDKG 
DITTDPTEIQTTIREYYKHLYAN 
KLENLEEMDKFLDTYTLPRLNQ 
EEVESLNRPITGAE1VA1INSLPT 
KKSPGPDGFTAEFYQSWAETQP 
KKENFRP1SLMNIDAKILNKILA 
KRIQQHIK 



1866 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14777 


45145 


A 


14863 


2843 


4460 


HQHQQKPHPHRNP1QKSPTSKT 

KVLEVLARAIRQEKQS/GIQIGS 

QEVKLSLLEDDMIVHLENP1ISA 

KNLLQL1SNFTK.VSGYKINVQK 

SQAFPYTNKTQIENQIMSELPFT 

IATKRIKYLGIKLTRDVKDLFK 

NNYKPLFKE1REDTNKWKNIPC 

SWVGRINIVKMAILPKVIYRFN 

A I P1KLPMTFFTELEETTLKFI W 

NQKRARIAKSILSQKNKAGGIT 

LPDFKLYYKATVTKTAWYWY 

QNRDRDQWNRTEPSEIMPHIYN 

YLIFDKPEKNKQWGKDS\LFNK 

WC*ENWLTICKRLKLDPFLTPY 

TKINSRWIKDLNVRPKTIKTLEE 

MLG1TIQDIG1GKDFMCKTPKA 

MATKAKIDKWDLIKLKSFCTA 

KETT1RVNRQPTKWEKIFATYS 

SDKGLISRIYNELKQ1YKKKTN 

NP1KK.WAKDMNRHFSKEDIYA 

AKKHMKKCSSSLAIREMQIKTT 

MRYHLTPVRMAIIKKSGNNRC 

WRRCGEIGTLLHCWWDCK.PVQ 

PLWKSVWRFLRDLELEIPFDPA1 

PLLG1YPKGYKSC 


14778 


45146 


A 


14864 


1 


8335 


MGKKQNRKTGNSKMQSASPPP 
KERSSSPATDQSWMENDFDEL 
REEGFRRSNYSELREDIQTKGK 
EVENFEKNLEECITRITNTEKCL 
KELMELKTKARELREECRSLRS 
RCDQLEERVSAMEDEMNEMK 
QEGKIKRDKEGHYIMVKGSIQQ 
EELTILNIYAPNTGAPRFIKQVL 
SDLQRDLDSHTLIMGDFNTSLL 
TLDRSMRQKVNKDTQELNSSL 
HQADLIDIYRTLHPKSIEYTFFS 
APHHTYSKIDHIVGS 


14779 


45147 


A 


14865 


1 


3166 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSMRQKVN K 

DTQELNSALHQADLIDISRTLHP 

KSTEYTFFSAPHHTYSKIDH1VG 

SKALLSKCKRTEIITNYLSDHSA 

1 KLELRIKNLTQSRSTTWKLNN 

LLLNDYWVHTMEMKAEIKMFFE 

TNENKDTTYQNLWDAFKAVCR 

EKFI A LN A YKRKQERSK 1 DTLTS 

QLKELEKQEQTHSKASRRQEIT 

KIRAELKEIETQ 


14780 


45148 


A 


14866 




3912 




14781 


45149 


B 


14867 


1 


2832 





1867 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14782 


45150 


A 


14868 


1944 


3531 


LRDCKLRINQHPVKTDQSAFCK 

M/API/MQDVVLEVLARAIRQEK 

EIKGIQLGKEEVKLSLFADDMI 

VYLENPIVSAQNLLKLISNFSKV 

SGYKINAQKSQAFLYTNNRQTE 

SQIMSELPFTIASKRIKYLGIQLT 

RDVKDLFKENYKPLLKEITEDT 

NKWKNIPCSWVGRINIVKMAIL 

PKVIYRFNAIPIKLPMTFFTELE 

KTTLKFIWNQ1CRARMAKSILSQ 

KNKAGGITLPDFKLYYKATVT 

KTA W Y WYQNRDVDQWNRTEP 

SEITPH 1 YNYLIFDK.PDKNKQ W 

GKDSLFNKWGWENWLAICRKL 

KLDPFLTPYTRINSRWI KDLNV 

RPKTIKTLEENLDITIQD1GMGK 

DFMSKTPKAMATKAK1DKWDL 

IKLKSFCIAKETTIRVNRQPTKW 

EKIFATYSPDKGL1SRIYNELKQ1 

YKKKTNNPIKKWAKDMNRHFS 

KED1YAAKKHMKRCSSSLA1RE 

1QIKTTMRYHLTPVRMAIIKKSG 

NN/R/CF* WQKPG PSG * ALRS WK 

EDIAGTSYVGMNQCQMRKNTK 

TLI 


14783 


45151 


A 


14869 


1182 


3891 


KMIKGISTTDLTEIQTTIREYYK 
HLYANKLENLEEMDKFLDTYT 
LPRLNQEEVESLNRP1TGAE1VA 
11NSLPTKRSAGPDGFTAEFYQR 
YKEELVPFLLKLFQSIEKEGILP 
NSFCEASIILIPKPGRDTTKKENF 
RP1 S LMNID AKILN KIL AKRIQQ 
HIKKLIHHDQVGFIPGMQGWFN 
IRKSIN V IQH1NRAKDKNHMIISI 
DAEKAFDK1QQHFMLKTLNRL 
G I DG T YFKI I RAI YDKPTAN I ILN 
GQKL 




45152 


- — 


14870" 


997 


1 161 


CTSTV I M SICTKLQNKEH VIEA L 
RRAKFKFPGHPK\IHISKK*DFT 
KFNADEFED 


14785 


45153 


A 


14871 


1 


1458 




14786 


45154 


B 


14872 


53 


1468 




14787 


45155 


A 


14873 


1819 


2235 





1868 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14788 


45156 


A 


14874 


707 


1613 


VRARAGERARVVRENGKAELP 

VALVLPSRALSHTFTCTDLK.VQ 

FHQRLRLQEKGSKFIGSNMSQE 

SDNNKRLVALVPMPSDPPFNTR 

RAYTSEDEAWKSYLENPLTAA 

TK.AMMSINGDEDSAAA/HRPAL 

*LLQENQSEP1PREGVGWG*GE 

ERXERMTEEEQEGEGGGGGRGG 

GEGEEEEEEEEDVEEEEEEEEEE 

EKEEEEKGGEK.EEENEEKEK.QR 

EG RRGKETSNGQMVRPRLLPP 

HQEHSRNYLVFIMDSNMIEICF 

RE A S I SPKAQ A Y VLIPDFKNCI Y 

GWEEDS1EILWGLPGSHVL 


14789 


45157 


A 


14875 


3 


346 


QRSKSCKVPGLGKPLTLPPKPE 
K\PQGQKDRRPTGFKP*N*RRRR 
SEKSLRFFPPG S/PQA VPIPVGFS 
FDTNL*HFL*KPLIFIMGGTVSL 
PHPRSPSAPPGTPQRPMTFCHLK 

Q 


14790 


45158 


A 


14876 


1868 


2666 


GLLLSPFQGLQGVAPRKTRSNL 
HPGSLAHLSHQPPAPWPPRGLW 
PPGQETSCHCASGRALGTGSPR 
PPH A PWLHLEPQRAPHSG APSP 
GSSPSAPLHIPVAPENLQSLGHR 
SPPNPSGPDCYPSPSGP/PPSSLD 
SPGLQTA PG AMFLSPRSG VQSA 
CPTPRSLDLRNSPASTPDQSVCP 
TPLSLAWLWPPPSPTSAK.SLLFT 
LTSEVQSFSPTPIPPGSSDPPLSK 
QP\SGSCLSSSGHLTSPSVPRHSP 
WPRSSPQNPHSWTLPSS 


14791 


45159 


A 


14877 


762 


1528 


AIPGGAAWPFRAEGAQGPGKR 

LTFKPLGAQRQSVSGGSEVPPL 

PLHLKMAPEMPVAL*SPGTGV 

HPSLLPPT/GPKVPPGR1DRGPVP 

TLAPQVGTAPIQWHCRGSRCPS 

G/SRPPGGWR/RPCQAPAPPLGQ 

HLPRLLPPPTG PQGPRPLTPSEP 

PPWSCWLPASPPAGPGSRRVGG 

GPGTCQGLLRS*GLLLSPFQGL 

QGVAPRKTRSNLHPGSLAHLSH 

QPPAPWPPRGLWPPGQETSCHC 

ASGRAVGTGSRRPRA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14792 


45160 


A 


14878 


1 


963 


MARKDCCSPPGDSSPGRLPLVL 

PAQCLVLLRLQ1TAFSSIHVAAN 

DMMSFFLMAKQDS1AYKYRIFF 

IHSSVDGHARPLSPSLVVENGC 

GKQVFLLCSDNASPEVSTVALA 

SCPGTFPRHCGAAESTHICATG 

LGELTPQGHGHIPNKLCACCAT 

G LEELVPRDHGKXGISWFGFI A 

GAYLNLARVVGECQGSYGYLS 

LHHYCYCHYYHYCHYHYHVAA 

TY*NHYYHYYH/HHNNSYHHH 

SYYHYSYHFYHYYYNCYHHH 

YHCRHYYHPHDYYHYHA/RHY 

SLYYCIIYLCHYYYRCYHDHSS 

HQHNHHECLP*VRHSAEHLQY 


14793 


45161 


A 


14879 


105 


1448 


CHQPPASPFSRREPGGSEKPPER 

GCPAWEPAAQGPVQPLGEDGP 

RLCQPPPPSPDHALG\PYGHQRS 

GRPTLPGPRK\PAKKRGR*PSSS 

TGQ*SHRPTTGTPGGQAGGSG* 

VTAGGQ*PPQNL*AKISCPEMP 

GPSPGMQQGVKHPSLFSHQTV 

AKGFTTRWNCRQVCPHRGERK 

W1SSVRPCGGALAPSCA/DGLR 

GRRTLSGSQPLW/PPAAVSAVG 

QLQPPCHTLTPHPLQNSTQHAE 

PQRGSVYSL*EGTSP\LAAVPFA 

PHIEKRPFSTFPAGDA*PSEAHA/ 

PGPACCHSPGGLEGPVSRAGPG 

TS AG R\PGNG RER A WPPH SGPS 

TPPDTSCG/SPG PQL A RAG SRRA 

NGSTLPPTRQGFLPGRKDSAGA 

CGQP\*AEGAAAGPSRSPAAER 

AVLPLPRXGRRKCRGGGPGVET 

GVSGARRGGDRSGCSPAALDA 

EAPASLAGVSIREG 


14794 


45162 


A 


14880 


1 


2421 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14795 


45163 


A 


14881 


1080 


2571 


VHCRFWILALCQMSRLQKSPLL 

FNIVLEVLAKAIKQEKEIKGIQL 

GKEEVKLSLFADDMIVYLENP1 

V/SAQNLLNLISNFSRVSGYKIN 

VQKSQAFLYTNNRQTESQIMSE 

LPFTIASKRIKYLGIQLTRDVKD 

LFKENYKPLLNEIKEDTKKWK 

NIPCSWVGGRINIMKMAILPKVI 

YRFNAIPIKLPLTFFTDLERTTL 

NFICNQKRAPTLPQVQSLS\QKN 

KAG\GIT\LPDFKLYLQGLQ*PK 

TAWYWYNQNRDIDQWNRTEPS 

EIMPHIYNYLIFDKPWEK7HKQ 

WGKDSLFNKWCWE\NWLA1CR 

KLKLDPFLTPYTKINSRWINDL 

NVR\PKTIK\TLEENLG1T\IQD\IG 

MGKDFMSNKTPKA\MA\TKAKI 

DKWDLI\KLKSF\CTAKETTIRV 

NR\QPTK.WKKIFTTYSSDKGLIS 

RIYNELKQIYKKKTNNPIKKWA 

KDMNRHFSKEDIYAAKKHMK 

KCST\SLA1REMQIKTTMRYHLT 

PVRMAIIKKSENSRCWR 


14796 


45164 


A 


14882 


136 


420 


RESRNLSRGCESEDPAEPS\RNG 
* EHPLC YLQ* EFLQVLTM LQAE 
GTMHHFRSICQVNRNFLERGH/ 
SPPSPAPPPETHTGSPRPPSGRSR 
IRAYLH 


14797 


45165 


B 


14883 


1 


1197 




14798 


45166 


A 


14884 


3 


538 


GAGTDGGRTPAPRAFPDPLGEA 
RTSAPTGPARPGGSASAARPAA 
VRPAEPAAEETQEQPRAGKRA1 
HEYRYVYVQQRRKTDPQPAVA 
VFGIPADGD* VSRTAYH A HQPL 
AWSGR/E*MCLSMAMWNT*ST 
MKK*ISIRVISRCSGPVHRTN*Q1 
PEPVRAWRFLICRC1CFSPGRWI 
KT 
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SEQ ID 

NO: 


SEQ ID ISO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14799 


45167 


A 


14885 


1208 


2765 


KMAPTWDKMVSSAQMGFNLQ 
ALLEQLSQDELSKFKYL1TTFSL 
A HELQK I PH KEVDKADGKQL V 
EILTTHCDSYWVEMASLQVFEK 
MHRMDLSERAKDEVREAALKS 
FN KRKPLSLGITRKERPPLDVDE 
MLERFKTEAQAFTETK.GNVICL 
GKEVFK.GKKPDKDN RCRYILK 
TKFREMWKSWPGDSKEV/RGY 
G*EIQDADPIQQPQGASRAL\PY 
TVVLYGPAGLGKTTLAQKLML 
DWAEDNLIHKFK.YAFYLSCREL 
SRLGPCSFAELVFRDWPELQDD 
IPH1 L AQARKILFVIDGFDELG A 
APGAL1EDICGDWEKKKPVPVL 
LGSLLNRVPLCIENKLGVGGED 
WGDQLRVYWWNPSKREGGSG 
WSHGSEDANQSLKHLRLSANV 
LLDEG AM LLYKTMTRPK.HFLQ 
M L SPWETTL AQIIMLDW A EETS 
SDKLKYAFYCSCRELSRLCPCN 
FEELVFRDWPELQDDIPHILAQ 
ARKILFVIDGFDPLGGRTLWTL 
TRGHLRELGNRRKRCPSSWGV 


14800 


45168 


A 


14886 


213 


625 


EPGIDTSCLCAGRCSRPGKGRA 
CGGSSPCSWPGQPPAPPAAAAV 
PACPSGGRGAGPIQSGTCCSRS 
ADSRCTSWTAW/WPPGLGAAT 
VQTVMS*TV/WPMPHVPQAGW 
LALGQGAAAAKHPLTSATTRS 
WCLGVGPGPWM 


14801 


45169 


A 


14887 


1 


375 


MCNAQVLEYMGKSSSLLTSDL 
QLVRDALRSLRNSFSGHDPQHH 
TIDSLEQGISSLMERLHVMETQ 
KKQERKPPLVIPRQT/WVWSGP 
PAN SN RP A AEGPDC * KEN * RD A 
LRSLRNSFSGHDPQHHTIDSLEQ 
GISSLMERLHVMETQKKQERKP 
PLVIPRQTGSGVDLQQTPTDLQ 
LRDLTVRRKTNEQKGIASASTK 
RTSTPKPHL 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14802 


45170 


A 


14888 


1 


750 


MGELNQGSWRQGHLPLDAAN 
G1AIRVPRRRKDESRKNPTRKPH 
SWKPTKNFEDDVEVMKRSMSI 
RIEDTHSGPSAAGVLEFAGGPL 
QTLFAWVSPAEAAEQQRLLPVP 
/CLWKLCPRGAPARC\RQNSPSK 
LPSGFVYTVRGKLPTQASVVVD 
APPATKLECPRSTSDCCAGSKN 
FKPVDLSLLASVGPRVNLQQES 
SHYGKISVTVAGHCPTHATGRI 
LGKQALRWSPMCSMFIGRALG 
LVPVEGGLLQIA 


14803 


45171 


A 


14889 


81 


164 


VGKQGLEWTPANSSRPAAEGP 
DC* KEN 


14804 


45172 


A 


14890 


1 


674 


MVVYACSPSYLEAEVGGSLSLE 

V E ATNPKN SS 1CKFLDLISEFCK. 

VSGYKISVHKSVALLYTKNDQ 

A ATQ1KNLIPFTTA AKQFK YFG I 

YLTKEEERLKPSRKKITKKHTK 

KRTASLILHAMICSQ1PKQQQNE 

KYQVPQFDQST1KN1ESAKGLD 

VWDSWPLQNADGTPPLVIPRQ 

T/WVWSGPPANSNRPAAEGPDC 

QKEN*QTERNSINIKKKDIHTKT 

PLC1 


14805 


45173 


A 


14891 


619 


931 


YLLMDFPLLHSWLVSLGDKVP 
HEFWRGCPSCSFGPRFWVAGV 
LVL*APKL*LRQVRSAGKRCGQ 
KW» IK*/SDRLCVD*NKAVSDSD 
LKPATSCSLIVTCHSLLGF 
















14807 


45175 


A 


14893 


48 


288 


LCSIKKPEKSLLCW*YPGNRVW 
SGPPAKSNRPAAEGPDC*KEN* 
QTERNSIN 1NKKDIHTKTPSEGH 
QHQRPKTKPGR1 


14808 


45176 


A 


14894 


801 


1157 


QSGPSAAGLLDFAGGPLQTLFA 
RVSPAEAAEQQRLLPFPSSGKL 
RPRGAPARCQPELSCMRC\R*SL 
LGGVSQSGYMGVRDPFEEAAC 
PLSELECSAGRSAALLRMVRQG 
HLGLLKLRP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14809 


45177 


A 


14895 


1 


1891 


MPVWVTVVKSWNTQIGRPGH 

VSALGFELTKNPWPLTYESGDG 

RSLGKPGAVSRRGGRHGPHPQ 

QAECDLPAGRIAGPCERGLERQ 

EKLPPAPQGGAWHLRLSRERFK. 

SED APKIH V ALGG SLFLLNL AF 

L VN VGSGSKGSD AAC WARG A 

VFHYFLLCAFTWMGLEAFHLY 

LLAVRVFNTYFGHYFLKLSLVG 

WGLPALMVIGTGSANSYGLYTI 

RDRENRTS L ELCWFREGTTM Y 

ALYITVHGYFL1TFLFGMVVLA 

LVVWKIFTLSRATAVKERGKN 

RKKVLTLLGLSSLVGVTWGLAI 

FTPLGLSTVYIFALFNSLQAHKQ 

LKDRKVGPHFMQGAVFLEGKF 

WGVDIASFEPQEQFWWTNLGK 

EDEDKSFDMPHS WV EQI EISPEE 

EAMGSAQMVRGVSGPERGSKK 

RPQLT VSTA FETRCPNGK KV1Q 

YKRAKLEKWAPYLNSNGLVSR 

LTTYEDLQCTN1LE1KEWYQNR 

EDMLELKHINKTTDLKTDYFKP 

GHPQALRVHSYKSMQPEMDRV 

IEFYETARVDGLMKREETPRTM 

TEYYQGRPDFLSYRHASFG/RPS 

QE AH SEQCRVKPPA HCAKPAE 

DDV/RKSACFWSRRSASSCATT 

AVRTTSRPPSASSCGAPRWTAK 


14810 


45178 


A 


14897 


1 


425 


HVQQTEISRTVSTGSP1ILSCSVP 
VTLPNGP V L WFKGN/AG PN RKL 
1 YNFKQGN FPR VKEIG DTTKPG 
NTDFSTRIREISLADAGTYYCV 
KF1KGRAIKEYQSGRGTQVFVT 
VSYSSRSQKSEIC1SGLKSRHQQ 
NCSFWRF 


14811 


45179 


A 


14898 


1 


393 


RQGNFPRAK.QIGDTTKPGNTDF 
STRIREISLADVGTYYCVKFIKG 
RAIKEYQ\SGRGTQVFVTEQNP 
RPPKNRPAGRAGSRAHHDAHT 
CLSALPERNSTNYFVQPCCCLR 
LLGLTGFAVKIIQTGKERTSK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14812 


45180 


A 


14899 


1 


753 


MGSSLSPVLYVALPVRQPLLRS 
VVEERSTKMRVGSPGFQAKFRF 
YSQGLSWSARGEEGLVPAFWL 
QPYPRPLNFKAEMTEQKENQT 
YVDGGFRPYIHRRKNLTEGHK 
AEKEMEPWDGFSDESCRTHCQ 
VHD Y AKGHGEVQRERVD EQK 
EHLGGRRQDCQQQHLNRRLHC 
/TVSGEAPSEASGSVRGHGRAH 
GLAGSERHGHDHAAPEHQLLQ 
SVDADHVVPVAWYQFWDDEG 
RG1LSPGDHKPDRRGAALY 


14813 


45181 


A 


14900 


6 


726 


VEG1SRTGIQAEQAPGFTTMP1P 

VSVNPGDVLTLACNMSALSPE 

GPVLWFKSIGPGQQLIFSCNGS 

HFPRVTPVENTMVDQTDYSIILS 

CSVPNTLPNGPVLWFKGTGPNR 

KLIYNFKQGNFPRVKE1GDTTK 

PGNTDFSTRIREISLADAGTYYC 

VKF1KGRAIKEYQSGRGTQVFV 

TGEYVSYTPYPLVYNSVPLWDE 

ASRGRSRQQSLLFCSLHW*YPR 

KQDLEWTSSKLQQTCRRVA 




45182 


- — 


T490l 


760 


978 


KKLLLLLLCGIEWHGFSSDSGS 
GGWVPEG*K*GCEHELLPEDVP 
SCFGWAECWLVRRTLPLFHYV 
ELCYSFHG 


14815 


45183 


B 


14902 


772 


1165 




14816 


45184 


A 


14903 


1 


2133 




14817 


45185 


A 


14904 


1 


1311 


MATTPGRALGSLLPTLLLGLTA 

GQPF1SLTGPSHRTSPGDSVPFN 

CTAVPFNSQDFSRDFNVTWLK 

DSDEHPASAQRLVPDNGGNDFI 

TSKAWVTLTRQDVSSEITCEVT 

HRALAEPLKTTMNLSQATRNP 

DGTY SLEHTWQ AE ATLEEREF 

ACWVVHDEQPPLKANVTLQAQ 

VRRQGKGQSVQPYKLQGPLQR 

SEPGTRIRLTYASSGFSTHQVTV 

TWLKNKHELPNPQTSVQYSGH 

TYNVTSSVLVPLMDDDVFSHV 

VCHVEHKLTWFFQKTTGLDQY 

L/QG/DP*QLCGGHLTLPSSPRAP 

PQLPGLQHP/VVFHSQVLLFSCL 

VAVTCLVQRFYPQNVHLAWLE 

DCHTLKGTEQPTLKKNNDRSY 

TLEKLLLVNASVQGPERVLTC 

MMEHEGQPPKRANLVLSTAAH 

TAYKPIGSTESIMVTM11TI SQM 



1875 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14818 


45186 


A 


14905 


3 


341 


RRATRPGN*GGRHNAGRSSARL 

ETGRPAMAPQGRPRPLGCRTPQ 

HPGHWPSAPGLLPPAPGPVAG 

MTQAQRWCPEPDAHFLQYTLY 

FVRHIPQLPKQTPHHYIATRLPC 

ATQ 


14819 


45187 


A 


14906 


154 


679 


GVCCPLLGGVSS*ATWGSGTT* 
GGNTHLI 


14820 


45188 


B 


14907 


1 


2554 




14821 


45189 


A 


14908 


387 


826 


ARAACLPRGSARGTAGAGEEPP 
DPAPLHLRGEGPAP/HRPRSPRG 
MGWPAAPSTRSPPST*RRCPLPP 
RPRWSP*SHPGPRASARRLP*LS 
* RASRSSEA PSPGSLGSV AGQD 
CSRTGTGFSPPAFPSDGQQTPPP 
APSSVPTLNSLG 


14822 


45190 


A 


14909 


86 


2223 


GQEPQVREQKACHHLGSSPPPS 

WEL*EQRPAGP*N**PSTLTTGT 

GSTTT*QIRMKVN*MGN/DSPQ 

GKNTPKMYSGEFSPVRVHVPFS 

LSDLKQIK1DLGKFSDDPDGYID 

VLQGEDILAKAGAIRHLNIGEG 

TH VCCPLLEEG INPEV WATEGK 

YGRAKNAHP1QVKLKDSASFPY 

QRQYPLRPEAQQGLQKIVKDL 

KAQGLVKPCSSPCNTPILGVQK 

PNGQWRLVQDLRjINEAIVPLY 

PAVPNPYTPLSQ1LEEAEWFTVL 

DLRDAFFC1PVHPDSQFLFAFED 

PLNPMSQLTWTVLPQGFRDSPY 

LFGQALAQDLSQFSYLDTHVL 

WYMDDLLLAARSETLCHQATQ 

ALLNFLATCGYKVSKPKAQLC 

LQQVKHLRLKLSKGTRALSEER 

IQPISAYPHPKTLKQLRMFLGIT 

GFCQI WINRYG KI ARPL YTL IKE 

TQKANTHLVRRTSLQPVAYLS 

KETGTSLQPVAYLSKEIDVVAK 

RWPHCLRVVAAIAVLVSKAVK 

MIQGRALTVWTSHDVNSILTAK 

GDLWLSDNHNEEKIEHNWQQV 

IAQTYAAQGDLLEVPLTDPDLN 

LYTDGSSFVEKGLRKAAYAVFS 

DNG1LESNPLTPGTSTQLAELIA 

VTQALELEGKREPENPADNASY 

SCEPLEDLRLLFRRQP1EAVKLQ 

MVLQMEPQMQSMTKIYRGPLD 

WPASPCSNVDDIEGTPPKE1STA 
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SEQ ID 

NO: 


SEQ ID MO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14823 


45191 


A 


14910 


929 


1324 


RRYQVQRPSEGTLVYLFWPV*/ 

PVVGVDPWLPTGPDWSLLVPIP 

PPRARTPRWA*A*MKGCRRSAT 

A*WCMC*SCRVPCPSCTPMFHS 

PCSAMTAVTPSLARP*THGSPP 

KAQGAPQGVKGPSSGLEAPPW 

A 
















14825 


45193 


A 


14912 


220 


249 


P*N**PSTLTTGTGSTTT*QIRM 
KVN*MGN/DSPQGKNTPKMYS 
GEFSPVRVHVPFSLSDLKQIKID 
LGKFSDDPDGYIDVLQ 


14826 


45194 


A 


14913 


1 


163 


E P EN P ADN A S Y SC EPLEDLRL L 
FRRQP1EAVKLQMVLQMEPQM 
QSMTKIYRGPLDWPASPCS*DF 
LGRGAFNVIN1GAWASRPVQGS 
AVDLSHGLHLGLHLKNHL 




45~!95 


— 


14914 





— 




14828 


45196 


A 


14915 


2498 


2788 




14829 


45197 


A 


14916 


112 


333 




14830 


45198 


A 


14917 


329 


1666 




14831 


45199 


A 


14918 


1 


756 




14832 


45200 


A 


14919 


1256 


1651 


RRYQVQRPSEGTLVYLFWPV*/ 

PVVGVDPWLPTGPDWSLLVPIP 

PPR ARTPRWA* A*MKGCRRSAT 

A*WCMC*SCRVPCPSCTPMFHS 

PCSAMTAVTPSLARP*THGSPP 

KAQGAPQGVKGPSSGLEAPPW 

A 


14833 


45201 


A 


14920 


1 


987 


MLVLGYNRKNTEGTQKQKGT 
NASDFHFLSQVLEQVVSPKGSK 
EAQCCVLRHLGCESSESAPGIPP 
N LG IQLLTWA VMWDPFPTTLA 
RAPSLALELMTQYFNNWNWV 
YNN1TDQGESKMSKLKGKERR 
QREGERRERKREREKRERESQR 
KERKREKKGKKREREKDRSDL 
KQIKIDLGKFSDTPDGYIDVLQ 
GLGQPYYLTWRDIMLLLDQTL 
TPNERSAAITAVREFGDLWYLS 
QVNDRKITEEREQFPTGQQAVP 
SVDPHWDTESEHGDWCHRYLL 
TDVLEGLRKTRKKP\IN*SMISTI 
TQGKEENPTAFLERLREALRKH 


14g34 


45202 


— 


14921 


473 


1015 




14835 


45203 


A 


14922 


3 


937 




14836 


45204 


A 


14923 


530 


612 


LQAKVFFLLRWPAILRG*NYGP 
RGVPH 


14837 


45205 


A 


14924 


101 


430 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14838 


45206 


A 


14925 


1 


1587 


MAALTLRGVRELLKRVDLATV 

PRRHRYKKKWAATEPICFPAVR 

LALQNFDMTYSVQFGDLWPSIR 

VSLLSEQK YG AL VNNFAA WDH 

PGDIVLDLCAAPGGKTLALLQT 

GCCLTWSRKRCAALSMFSRPA 

RCLCRARTTAPRAVRRPDQRR 

ATAAATKQQARATPEAPGSAA 

HSSYCTMIPSACCCLPRQLKPPH 

AQPARSAAKPGLDQPGSHARL 

RGRGGEARQSLEAIRGGPSGIA 

PSDIPLPAKPSRRVIAQTYAARG 

NLLEVPLTDPDLNLY1DGSSFVE 

KRLRKAGIKAVKLQIVLQMEPQ 

MQPMTKIYCGPLDQPASPRSNV 

DDIEGTNASDFPFLSQVLEQVV 

SPKGSKEAQCCVLRPLGCESNL 

KQIKIDLGKFSDTPDGYIDVLQ 

GLGQPYYLTWRD1MLLLDQTL 

TPNERSAAITAVREFGDLWYLS 

QVNDRKITEEREQFPTGQQAVP 

SVDPHWDTESEHGDWCHRYLL 

TDVLEGLRKTRKKPMN * SMI STI 

TQGKEENPTAFLERLREALRKH 


14839 


45207 


B 


14926 


1 


939 




14840 


45208 


A 


14927 


1 


43 1 7 


MQSMTKMYCGPLDQPASPCSN 

VDDIEVK.LEIMLLTERDDGKEV 

LDVGEERRYEIEEYDSKWTRK 

YNCLAVLRVHSGSQ1TTMKLIL 

WYLVVALWCFFKDGK.IAASRS 

GGFSYGSSSSGDLDRKKPLFSL 

EFG SPG ETEDK.SRQRQDAG SPK 

SEDTPAGGFFNSSSSSGDSDRTK 

PFFSLGLGAPGKAEDKSGDSQD 

AGGSKSEDTPPGGFFYGSSSSG 

DSDKKKPLFSFEFGATGEDEDK 

SRERWDAGNSRSEDS 


14841 


45209 


B 


14928 


110 


269 




14842 


45210 


A 


14929 


1 


561 


EVFPACSQLVYWGKP1TIYPLCE 

NNVYMLSPNASVCLYSP\LAEQ 

FSHQFPSHDLPSVLAKFSLPVSL 

SEFRNPLAPAVQETQLIQMVV 

WM LQRRLLIQLHTW VCLMASP 

SEEEPRPREDDVPFTARVGGRS 

LSTPNALSFGSPTSSDDMTLTSP 

SMDNSSAELLPSGDSPLNQRMT 

ENLLASLSEH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop cudon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14843 


45211 


A 


14930 


1891 


2522 


GLSNQNQQPGRCIPDAHPVQDL 
VQDLVHTWCRVPCTSYVPCV* 
VPGAYLVHTRCIPGAGPGAYPV 
HTWCRTWCIPGAGFPAL/RPYH 
ALLLLSDEKSLLGELPIDCSPAL 
VRVIKTTSAVKNLQQLAQDAD 
LALLQAMGSAVA\LVMWAWP 
RATGPLKYCLRVGAGGACGWR 
PRLVAVSRALLLVWRCGSPWG 
PALAWQKSPEYSTKVLEKQ 


14844 


45212 


C 


14931 


113 


274 




14845 


45213 


A 


14932 




1634 


ME1PAVILTVAPILHLTSCGFPV 

TGDGLKQAEGKCAPEEWNPTK 

FIKLTDNQACFACGLWPLSEIQ 

RRTSRTVTIISR1SALREKGNGR 

KPTSI SG S VNEM RQ VLVKDQ VS 

MPRVLPTI1FVPDEAGFSAGAV 

WPCAAPLWGSSWTPLKVENCS 

FYIRLSFAISVGGDELKIAKLVS 

AFPERAYDLVGHQHQRPKVDK 

TTKMGRNQSRKAENSKNQNMS 

SPPKEHNSSPAREQNWMENEF 

DELREVGFRRSV1TNFSELKEH 

VLTHHKEAKNLEKRLDEWLTR 

INSVEKSLNDLMELKTTLRELR 

E A Y 1 SFNSQFDQA EERVSVIEDQ 

ISE1KQEVKFREKRVKRNEQSL 

QEIWDYVKRP\NLRLIGIPESDE 

ENGTKLENTLQDI I QENFPNI AR 

QANIQ1/QGKLQRTPTKVASSRT 

ATPRHIISVGSPKLNMKAEKILR 

A AQRERSG LPTKGKPFRLTAAD 

LSAETSTSQKTEWGPIFNILKEK 

NF\QPR\ISYPAK\LSFISEGEIKYF 

TDQ AKCLRDFWTTRAFSCLP* K 

STRPALKELLKGST 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


14846 


45214 


A 


14933 


1 


1429 


MVLAAGDPVEKGITWARENAG 
IYISCTMMKLSMIPIGDQSYRNL 
IPLKFVACIL1EGNAKCWPLPEF 
DPSQI RLI V YQDCERRGRNVLF 
DSSVKRRNEDISVSRIKYLGIQL 
TRDVKDLFKENYKPLLNEIKED 
TNKWKNIPCSWIERINIVKIAILP 
KKLGSDAQVKVFGKCCQLKPG 
GDSSSSLDSSVTSSSDIKDQCLK 
YQRTVDLSAQLSSSGKGQTTSS 
SGSLTPMTPHWE1PPSGGQQTS 
HTGELRLASGRGSSGMKLPEEG 
TDRNLCCSAASSGDTQANRDW 
SGPPANTSRPAAEGPDCDRENG 
TKLENTLKDIIHENFPNIARQAN 
IKIQEIQRTQQRYCSRRATPRHII 
VRFTKVEMKEKMLRAAGEKH 

UA/TUVr.VCIDF T\/r^T CACTI C\ A 

RREWG\PIFNVLKEKNFQLR1SY 
PAKLSFISEGEMKSFPEKQMLR 
DFVTIRLALQELLKEALNMARE 
/NR*QPLQKHM 


14847 


45215 


A 


14934 


2320 


2811 


ESKLTRGVKDLFRENYKPLLNE 
IKRG HKQMEEHSMLMGRKNQ 
YREKWPYLPKVNL*IQCHPHQA 

1 IN JJC r H KlOJVlS. LJL iul PwK C 

NYTTRLQ*PKQHRY WYQNRDI 

T^rYU/MPTPACFTA4PtnVTIT TI WT 
"MI T>1^TC\4r , nDITD 

INLKJv 1 bJVIUiiKi ir 













— 




14849 


45217 


A 


14936 


769 


828 




14850 


45218 


B 


14937 




669 




14851 


45219 


A 


14938 




807 




14852 


45220 


B 


14939 




212 




14853 


45221 


A 


14940 


235 


837 


QQAHKTPQRRHSAFTEYVRNN 

RLPETVIRVKQPALAIFSPDIAPL 

FVHFRADDDVTARVIHAIIMIF 

WCDRVEKRVSDAVACFTLESEI 

AE VGVLCRTHIRQ* RQVTPARM 

*ALSRILHACRSEDVRHNRPPYP 

VIRVK.QPA\RRDLAPT*PHCSSIS 

AQTITSLPGCMREVT/ELRPEFF 

K*RKTVLRPTPIMRARAERRCK 


14854 


45222 


C 


14941 


1 


1755 




14855 


45223 


A 


14942 


1 


747 




14856 


45224 


B 


14943 


1 


2466 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14857 


45225 


A 


14944 






LNLVLFQQRAELM1S*PQ*FSRA 
LLVIFPLLQTELQQLFFLLHVNP 
AAVEAPPSVPIGLYSENVRNNR 
LPETVIRVKQPALARFSPDIAPL 
FVHFRADDDVTARRVEKRCK 


14858 


45226 


B 


14945 


1 


1794 




14859 


45227 


A 


14946 


1183 


1899 


LNRRDSYVEYLADKVADREED 

AEEYLEAIMEARVTVAGMGLV 

MEVQDYFDGEADRLAKAWLA 

EYTPQIKSLKDERKEAYRQIVE 

MSTEPQDVDLVRPANKFEMTR 

V REG E KE ADLPV WKHHL/S V * R 

KRELSGSVEPLGNQVFEIETKRE 

NS*EL* * 1CSLKDERKE A YRQIVE 

MSTEPQDVDLVRPANKFEMTR 

VREGEKEADLPVWKHHLLCDE 

SGN YPALLN H WETRFLRSKPN 

VKIHRSSDKSPTYFVFFISQYDL 

PAFYPINGHFLVERVVKVRIVF1 

EEFADHHHLAIFQFNNRLQRHA 

FVVTLANVTNQPFSVVVVVNL 


14860 


45228 


B 


14947 




3099 




14861 


45229 


A 


14948 


1174 


1545 




14862 


45230 


A 


14949 


1 


945 




14863 


45231 


A 


14950 


62 


576 




14864 


45232 


A 


14951 


1 


1642 


MLANIGFYNSNVIHRSKGAIGE 

GPPDPRG1VEQNLGGD1S1PCYN 

GPRPRRSAQKTTLGPLNQPR1PS 

AQCAGAFPRVAAAGAGGGGG 

GGSGGSGFCLGWRLRRRRQRR 

RRWRRGEGEGDGDAGHMRPR 

PAGRAEARRRRRLRGNPPPGAR 

LPNREGNGSGVSWAAEVSGDG 

RGARTEAARTRRRPGGADNYP 

GAVPPVQLLTGWCVTAKAPPDI 

SA I S ALTA VKHGNCSSLTPLLNP 

PGSDVIVCAEMDEQWGYVGAK 

SRQRWLFYAYDSLRKTVVAHV 

FGERTMATLGRLMSLLSPFDVV 

IWMTDGWPLYESRLKGKLHVI 

SKRYTQRJERHNLNLRQH LARL 

GRKSLSFSKSVELHDKEELAAL 

FSELKQEQKKVDELIAKLVKNR 

TRIVNESDVFSWVIRREFQELR 

HPVDEEKARCLEGIGGHTRGLV 

ASLDMQLEQAQGTRERLAQAE\ 

LCWNSSEMRTTMSSSGSSTPWP 

PVSRRRPWTERRLGSVRGDRLR 

ERSRPAVNRTPRMSRVPSGAPR 

GTPSRRWWMMKCWDHQMRG 

LVEEEVG 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14865 


45233 


A 


14952 


1 


1513 


MIIALQKESLMSLQAQLDKALQ 

KEKHYLQTTITKEAYDALSRKS 

AACQDDLTQALEKRTGRDWNP 

PPFRTQQRGSKSLTA1RPLCLFR 

KLNHVTSETKSLQQSLTQTQEK 

KAQLEEEIIAYEERMKKLNTEL 

RKLRGFHQESELEV1LYEEEMG 

NHNENTGEKLHLAQEQLALAG 

DKITSLERSLNLYRDKYQSSLS 

MELLECQVKMLQGELGGIMG 

QLSKTSSDLSKM/RCY/TTW*M 

WTKLQF1HS1 LTS V1FHLLSFSSM 

GSI*KWIMALSGSSFLLDAHYIS 

QFGPRQLPSVCAEPEKEKATDG 

VVRNGKSTAGHQRYLCSHCRK 

TWQLQFTYTASQPAGQ*RHRL 

RGVMDEQWGYVGAKSRQRWLF 

YA YDSLRKTV V AHHREQG S 1 K 

CKLEEDLQEATKLLEDKREQLK 

KSK.EHEKLMEGELEALRQEFK. 

KKDKTLKENSRKLEEENENLR 

AELQCCSTQLESSLNKYNTSQQ 

VIQDLNKSPMEIRI'QLYIFTPDQ 


14866 


45234 


A 


14953 


125 


363 


IN VS VWSQPFPGG * QPEKGLKE 
HPADARPGSC\PPAGRPVQGRA 
EVASAAPPRGSSPAAAPGQSHP 
PSCLRAPLYWSFSR 














TCSTRRRKNDLSVKYVSVWSQ 
PFPGG*QPEKGLKEHPADARPG 
SC\PPAGRPVQGRAEVASAAPP 
RGSSPAAAPGQSMPPSCLRAPL 
YWSFSS 


14868 


45236 


A 


14955 


225 


407 


LRGMVTFSPFSSILNGQFEPNSG 
CPL/CPVCWVCLREPGDPEKLG 
EFLQKDNISVHYFCLVS 


14869 


45237 


A 


14956 


484 


722 


NTCRCGHNRSPEVNSRRGGLRS 
1PRMPDAGSCS/PPAGRPSAGPG 
RRSPPPLLPRGSSPAAAPGQSHP 
PSSSQGAAVLEL 



1882 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14870 


45238 


A 


14957 


434 


1790 


GNFFRKTISACIISVLSYLVSCLR 

GASPTEASMDFCLKTSKREAAR 

ASRKICFVCK.K.KGAAINCQKDQ 

CLRNFHLPCGQERGLPFTIFWR 

VQIIL*QTSP/EHRTSNMGHVGE 

ESCILCCEDLSPTECLRTFQSPC 

CSQAIYHRKCIQ/TNMPTHQSK 

HFFKCPQCNNRKEFPQEM/REN 

GNS YSRQRCCLGTR A RGFLRLI 

SALSAL*CPHLVCMNKAETALR 

MKGGGASFCVLHADPTEPTGT 

APLLDLTVRNGSVRSVHL/PAA 

TDY1PENSGDIPCCSSTFHPEEHF 

CRDNTLEENPGLSWTDWPEPSL 

LEKPESSRGRRS/VLLEVQGCQ 

NH*QLQKIQVTPSE*LLVPHNR 

V*TCAPPSGLGREHSGTVRQGS 

RASSETMS/LSKEKSQWSMRRE 

QSRCQQGNAFMATRVPLLSPPL 

LPPRILPP*SCFHMPLLTSPMFV 

VMQ1KVFSPKKKKK 




^240 


^ — i 





^ 


3~P 


















14873 


45241 


A 


14960 


214 


722 


TARELPGRVLKEMYIQQK*EGA 
ALGRPTRPGRQGQRVRRAECR 
RLFRGVLRPCNRC 


14874 


45242 


B 


14961 


1 


951 
















QSCGQRLPTVLR/PLRTPWILPM 
YPQPLPAGGPTPCLRSRPY1NITI 
LKGDKGDPGPMGLPGYMGRE 
GPQGEPGP*GSKGDKGEMGRP 
RRPVP 


14876 


45244 


A 


14963 


748 


1055 


DRKQTSPGDAYHTIPGSLSSSSD 
HVLSEPD*GEGSHL** S VQHDD 
VPPTA* * RLQY\RAVVLFPTATL 
PAILIM*GMRCPLVPRNCSRTW 
TAQ1RAYIEVQQT 
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SEQID 
NO: 


SEQJDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14877 


45245 


A 


14964 




832 


MPHVCAQRRLPVAAVLPPDGA 

QNCILLAGLSAGTFCHHGGVHI 

LLSNPVATSLLVAIDRVGQIPIPP 

PPPPALPYDCCCPPPSRHTEDRE 

HVPIPLHWKLMVNRWFLPVPT 

EW1ATLSNSSRSSRTCSMQGLSF 

LDSQVHLKAMIEDLRGNVSKES 

SPCLADNADVGQFPMEGGQKD 

PKQRI I PFCQG VTNLSGPHG PGA 

VCGGSHYQKQESSEISLSVGQV 

WTSSRRMSQVGGSSHCRGARL 

GPCNVPRRPDGVQDEFSLQPEE 

DAG*QTSVDPMVLEQY V V V A/ 

NYQKQESSEISLSVGQ/VVDIIE 

KNESGWWFV/STAEEQGWVPA 

TCLEGQMGCRMSFLCSLKKML 

DWIQRRVSL 


14878 


45246 




14965 


1 


346 




14879 


45247 


A 


14966 


157 


413 


ALVCS/SSLAIREMQIKTTMRYH 
LTPVRMAIIKKSGNNRCWRGC 
GEIGTLLHCWLDCKLVQPLWK 
SVW*FLRNLELEIPFDPA1PLL 


14880 


45248 


A 


14967 


1930 


5781 


R A KSPAN 1 1 MTG SN SH 1 TILTLN 
VNGLNSPIKRHRLASWIKSQDP 
SVCCIQETHLMCRDTHRLKIKG 
WRKIYQANGKQKKAGVAILVS 
DKTDFKPTKIKRDKEGHYMMV 
KGS1QQEELTILNMYAPNTGAP 
RFIKQVLSDLQRDLDSHTLIMG 
DFNTPLSTLDRSTRQKVNKDTQ 
ELNSALHQADL1DIYRTLHPKST 
EYTFFSAPHHSYSKIDHILGSEA 
LLSKCKRTE11TNYLSDHSAIKL 
ELR1KNLTQSR 


14881 


45249 


A 


14968 


] 


2235 




14882 


45250 


A 


14969 


1 


2148 




14883 


45251 


A 


14970 


1 


1821 




14884 


45252 


A 


14971 




1248 




14885 


45253 


B 


14972 


4 


2121 




14886 


45254 


A 


14973 


1 


1137 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14887 


45255 


A 


14974 




1240 


MNIDAKILNKILANRIQQHIKKL 

IHHDQVGF1PGMQGWFN1CKSI 

NVIQHINRAKDKNHM1ISIDAEK 

AFDKIQQPFMLKTLNKLGIDGM 

YFKIIRAIYDKPTAN1ILNGQKLE 

AFPLKTGTRQGCPLSPLLFS1VL 

EVLARAIRQEKEIKGIQLGKKE 

VKLSLFADDMIVYLENPIVSAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNNRQTESQIMSELPFTI 

ASKRLKYLGIQLTRDVKDLFKE 

NYKPLLKE1KEDTNKWKNIPCS 

WVGRINIMK.MAILPKV1YRFNA 

1 PI KLPMPFFTELEKTTLKFI WNE 

KRAR1AKSIPSQKNKAGGITLPD 

FKLYYKATVTKTAWYWYQNR 

DIDQWNRTEPSEITPHIYNYLTF 

DKPEKNKQIQKAF1LH\KEPWV 

MWNMGTNVR 


14888 


45256 


A 


14975 




2241 




14889 


45257 


A 

— 


14976 


1 


2802 


MYGTGY RDVAGKWA 1 DPDSK 

REFLDVTQEG1QGCDFSGTCRQ 

TLSILTQPLRQWGLEGIKKPNS 

WI ISEESVSNGGPPLLIPRQTAS 

GVDLQQTPTDLQLRVLTVRRK 

TNKQKGIASTSTKRTSTPKPHL 

YVT1IKDQSYIKPQRWGKNIAE 

KLK1LK.1RVALSLQRNAAPHQQ 

WNKAGRRMSLMSSQKKASEV1 

ESQMNE1KGEEKFREKRVKRNE 

QSLQEIWDYVKRPDLRLIGVPD 

SDGENGTRLENTLQDI 


14890 


45258 




14977 




2739 




14891 


45259 


A 


14978 




2478 




14892 


45260 


A 


14979 


590 


727 




14893 


45261 


A 


14980 




3255 




14894 


45262 


A 


14981 




3810 




14895 


45263 


B 


14982 




3127 




14896 


45264 


A 


14983 




3325 




14897 


45265 


B 


14984 




1734 





1885 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/549,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14898 


45266 


A 


14985 


1 


2067 


MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLHL1GVPETDGENGTKLEN 

TLQDIIQENFPNLARQANVQIQE 

IQRTPQRYSSRRATPRHIIVRFT 

KVEMKEKMLRAAREKE1QTTIR 

EYYKHLHANKLENLEEMDKFL 

DTYTLPRLNQEKVESLNRPITG 

AEIVA1IN/SLPTKKSPGPDGFTA 

EFYQRGULPNSFYEASIILIPKLG 

RDTAKKENFRPISLMNIDAKILN 

KILAKRIQQHIKKLIHHDQVGFI 

PGMQGWFN1RKSINVIQHVNRT 

KDKNHMIISIDEEKAFDKIQQPF 

M LKTLNKLG1DGMYF1 IIRA 1 YD 

KPTAHIILNGKKLEAFPLKTGM 

RQGCPLSPLLFNIVFKVLARAIR 

QEKE1 K.GIQLGKEEFK.LSLFADD 

M1VYLENPIVSAQNLLKL1SNFS 

KVSGYK1NVQKSQTFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKN1PCSWVGR1NIVK 

MAILPKVIYRFNAIPIKVPMTFF 

TELEKTTLKF1WNQKRACIAKSI 

LSQKNKAGG1TLPDFKLYYKAT 

VTKTAWYWYQNRD1DQWNRT 

EPSE1TPH1YNYLIFDKPEKNKQ 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKINSRWIKD 


14899 


45267 


A 


14986 


1 


1293 




14900 


45268 


A 


14987 


1 


3229 




14901 


45269 


A 


14988 


1 


3352 




14902 


45270 


A 


14989 




1419 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14903 


45271 


A 


14990 


1 


1716 


M K A EIKMFFETN ENKDTTYQN 

LWDTFKAVCRGKFIALNAHNR 

KQERSKIDTLTSQLK.ELEKQEQ 

TYSKASRRQEITK1RAELKE1ET 

QKTLQKINESRSWFFERINKIDR 

PL ARLIKKKRQKNQMDTIKN D 

KGD1TTDPTEIQTTVREYYKHL 

YTNKLENLEEMDK.FLDTYTLPR 

LNQEEVESLNRPITGAEIVAIINS 

LPTKKSPGPDGFTAE F YQRYKE 

ELPGRDTTKEENFRP1SLMNIDA 

K 1 LNKILANQ 1QQH1KKII HHDQ 

VGFIPGMQGWFNIRKSINVIQHI 

NRAKDKNHM1MSIDAEKAFDKI 

QQPFMLKTLNKLVLEVLARAIR 

REKEIKGIQLGKEEVKLSLFAD 

HM1VYLENPIVSAQNLLKLISNF 

SKVSGYKINVQKSQAFLYTNNR 

QTESQIMSEL PFTI A S K RI K YLG I 

QLTRDVKDLFRENYKPLLKEIK 

EDTNKWKN 1 PCS WVGRIMVKV 

A1LPKVIYSFNAIPIKIPMPFFTEL 

EKTTLKFIWNQKRARIAKSILSQ 

KNKAGAITLPDFKLYYKPTVTK 

TAWYSYQNRDMDQWNRTEPSE 

1TPH1YNYI.1F 


14904 


45272 


A 


14991 


1 


702 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14905 


45273 


A 


14992 


473 


2385 


HSFLSFIVLMYLTMDLTRSQKH 

GWASSPSHGTSPWPVRLRTSLA 

KPCKWQVSLCWWLSASPGSSF 

SLVRSSLLIIVPHAESVSRRPSLL 

SRVG LFP ARY* HRV WQ RSPSPQ 

TRDHLIKRNPSQDV*RRQQPRG 

TRVSN\KCSLHTSALGIGRQPSC 

DATL*GQQGLP/VK*KRQQPAP/ 

MSQQQTGAALEVLARAIRQEK 

EIKGIQLGKEEVKLSLFADDMI 

VYLENPTVSAQNLLKLISNFSK 

VSGYKIN VQKSQAFL YTNNRQ 

TESQIMSELPFTIASKRITYLGIQ 

LTRDAKDLFKENYKPLLKEIK.E 

DTNKWKNIPCSWVGRTNIVKM 

AILPKEPGWARSLVFGARGLQG 

QGRCGQSRGGGGSCLGGGGST 

ENWQHREPSARKTGSTENRRH 

REPAAPRTGSTENQHREPAAPR 

TGTEN RHREPS ARKTG STENRR 

H REP A A PRTG STEN Q H REP A AP 

RTGTENRHQEPAAPRTGGTENR 

QHREPAAPRTGTENRQHREPAP 

RTG STEN RQHREPAPRTG STEN 

RQH RESAAPRTGSTENRHQEPA 

APRTGTENRHREPSAPRTVGTE 

NRRHRELVAPRTGGTENRPREP 

PAGTRPRHTPMRGGSEGALFH 

QRRFLEPTPDREQLEGIRYPPVA 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14906 


45274 


A 


14993 


687 


2274 


LRDCKRINQH P VKTDQS A FCK 

M/API/MQDVVLEVLARA1RQEK 

EIKGIQLGKEEVKLSLFADDMI 

VYLENP1VSAQNLLKL1SNFSKV 

SGYKINAQKSQAFLYTNNRQTE 

SQIMSELPFTIASKRIKYLG1QLT 

RDVKDLFKENYKPLLKEITEDT 

N KWKNIPCSWVGRINI VKMAI L 

PK.VIYRFNAIP11CLPMTFFTELE 

KTTLK.FIWNQKRARMAKSILSQ 

KNKAGG1TLPDFKLYYKATVT 

KTAWYWYQNRDVDQWNRTEP 

SEITPHI YN YLIFDKPDKN ICQ W 

GKDSLFNKWGWENWLAICRKL 

KLDPFLTPYTRINSRWIKDLNV 

RPKTJKTLEENLDITIQDIGMGK 

DFM SKTPKAM ATKAKIDKWDL 

1KLKSFC1AKETT1RVNRQPTKW 

EKIFATYSPDKGL1SR1YNELKQI 

YKKKTNNP1KKWAKDMNRHFS 

KEDIYAAK.KHMKRCSSSLAIRE 

1QIKTTMRY11LTPVRMAIIKKSG 

NN/R/CF*WQKPGPSG*ALRSWK 

ED1AGTSYVGMNQCQMRKNTK 

TLI 


14907 


45275 


A 


14994 


1 


3189 




14908 


45276 


A 


14995 


1 


3351 


MGKKQNRKTGNSKMQSASPPP 
KERSSSPATDQSWMENDFDEL 
REEGFRRSNYSELRED1QTKGK 
EVENFEKNLEECITR1TNTEKCL 
KELM ELKTKARELREECRSLRS 
RCDQLEERVSAMEDEMNEMK 
QEGKIKRDKEGHYIMVKGSIQQ 
EELT1LN1YAPNTGAPRFIKQVL 
SDLQRDLDSHTLIMGDFNTSLL 
TLDRSMRQKVNKDTQELNSSL 
HQADLID1YRTLHPKSIEYTFFS 
APHHTYSKIDHIVGS 




45277 


— 


14996 




3192 




Q 


45278 


— 


T4997 




2742 




]49]1 


45279 


B 


14998 




2313 




14912 


45280 


A 


14999 




1542 




14913 


45281 


A 


15000 




3300 




14914 


45282 


A 


15001 




1824 




14915 


45283 


A 


15002 




2982 
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SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=UnUno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14916 


45284 


A 


15003 




2375 


MSGFLISPKHKHGTNSGIVSWA 

DVQSQLRHIEAAFDQEAAAVL 

MARLGVFRAESEEGPDVLRWL 

DRQLIRLHSLLTTLDIVPAGKGE 

VVKGPMS1SQQAKGCQKFGQY 

NKEDPTSFRLSDSFSL Y PQFMF 

HLRRSPFLQVFNNSPDESSYYR 

HHF ARQDLTQSLI MIQPIL Y S Y S 

FHGPPEPVLLDSSS1LADRILLM 

DTFFQIVIYLGET1AQWRKAGY 

QDMPEYENFKHLLQAPLDDAQ 

EILQARFPMPRYINTEHGGSQK 

KREKNQ I D A1K.NDK.G D1TTEPTE 

1QTTIREYYKHLYANKLESLEE 

MNKFLDTYTLPRLNQEEVESLN 

RQ1TGSEIEAIINSLPTKKSPGPD 

RFTAKFYQRTNDQKHMNSIDA 

EKAFDKIQQPFMLKTLNKLGID 

GTYFKIIRAIYDKPTANIILNGQ 

KLE A FPLKTGTRQGCPL SLLLF 

NIMLEVLARAIRQEKEIKGIQFG 

KEEVKLSLFADDMIVYLENPIV 

LAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTSNRQTESQIMSEL 

PFTIASKR1KYLGIQLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWVGR1N1VKMA1LPKV1YRF 

NA1P1KLSMTFFTELEKTTLEF1 

WNQKRARITKS1LSQKNKAEG1 

TLPDFKLQYK.ATVTKTAWYSY 

QNRD1DQWNRTEPSE1VPCIYN 

YLIFDKPDKNKKWGKDSLFNK 


14917 


45285 


A 


15004 


1 


1428 




14918 


45286 


A 


15005 


2 


1975 





1890 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


14919 


45287 


A 


15006 




3891 


MKPEIKMFFETNENKDTTYQNL 

WDTFKAVCRGKFIALNAHKRK 

QERSK1NTLTSQFKELEKQEQT 

NSKASRRQEITKIRAELK.EIETQ 

KPLQKINESRSWFFEKINK.IDRP 

LARL1KKKREKNQIDAIKNDKG 

D I TTDPTEI QTT I RE Y YKHL Y AN 

KLENLEEMDKFLDMYTLPRLN 

QEEVESLNRPITGSE1EA1INSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VSFLLKLFQSIKKEGILLNLFYE 

DS 1 ILKPKPG RDTTKKEN F RP 1 S L 

MNIDAKIL1KILANR1QQHIKKLI 

HHDQVGF1PGMQGWFNIRKSIN 

VIQH1NRTKDKNHMIISIDAEKA 

FDK1QQPFMLKTLNKLGIHGTY 

LKI1RA 1 YDKPTANI 1 LNGQKLK 

AFPLKTGTRQGCPLSPLVFNIVL 

EVLAWAIRQEKEIKGIQLGKEE 

VKLSLFADDMTVYLENPIISAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNNGQTESL1MSELPFTI 

ASKRJKYLGIQLTRDVKDLFKE 

NYKPLLNEIKED\TNKWKNIPCS 

WVGR1NIVKMAILPKVIYRFNAI 

PIKLPMTFFTDLEKTTLNFIWNQ 

KRAR1TKSILSQKNKAGGITLPD 

FKLYYTATVTKTAWYWYQNS 

MVLVPKQRYRSMEQNRALRN 

NAACLQLSDL 


14920 


45288 


A 


15007 


1 


4215 


MHSCLPDATGEGELYNSLGSLT 

WSFLSMIGVLLWVDFSGDSIDL 

CSPLWNRTNLEALQKKLEELEL 

DEQQRKRLEAFLTQKQKVGEL 

KDDDFEKISELGAGNGGVVFK 

VSHKPSGLVMARKLIHLEIKPAI 

RNQ1IRELQVLHECNSPYIVGFY 

GAFYSDGE1SICMEHMVLLQER 

PCPGFL WMEN SDYGLLLPLDL L 

LCLSFSFSKVLSDLVSD1LIHGM 

KARNRSIHGDVVVVELLPKNE 

WKGRTV A LCENDC 


14921 


45289 


A 


15008 


1 


2823 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


14922 


45290 


A 


15009 




3253 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQGDLIDIYRTLH 
PKSTEYTFFSAPHHTYSKIDHIV 
GSKALLSKWKRTE1ITNYLSDH 
S A I KL EL Rl KNLTQS RSTT WKLN 
NLLLNDYWVHNEMKAEIKMFF 
ETNENKDTTYQNLWDAFKAVC 
RGKFIALNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKEIETQKTLQKINESR 
SWFFERINKIDRPLARLIKKKRE 
KNQIDT1KNDK 


14923 


45291 


A 


15010 


1 


2816 


MEDEMNEMKREGKFREKR1KR 
NEQSLQE1WDYVKRPNLHLIGV 
PESDVENGTKLENTLQDIIQENF 
PNLARQANVQIQEIQRTPQRYS 
SRRATPRHIIVRFTKVEMKEKM 
LRAAREKGHCNSGKSHRSLWE 
QNKG I FTTCICDD A EDLQSPSTA 
GPWFGVLYTKGGPYPQEDIFSE 
EVHTGPKLRKK1QEYQLTSKWS 
KSDVQVSVERRMAGGNPNQCH 
1GEVLLDGFTAEFYRRYKEELV 
PFLLKLFQSIEKEG 


14924 


45292 


A 


15011 


1 


3347 


MGDFN1PLSTLDRSTRQKVNKD 
TQELNSALHQADLIDSYRTLHP 
KSTE YTFFSAPHHTYSKIDH 1 LG 
SKALLSKCKRTEI1TNYLSDHSA 
IKLELRIKNLTQNCSTTWKLNN 
LLLN D YWVHNEM KAEIKMFFE 
TNEN K DTT YHNL WDAFKA VCR 
GKF1ALNAHKRKQERSK1DTLT 
SQLKELEKQEQTHSKASRRQEI 
TKIRAELKE1ETQKTLQKINESR 
SWVFERINKIDRPLARLTKKKS 
EKNQIDA1KNDK 


14925 


45293 


A 


15012 


1 


3855 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELWEDIQTKGKE 

VENFEKNLEECITRITNTEKCLK 

ELMELKTKARELHEECRSLRSR 

CDQLEERVSAMEDEMN EM KRE 

GKFREKR1KRNEQSLQE1WDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

QEIQRMPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAARQKAPH 

HTYSKIDHIVGSKAL 


14926 


45294 


A 


15013 


1 


2559 




14927 


45295 


A 


15014 


1 


2956 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14928 


45296 


A 


15015 


1 


1853 


MGRNQSRKAENSKNQSASSPP 

KDCSSSPAMEQSWTENDFDELT 

EVGFRRSVITNFSELKEHVETNL 

KEAKHLEKRLDKWLTRIKSVE 

K1LNDLMELKTMAQELHDTCR 

SFNSQFNQVEERVSVIEDQINE 

MNIDGTYLKIIRAIYDKAPPRNII 

LNQQKLEAFPLKTGTRQGCPLS 

PLLFNIVLEVLARAIRQEKEIKGI 

QLGKEE VKLSLFADDM I V YLEN 

PIVSAQNLLKLISNFSKVSGYKI 

NVQKSQAFLYTNNRQTESQIMS 

ELPFT1ASKRIKYLG1QLTRDVK 

DLFK EN YKPLLK EIKEDTNK W 

KNIPCSWVGR1NIVKMAILPKVI 

YRFN Al PI KLPMTFFTELEKTTL 

KFIWNQKRARIAKSILSQKNKS 

GGITLPDFKLYYKATVTKTA/W 

L/YHTPLSCLPP* WNRTEPSEIIP 

HIMAVAQIQQVKLLLLQGQHA 

SSRLQPTSSTKCGGWTASSASP 

RSMGLSSWKGNLASAIHYFPCK 

PLTLPSRISTSSSSWGCRQAHAV 

LE VL R WPPG LG WPG WHHLTLL 

H VPP V RJ TKSNG PRACTRAS A S 

HARHHQYNQEPSLSPLHSPLPP 

PEQVLVSTAERTEDRSYHRTLC 

RHSPYFKNEAADLRGEGYSS 


14929 


45297 


B 


15016 


1 


3276 




14930 


45298 


A 


15017 


1 


2274 




14931 


45299 


B 


15018 


440 


3383 




14932 


45300 


A 


15019 


1 


2646 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14933 


45301 


A 


15020 


1 


2229 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELRED1QTKGKE 

VQNFEKNLEECITR1TNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKRIKRNEQSLQEI WD Y V 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQEN FPNL ARQ AN VQ1 

QE1QRTPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKEIQT 

T1REYYKHLYANKLENLEEMD 

TFLDTYTLPRLNQEEVESLNRPI 

TGSEIVAinMSLPTKKSPGPDGFT 

AEFYQRYKEELVPFLLKLFQSIE 

KEG1LPNSFYEASIILIPKPGRDT 

TKKENFRPISLMNIDAKILNKIL 

ANR1QQHIKKLIHHDQVGFI PG 

MQGWFN1RKS1NVIQHINRAKD 

KNHM11S1DAEKAFDK1QQPFML 

KTLMKLGIDGTYFKIIRAIYDKP 

TAN1ILNGQKLEAFPLKTGTRQ 

GCPLSPLLFNIVLEVLARAIRQE 

KEIKG1QLGKEEVKLSLFADDM 

1VYLENPIVSAQNLLKLISNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMGELPFTIASKRIKYLGIQ 

L1RDVKDLFKENYKPLLKE1K.E 

DTNKWKN1PCSWVGRIN1VKM 

AILPK\IGKTTLK.FIWNKKSRIAK 

SILSQrCN/KAGGlTLLTQLYYKA 

TVTKTAWYWYQNRDIDQWNR 


14934 


45302 


A 


15021 


1 


960 




14935 


45303 


A 


15022 


1 


2928 


MEDEMNEMKQEEKFREKRIKR 
NEQTLQEIWDYVKRPNLHLIGV 
PESDGENGTKLENTLQDIIQENF 
PNLARQANVQIQEIQRMPQRYS 
SRRATPRHIIVRFTKVEMKEKM 
LRAAREKDRSMRQKVNKDTQE 
LNSALHQADLIDIYRTLHPKSTE 
YTFFSAPHHTYTKIDHILGSKAL 
LRKCKRTEIITNYLSDHSAIKLE 
LRJKNLTQNRSTT WK LNNLLLN 
DYWVrfNKMKAEIKMFFETNEN 
KDTTYQNLWDAF 


14936 


45304 


A 


15023 


1 


1782 




14937 


45305 


A 


15024 


1 


4881 




14938 


45306 


B 


15025 


1 


5962 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14939 


45307 


A 


15026 


1 


2053 


MKAEIKMFFETNKNKDTTYQN 

LWDAFKAVCRGKFIALNAHKR 

KQERSKIDTLTSQLKELEKQEQ 

THSKASRRQEITKIRAELKE1ET 

QKTLQKINESRSWFFER1NKIDR 

PLARLLKKKREKNQIDAIKNDK 

GDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDKFLDTYTLPRLN 

QEEVESLNRPITGAElVAITNSLP 

TKKNSPGPDGFTAELYQRYKEG 

AVLEVLARAIRQEKEIKGIQLG 

KEEVKLSLFAGDMIVYLENPIV 

SAQNLLKLISNFSKVSGYKJNV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIASKRJKYLGIQLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWVGR1N1VKMAILPKVIYGF 

NAIPIKLPMTFFTELEK\TT*KFI 

WNQKRARIAK*ILSQKNKAGGI 

TLPDFKEYYKATVTKTAWYW 

YQNRD1DQWSRTEPSEIMPHIY 

NYLIFDKPDKNKKWGKDSLFN 

KWCREN WLAICRKLKLDPFLTP 

YTKINSRWIKDLNVRPKT1TTLE 

EKLSNTIQD1GMGKDSMSKTPK 

AMATNVKIQKWDLIKLKSFCT 

A KETTIRVNRQPTT WEKIF ATY 

SSDKGLISR1YNELKQIYKKKTN 

NPIKKWYKDMNRHFSKEDIYA 

AKKHMKKCSPSLA1REMQIKTT 

MRYH LTPVRM AI 1 KKSGNNRC 


14940 


45308 


A 


15027 


3 


3229 




14941 


45309 


A 


15028 


1 


3907 


MGDFNTPLSTLDRATRQKVNK 
DTQELNSALHQADLIDIYRTLH 
PK.STEYTFFSAPHHTYSKIDHIL 
GSKALLSKCKRTEIITNYLSDHS 
AIKLELRIKNLTQNRSITWKLSN 
LLLNDYWVHNEMKAD1K.MFFE 
TNENKDTTYQNLWDTFKAVCR 
GKPLALNAHKKKQERSK1 DTLT 
SQLKELEKQEQTHSKASRRQEI 
TKIGAELKEIETQKTLQKINESR 
S WFFERTN KI DKPL ARL IKKKJRE 
KNQIDAIKNDK 


14942 


45310 


A 


15029 


1 


4005 




14943 


45311 


A 


15030 


287 


2708 




14944 


45312 


A 


15031 


1 


4602 




14945 


45313 


A 


15032 


1 


4806 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in l/SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14946 


45314 


A 


15033 


965 


5928 


TWKGTTSTSRCKIMPKYRSTRQ 
KVNKDTQELNSALHQADLIDIY 
RTLHTKSTEY/TFFSAPHHTYSK 
1DHIVGSKALLSKCKRTEI1TNY 
LSDHSAIKLELRIKNLNQSRSTT 
WK.LNNLLLNDYWVHNEMKAE 
1KMFFETNENKDTTYQNLWDA 
FKAVCRGKFIALNAHKRKQERS 
KIDTLTSQLKELEKQEQTHSKA 
SRRQEITKIRAELKEIETQKTLQ 
KINESRSWFFERINKIDRPLARL1 
KKKREENQ1D 


14947 


45315 


A 


15034 


383 


8708 




14948 


45316 


A 


15035 


2 


3257 


WRKIYQANGKQKKAGVAILV/S 

DKTDFKPTKIKRDKEGHYIMVK 

GSIQQEELTILNIYAPNTGAPRFI 

KQVLSDLQRDLDSHTLIMGDFN 

TPLSTLDRLMRQKVNKDTQEL 

NSALHQVDL1DIYRTLHPKSTE 

YTFFSAPHHTYSK.1DHILGSKAL 

LSKCKRTE1ITNYLSDHSAIKLE 

LRJKNLTQSRSTTWKLNNLLLN 

DYWVHNEMKA EIKMFFETNEN 

KDTTYQNLWDAFKAVCRGKFI 

ALNAYKRKQERS 


14949 


45317 


A 


15036 


1 


3508 


MELKTKARELREECRSLRSPCN 
QLEERVSAMEDEMNEMKREG 
KFRDKRIKRNEQSLQE1WDFVK 
RPNLRLIGVPESDGENGTKLEN 
TLQD1IQENFPNLARQANIQIQEI 
QRTPQRYSSRRATPRHIIVRFTK 
VEM KEKMLRA AREKAPHHTYS 
KIDH ILG SKVLLSKCKRTEIITN 
YLSDHSAIKLELRIKNLTQNHST 
TWKLNSLLLNDYWVHNEMKA 
E 1KMFFETN ENKDTTYQNL WD 
TFKA VCRG KFIALN 


14950 


45318 


B 


15037 


1 


4760 




14951 


45319 


A 


15038 


1 


3110 




14952 


45320 


A 


15039 


1 


5546 


MELKTKARELREECRSLRSRRN 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDAENGTKLEN 

TLQDIIQEDFPNLARQANVQIQE 

IQRTPQRYSSRRATPRH II VRFT 

KVEMKQKMLRAAREKDFKPT 

KIKRDKEGHYIMVKGSIQQEEL 

TILNIYAPNTGAPRFIKQVLSDL 

QRDLDSHTLIMGDFNTPLSTLD 

RSTRQKVNKDTQELNSALHQA 

DLIDIYRTLHPKSTE 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14953 


45321 


B 


15040 


1 


4534 




14954 


45322 


B 


15041 


1 


1826 




14955 


45323 


B 


15042 


1 


1626 




14956 


45324 


A 


15043 


248 


1212 


NSKHYRSGQKKKLPTLPRAAN 
SRWRSLKI/GFTVSFDETLKPFV 
RDVSGSRLKDLPKPNKSDDETR 
ANDAVNRYKLLKKDARTIAAQ 
QVARLESAMCLRRRWSLENFQ 
LFLVEHPLVRHLTRRLIWGVYS 
AENQLLACFRVAEDNSSSTADD 
DLFTLPEGDISIGTPHVLEISPTD 
AAALLFADYELLPPFRQLDRNS 
YALTEAERNASELTRWAGRKC 
PSGRVMGLANK.GWIKGEPQDG 
GWIGWMIKPLGRWSLIMEIDEG 
FAVGMSPAELSAEQLLSKLWL 
WEGKAERYGWGSNSTQEAQFS 
V1DA1TASELINDIEALFE 


14957 


45325 


A 


15044 


1 


1788 




14958 


45326 


A 


15045 


1 


3048 


















14960 


45328 


A 


15047 


969 


1205 


SP VRCCI S A VHRTYHRRTS ALL 
RLAELHRLLEKCASRQWMYEN 
1*SPFRQIA*CLPYSDHKNQRLH 
GLDSIFLARLLW 


14961 


45329 


A 


15048 


877 


1248 


WPLTVPYCGVGYAS*A*VADN 

HRAVGYLSRWAGRKCPSGRV 

MG/LANKGWIKGEPQDGGW1/G 

WMIKPLGRWSL1MEI/DEGFAV 

GMSPAELSAEQ/LLSKLWLWEG 

KAERYG/WGSNSTQEAQFSVID 


14962 


45330 


A 


15049 


854 


1313 


DHGVASAATCVYTNEGHRQSY 
VRVCEYASRTRVSHHCSV*RVL 
RCEAIR1VSPDRSC*RDPEFSYL\ 
ALPENYNRLFLPNSTNQTNNRI 
KTLNSIAIGKLLAAGGVYNGNI 
EGFRDTAEKLDGRTIDGYDQIL 
NEKTAVIAKATA\SILLTKRS 


14963 


45331 


A 


15050 


1010 


1396 


KPFGKLTYKLFEGHAWLVKAE 
KVRVGYRILG RLT YPFDIRFPA L 
PFGLVL*KGAHFTVPRIWAGHA 
C*LMPMALPMFRWKVTGLLFIP 
1CLVKPSFLTLTIIIAIRRISTSTN 
CRKTPKQPSRWCKPR 



1897 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14964 


45332 


A 


15051 


361 


837 


DGQQLI ALHRLALRELQQA VH 

AGLPQQAK1LFDGGSEIGK1PSEI 

YFCQLVKL1LCPVLFPCWRRVA 

ILWRRRDVLFFGSFSFSALVSPH 

LCG/SYLPFVFDVGDRL*LSVG 

WS\KEIWPCK*GFGHLMSVLNT 

PMKSLVEGFKHFPLAGFGYEYL 

SFFCR 








15052 


1563 


1652 




14966 


45334 


A 


15053 


2756 


2995 


AMRSAHRCTVFSALLNCWQITP 
HLTPS VM 1 CG QLLTL VNRC* PSS 
TIFSIIPLSKQVARMFRSAMSPL 
NRARCWKVPCN 


14967 


45335 


A 


15054 


762 


2184 


WRAVPSEP1SF1LKADTEKYVY 
L*NSSSAQYSGSCTRAYYLDTQ 
HPTPRLCLIF\GGKDSGLMLHLT 
AELARQMGKK1CVLFIDWEAQ 
FSCTINYVQSLRELYTDVIEEFY 
WDALPLTTQNSLSQYQPEWQC 
WEPDVEWVRQPPQDAITDPDFF 
CFYQPGMTFEQFVREFAEWFSQ 
KRPAAMMIG1RADESYNRFVAI 
ASLNKQRFADDKPWTTAAPGG 
HSWYIYPIYDWKVADIWTWYA 
NHQSLCNPLYNLMYQAGVPLR 
HMRICEPFGPEQRQGLWLYHVI 
EPDRWAAIGSPADREEDAEEYL 
EAIMEARVTVAGMGLVMEVQ 
D YFDG E ADRLA KAW L AE YTPQ 
1KSLKDERKEAYRQ1VEMSTEP 
QD VDLV RPANKFEMTRV REGE 
KEADLPVWKHHLLCDESGNYP 
ALLNHWETK.VFEIETKREGFAF 
WY RNPQYTGQSSLGIA YVE A E 
QYKIVRPDFLFFAEQDGKMVV 


14968 


45336 


A 


15055 


2069 


2586 


PWLENLPVGICWSAVKKMGGT 
RSLVSCL/AVTLVSPQLMNAYL 
LGQQLPEVWDFGMFSIAKVGY 
QAQVIPALYLVVVPVCSLILAV 
FLAHALIGPFGRMIGDGVAFAV 
RHLMTGSFAPIGAALFGFLYAP 
LVITGVHQTTLAIDLQMIQSIGC 
TPVLPVNALSN1DLWHISILV 



1898 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14969 


45337 


A 


15056 


356 


1205 


APASMTFEQFVREFA/VMVFTK 
RPAAMM1GIRADESYTVLSPSP 
V*INNVLPTITWTFPQTIYDFLW 
LIGEAIFF/YLPVGICWSAVKKM 
GGTRSLVSCL/AVTLVSPQL/MN 
AYLLGQQLPEVWDFGWCSLIL/ 
AVFLAHALIGPFGRMI/GDGVA 
FA VRHLMTG SF A/PIG A ALFGFL 
YAPLVIT/GVHQTTLA1DLLMM 
QSMGGTPVWPLIALSNIAQGSA 
VIGI I ISSRKHNEREIPGEVFPRT 
GVGKGKSLG*PLH*LQPYRQHL 
GAGSYSQTLKKQIAESAVRLSIP 


14970 


45338 


13 


15057 


1 


435 




14971 


45339 


A 


15058 


2 


1785 


WLLYRAHVKGE/STEALLPNM 

VATSLAKLPIPKLMRWGATYV 

HFVRPVHTVTLLLGDKVIPATIL 

G1QSDRVIRGHRFMGEPEFTIDN 

ADQYPEILRDSGKVIADYEERK 

AK1KADAEEAARK1GGNADLSE 

TLLEEVASLVEWPVVL/TAKF/E 

EKF/LA1 SRTAL VPYSADNM YQ 

LVNDVQSYPQFLPGCTGSRjLES 

TPGQMTAAVDVSKAGISKTFTT 

RNQLTSNQSlLMNLVDGPFKrCL 

IGGWKFTPLSQEACRIEFHLDFE 

FTNKL1ELAFGRVFKELAANMV 

QAFTVRAKEVYSASMRY1YVIV 

Y1SYRPPNLLDSH1IGFSSITTHC 

AVTSHHYNSCDMTMTIHSYVT 

PYISVRVSLTQTYAPSPSRNLRI 

TDLTIYRAISSEKSIDDTRHIHT1 

ESRCRVCGAHDSRDAERLDRF 

AQTADEIR1ADRGFSSRPECIRS 

LAFGEADYIVRVHWRGLRWLT 

AEGMRFDMMGFLRGLDCALIS 

KTRLLSENRRKGRVVQAETLE 

AAGHVLLLTSLPEDEYSAEQVA 

DC YRLRWQIEL A FKRLKSLLH L 

DALRAKEPEL AK VG I FANLL A A 

FL1DDI1QPSLDFPPRSAGSEKKN 


14972 


45340 


A 


15059 


1 


993 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14973 


45341 


A 


15060 


1 


5621 


MSEKTFLVEIGTEELPPKALRSL 
AESFAANFTAELDNAGLAHGT 
VQWFAAPRRLALKVANLAEAQ 
PDREIEKRGPAIAQAFDAEGKPS 
KAAEGWARGCGITVDQAERLT 
TDKGEWLLYRAHVKG\EGTEA 
LLPNMVASSVAKLPIPKLMRW 
GASDVHFVRPVHTVTLLLGDK 
VIPATILGIQSDRVIRGHRFMGE 
PEFT I DN ADQ YPEIL RERG K VI A 
D YEERKAKIKADAEE AA RKIGA 
KAWGTNVEFHVQNQP 


14974 


45342 


A 


15061 


82 


732 




14975 


45343 


A 


15062 


1 


3849 


MDLGANGWQTFRYVVLPNLSS 
ALLAGGMLAFALSFDEIIVTTFT 
A EQ V DA A VRA ADA AFAEWGQ 
TTPKVRAECLLKLADVIEENGQ 
VFAELESSNNTAFARASSNGDL 
PTKADLQAQLDSLNKQKDLSA 
QDKLVQQDLTDTLATLDKIDRI 
KEETVQLRQKVAEAPEK.MRQA 
TAALTALSDVDNDEETRKILST 
LSLRQLETRVAQALDDLQNAQ 
NDLASYNSQLVSLQTQPERVQ 
NAMYNASQQLQQIRSRLDG 


14976 


45344 


A 


15063 


219 


1186 


PPKLGRKRGIFLPSHSNPNTNRl 
CPNCCMNGVSTANTTSKSSLVI 
CAWTKHALLNAILQPEQLWKS 
GSRWRINLALPRGYRESLLQPW 
QAERLTTDKGEWLLY/RAHVK 
GESTEALLPNMV/ATSLAKLPIP 
KLMRWG/ASDVHFVRPVHTVT 
LL/LGDK V 1 PATILGIQSDRVI AA 

tgkakikadaeeaar/kiggna 
dlseslleev/aslvewpvvln 
akfdek/flavpaealvytmkg 
dq/kyfpvyandgk/llpnfi/f/ 
vanieskdp/q/qiisgneksfvr 

LADAEFFF/NTT*KRLFLPHQKL 
PPSQILHQQTRNYASFCHRHRD 
NWTSA 



1900 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14977 


45345 


A 


15064 


1 


1496 


SGGCAGLHGGLCSKEPFQASV 

QQGVAGHACAPAALQVPVCGT 

LSDCGSRAASLCENPSFISLYGR 

LVATSLAKLPIPKLMRWGASD 

VHFVRPVHTVTLLXLGDKVIPAT 

ILGIQSDRVIRGHRFMGEPEFTI 

DNADQYPEILRERGKVIADYEE 

RKAKIKADAEEAARKIGGNAD 

AKFEEKFLAVPAEALVYTMKG 

DQKYFPVYANDGKLLPNFIFVA 

NIESKDPQQI/DRIQALAGW1AE 

QMGADVNHATRAGLLSKCDLM 

TNMVFEFTDTQGVMGMHYAR 

H DG E AED V A V ALNEQ YQPRF A 

GDDLPSNPVACALAIADKMDT 

LAG1FGIGQHPKGDKDPFALRR 

A ALG VLRI I V EKNLNLDLQTLT 

EEAVRLYGDKLTNANVVDDVI 

DFMLGRFRAWYQDEGYTVDTI 

QAVLARRPTRPADFDDWHALG 

RAGTGDVVVGVRGRLA1VPLT 

DGLDEAGHSTGVLQGEVPQRL 

ERAATVPGVTLQPQALQARGL 


14978 


45346 


A 


15065 


134 


384 


VTPTGWRKRRIRQWCSDAGCG 
VNALSGLRFSHSLALFSAAMF1 
LGVVSG1TMS1SP*ILSCVRSKNP 
LLVSGSGPLSCNST1H 


14979 


45347 


A 


15066 




723 


TKSPKIARSRHIPLCHFIFERRPI 
MTNSNRIKLTWISFLSYALTGA 
LV1VPGMVMENIADYFNLPVSS 
MSNTFTFLNAG1LIS1FLNAWLM 
E1VPLKTQLRFGFLLMVLPVAG 
LMFSHSLALFSAAMFILGVVSG1 
TMSIGTFLVTQMYEGRQRGYR 
LFLAASLFSMAGXMIFPMIAAFL 
LAPSS*W*WVYACLGLAYVTIF 
1MTFGCEFPALGKHAPKSYAPV 
EKVKWGILGGASSFRAV 


14980 


45348 


A 


15067 


422 


1045 


LL EG KLTNRKQ* HQH* QKA RPC 

KKPIQSAQN/WNREEYDELTEV 

GRRWVIITNSFELKEHVLTQWK 

EAKNLDKRLQEGLTRITSLEKKI 

NDLMVLKNTARELHEAYTS1NS 

RIDQAEERISEIEDQLNE1KLED 

KIRG KRJ K/RQTN KQ SL * KM WD 

YVKRPNLRLIGVPESDEENVTE 

LENTLQDIIQENFPNLARQAN1Q 

IQEIQTLLR 


14981 


45349 


A 


15068 


1 


1131 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14982 


45350 


A 


15069 


383 


756 


LNPSNKLALIMPAASPI1KGVDL 
TANQI/PCIADIPLYDADVQQE* 
CFP AT VE ALG EQ1 RQ ADG V V IV 
TPEYN YSVPGGLKNA1YWLSRL 
RQILVFLDAMVMNKPEFMGGV 
IQNKVDPQTGKVIDH 


14983 


45351 


A 


15070 


343 


924 




14984 


45352 


A 


15071 


223 


308 




14985 


45353 


A 


15072 


57 


5546 


NKMARKKFSG LEISLIVLF VI VT 
1 1 Al ALI VVLATKTPA VDEISDST 
STPATTRVTTNPSDSGKCPNVL 
NDPVNVRINCIPEQFPTEGICAQ 
RGCCWRPWNDSLIPWCFFVDN 
HGYNVQDMTTTSIGVEAKLNRJ 
PSPTLFGNDINSVLFTTQNQTPN 
RFRFKTTDPNNRRYEVPHQYVK 
EFTGPTVSDTLYDVKVAQNPFS 
IQVIRKSNGKTLFDTS1GPLVYS 
nnvi atcadt Pcnvivr,Tr:pn\/u 

UK^ Y Ll^li/VtvLroLJ Y I Y uluty Vrl 

KRFRHDL 


14986 


45354 


C 


15073 


1 


1818 




14987 


45355 


A 


15074 


493 


576 




14988 


45356 


A 


15075 


381 


498 




14989 


45357 


A 


15076 


48 


514 


LLLFLLLQSYDWSESGKRQSAL 
HGRQKGLPKSPTAARGGSDPW 
PSCRHP*GPNRKRRKS/R*PMET 
APRRPSVSPALTPARPPGLTATP 
RLHPRPP/RSPNPSANLLRRPTP 
DT*AHATFGPGRSRHHFPGQLS 
TE/RRRSAEGGRSRRNEASRRE 
GGE 


14990 


45358 


B 


15077 


1 


1116 




14991 


45359 


C 


15078 


249 


332 




14992 


45360 


A 


15079 


710 


1326 


RAAGNCFPEPGFVKQLSAAAA 

VVAPAAAATEGSIPDTGKSPSSI 

SHWPNPQKNVICKRRGRVEQE 

QAWEKGR*RVVFGL*KSMRCP 

VDLLPQSCLCQRFLHQ/GKWIL 

TKDYIIHSAKSGRWLDATTYE 

WGYKIEKDSRYSPQMQSAPKR 

WREELKRTGAPGAFHRWKVVL 

LVRTDKRSDSLIRFS DNFGDCDI 

RMEEKTFRTLMES 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


.Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14993 


45361 


A 


15080 


602 


1257 


FGKRGRTITLCILAVGMLCCRK 
GHTKPRRRPGASPISTHLHSSPPI 
STH L HTS PPPHRRE EAR\SGQ*R 
QSCGAAAAR*PWWWNCDGWG 
PKCQRFSKH*DIAQPDEVSWGQ 

♦ PAX/AVP.AT AnPHP\pnAQrr:Di 
PtPTPA QlPnQTT? VPQVPT QVl^PP 

QAARTSSSR1VIFTPISTRPPTQG 
QPEKAKSATPTNDLEGPSAKVK 
FVNFLM DETFPEPSFFFI 


14994 


45362 


C 


15081 


140 


175 




14995 


45363 


A 


15082 


2295 


3089 


NLLGYQEINPPLQIFWDKLLAV 
SERDSSVKEESGDVESDDTML* 
MLPCP*ETTEFSS*PFRISS*LSS* 
STAQI\PAETCFAGGWYSIFCPQ 
RIEQETMCLL*SWQSEVAVSCE 
SPWPTALHHSHPNSRAPPPCY/S 
KSTSSSLSSPLENSG*QNRPPSLL 

TTCVT PT DITPT P*\/CTnDPI*/TnT 

nQPI CMHP I *nCTrn DVWVCI W 
UorLoINUKL l^or iJ_/rKJN V J>L#iir 

VQPPT T*n AVQlf PATCFTOTQVQPT 

LVSDIFFALSLLP*GLGTWLIPSS 
SSLLLVRGF 


14996 


45364 


B 


15083 


143 


1727 




14997 


45365 


B 


15084 


307 


1017 




14998 


45366 


A 


15085 


1 


959 


MSRMGLLGFGERK.ELPNHPAV 

SEWPLTLVTGCSSGTVAEGEGN 

LTTSGLFSIVPLHPDGVAAGQR 

HSSLPRWGSQAEALLTSQTVDG 

QAEMLLTPQTMGGQEEMLLTS 

QTTGEDF1TRSTESGTHSKSHKG 

DEGEPRWMLGWMLWVCDIAE 

PLVKAKLLDCKHTCCSVCLQQ 

TRTSQKDVRCPWCSGVTKLPPD 

FSVSQLLDDPEVLAV1TIPHASE 

HMPVFIRLPGSGCY\SCPCPSPRS 

TRCCPE 1 * A ATCCPGTG RS PSL\C 

DHPCWTAASARQGSPGGGGGG 

AGQAGHGEKLHVVEGVHCHL 

GGLRLGLPPQHRAP 


14999 


45367 


B 


15086 


112 


672 




15000 


45368 


A 


15087 


2 


530 


SGRSAALLSARVNRSQSFAGVL 
GSHERGPRSFPVFSPPGPPRKPP 
ALSRVSRMFSVAHPAAKVPQPE 
RLDLYVYTALKRGPDGLLGAVH 
QQEQEKLQGQIRESKRNS/RLG 
EWREGFLYDLDKQVKS1ERFLR 
RLEFHASKIDELYE\AYCVQ\RR 
LR\DGALHMG\RAYTTGSPGSR 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15001 


45369 


A 


15088 


216 


1369 


EPVLRRRPRQPRAGAQGFPVFS 

PPGPPRKPPALSRVSRMFSVAH 

PAAKVPQPERLDLVYTALKRG 

L/QAYLEVHQQEQ/DKLQGQIR 

ESKRNSRLVMAGGVLWTVV*E 

RGAVTSLSASAGVLLIPPKYLPL 

LPTPAGLALYDLDKQVKSIERFL/ 

RRLEFHASKVRVQHVCRWD\D 

ELYEAYCVQRRLRDGAYNMV 

RAYTTGSPGSREARDSLAEATR 

GHREYTE/DEGWGPMRQRHRS 

MCLLES/ELEAQLGEFHLRMKG 

CAVDINDLGTIKLSLEVTGAAS 

SVNKASTVTKRSPPIARAHRTH 

PHFGNSFLSTRKPNTYTANHRR 

RP1EQHPDMRTPPPPHRARTNT 

GRKDKVRAHEGEKATPTRTRG 

APHGKAQRLRPLYQYVTIATLS 


15002 


45370 


A 


15089 


1 


940 


MSYNSKNYVET1TTMNSVKFG 

ETTPRNRTHYLSTNEKKIFLSGV 

FSNAYPAGLSRGWDSPWGSTP 

WVRHFCYLSSTQLCDQNCSLLS 

SLLPAGPSVCNRLLASAWQKSS 

SSASSEASETCQSVSECSSPTSD 

W SK VG SH EQPSG ATLQRRKDR 

VE\PCETQSPGPASGGTLGPSGE 

EAPRPRMSPATIAAKHGEEVSP 

AASDLAMVLTvRGMSL*HQKSS 

RDSLQYSSGYSTQTTTPSCSEDT 

1PSQGRPAGLGPTKPVSIESTYL 

QSPQRLKQEWATEGKIQKLPPQ 

IQVVNFQVDSSPSLPLIMVPEH 

MHVS 


15003 


45371 


B 


15090 


1 


777 




15004 


45372 


A 


15091 


26 


336 


KISPMINVFCSESSPSGERRGA* 
TPPSPQSPPCGPKPSS\PPSCSPSR 
NYFLLFQGLCAEHPALAAPAAS 
VGTCPSPASGTHAAAPSGPWRG 
RCVHSGPGGRLW 


15005 


45373 


C 


15092 


46 


423 




15006 


45374 


A 


15093 


1773 


2219 


ELDYLYCSNSSAQCPGALLPSL 
ALPGPAGSARQAGSPARRLCAP 
VQPSGRWPAPGGPGFPGSSCPA 
SPTRQ*LLTSGSGCPRPCHHPSG 
PPQ*QSTQAWDWVILGPGAHG 
PSGQRCERCLPSRPSGPQTHSG 
VGSEPRAVRGPGVSFV 


15007 


45375 


B 


15094 


1 


7916 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15008 


45376 


A 


15095 


16 


545 


GLPWRQHVRVEECGRS/PLRPC 
SPGTPSPS*PLPAATRGPATCQS 
LSGLQPEKTT/S PS/C A A VAHER 
PPGPVPQCPAQGTGLIF*EGWT 
QPQQIRQGPHPVAHEXCAHDLQ 
QA APGPGG AHQG/PSQPG *PDR 
QPDAERAVVHPGAQ*DAEIQPG 
LPGEGGPLATRTERSPAQRPSP 
QARG 


15009 


45377 


A 


15096 


320 


1167 


MDLKTAVFNPARDGKLRLLTK 
*\MASKSKEEVSSLISEKTNGAT 
PLLMAARYGHLDMVEFLLEQC 
SASIEVGGSVNFDGETIEGAPPL 
WAASAAGHLKVVQSLLNHGAS 
VNNTTLTN STPLRA ACFDG HLE 
1VKYLVEHKADLEVSNRHGHT 
CLMISCYKGHKEIAQYLLEXKG 
ADVNRKSVKGNTALHDCAESG 
SLD1MKMLLMYCAKMEKDGY 
GMTPLLS ASVTGHTN 1VDFLTH 
HAQTSKTERJNALELLGATLFT 
QKEISCDESGRTRD L SPRRKPPH 


15010 


45378 


A 


15097 


187 


623 


KLKTQK.NNIGPQACNSQLASVS 
TRSPPPTLSVPIIMTDDSQASQL 
LL A A VTI R K.L WSRMA PML ALP 
TGQSGQTGAEGQGKEGERGQS 
PCWKPRLDPKLC/EPRQPAQLL* 
ADVCTGP/CGVRGCPADCRLPC 
LSPSSAQQPKEASRSA 


15011 


45379 


A 


15098 


789 


1041 




15012 


45380 


A 


15099 


707 


1373 


SA WPSCI 1CCH LDILSR/PGDDA 
CSVQI L VPGLKGDAGEKGDKG 
APGRPGRVGPTGEKGEKGDSG 
DIGPPGPNGEPGLPCECSQLRK 
AIGEMDNQVSQLTSELKFIKNA 
VAGVRETESKIYLLVKEEKPYA 
DPPLSWQGRGGTLSMAQDEAV 
HGLKGAYLGQARLGRGFIGIHR 
PWKRRAPLLLF*TLSPLRSF*KG 
DGGGNTQKGSRKKRELAGQIW 
GPCIRR 








15100 


79 


420 


WRRLFLLGVLFRGYLGCLRSRS 
VLGRLKVSDMRIFFFACGCGHL 
STLPSWPLRPSLWLRL*EEQELP 
SLSVPSSGRSASRLL*LGWRGF 
GPSPSPRLTVQFSGGRRAQGPS 


15014 


45382 


A 


15101 


3 


284 




15015 


45383 


C 


15102 


83 


112 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


[5Q16 


4g384 


= 


]S103 




3Q3 


EEQELPSLSVPSCLWGPCPRAG 
WLHSLHWPVSHSFSATSTFGM 
AIWT*SLASGIKPQSSSKVSSRIQ 
VPPTM 


15017 


45385 


B 


15104 


112 


462 




15018 


45386 


A 


15105 


326 


1323 


DRKAINLQVKLEG A V AL* KP\G 
EAQLEFGKALGLFQ\STLGHHF 
VNNKEKILGDF\QEATLQAATK 
LTRGRSLVMENM EQLLSMRME 
DQSQRNMPLSVVLIREKAHSPF 
ENRKQEQGEGASPENFRAR\QG 
*FLAFKAAPPA*AASGPAAQER 
SVQEPSVNAPG*IPEGGLHTLA 
GVHHE*ALAWCSPLNKPRFLW 
KRLP/SRTFHFPVEDESAPGSKP 
SGDLLTLLLGGNAAGDFKLKAP 
CLVYPSENPCFLKGSFK.PNLPL 
VWCSHKKAWVQPG*QSETPFQ 
KKKKKKKKAWVTM SLFQEWF 
LHFCSTV E/ARCTQ YDLP Y K.GL 
PILDSTPGHPGC 


15019 


45387 


A 


15106 


3 


375 


I IASAHASGLQOSYQAVKEKSS 
EALEFMKRDLTEFTQVVQHDT 
ACTIAATASVVKEKLATEGSSG 
ATEKMKKGLSDFLGVISDTFAP 
SPDKTASTAMSSPYDGTKARLY 
SLQSDPATYCNEPDGPP 


15020 


45388 


A 


15107 


184 


377 


YCTNNQKVN*TKEI1TKRKTPSR 
QKKDSAFSPSHPLTEGLKWVND 
LTLSVSLTHDGFVWRRGKGV 


15021 


45389 


A 


15108 


3 


816 


SWEDVG WWRSWLQQS YQAVK 
EKSSEALEFMKRDLTEFTQVVQ 
HDTACTIAATASVVKEKLAIAA 
CSRGACFLCPFS1QTEGSSGATE 
KM KKGLSDFLG V ISDTFAPSPD 
KTI DCD VITLMGTPSGPAEPYD 
GTKARLYSLQSDPATYCNEPDG 
PPELFDAWLSQFCLEEKKGEISE 
LLVGSPSIRALYTKMVPAAVSH 
SE/TFWHR\YFYKVHQLEQEQA 
RRDALKQRA/VSGDSCT*SGVL 
TNE*KGSWVRDTERVRSLPLQT 
FSEGVGWREC 


15022 


45390 


A 


15109 


1 


281 





1906 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15023 


45391 


A 


15110 


1 


1194 


MGFLHLGQAGLEFLTSGSSTDI 
SEDWEKDFDLDMTEEEVQMAL 
SKVDASGEPFCFWKGYPGGEL 
ETL1RLLQKLFFLKTDPAFVLSP 
STLVKLHLWGNEG LQESLESLV 
LHDAALVILVPNLEKKGEISELL 
VGSPSIRALYTKMVPAAVSHSE 
F WHRYF Y KVHQLEQEQ ARRVA 
RLKQRAEQSISEEPGWEEEEEE 
LMGISPISPKEAKVPVAKISTFPE 
GRTLAPQSPCEENLVTSVEPPA 
EVTPSESSESIPKSPLPTRALGTD 


15024 


45392 


A 


15111 


213 


1031 


AGNKPDPWAGRNRTAVLPDVS 
VFHREDVGWWRSWLQQSYQA 
VKEKSSEALEFMKRDLTEFTQV 
VQHDTVCTIAATASVVKEK.LA 
TEGSSGATEKMKKGLSDFLGVI 
SDTFAPSPDKTI*\RDVITLMGTP 
SGTAEPYDGTKARLYSLQADP 
ATLLY*P\DGPPELFDAWLSQFC 
LEEKKGEISELLVGSPSIRALYT 
KMVPAAVSHSEFWHRYFYKVH 

t s ^LCt s ^Ct^Ar\lMJALrvl^tV/\E.t^olr E 

EPGWEEEEEELMGILP1FPKEAK 
FPLAKISYIP 
















15026 


45394 


A 


15113 


98 


467 


















15028 


45396 


A 


15115 


16 


94 


RCP1ASEASWTITD*RCPIASEAS 
WTITDALGNSYSGGMAF 


15029 


45397 


A 


15116 


95 


1 15 


IIRHLCND*TPREGCLPSP*PAW 
SDTFETWVNNQASLQ 


15030 


45398 


A 


15117 


3 


282 


LKPV1TCLLQLGLLKPINSPYNS 
PTLPVQKPDRPYSKPNSLP*LNP 
SLLQRNYTSIFLLTLNMPSISCT 
TMLLYGQKEISSLHKGPPSLMP 


15031 


45399 


A 


15118 


548 


1401 


SCTPCWHLTGRLWGITAVRQK 
RHVLSVDPKLRHQSRTGKAAFP 
WCLIIAGTPL*LYTHVSRVSDH 
AGMPALVLHPLQQVPLFWGRG 
NTL*KD*SLLSLAC/VQHGLLKP 
INSPYNSPILPVVKPDKPYKLVQ 
NLRLINQl VLPIHPVG E AP VPLE 
TGGKSGKDCILWFECHLSHNTI 
EHQVSSSTFRIVVATGVLVSLH 
PQLYMAQNRERHAECLGESKG 
REQESLSGNPENSRFSLLTSRRY 
LYKSTRTIVLLGLAG PLKQKKL 
RSQHPSLYKYLQSFRNKDSYR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


■ is032 






l5|]9 


|44 




WQVPLFWQPFPEPLELWPKA/H 
LTDSFPDLLGLAAED*RCPIASE 
APCTQV1 


15033 


45401 


A 


15120 


449 


667 




15034 


45402 


A 


15121 


2 


111 




15035 


45403 


A 


15122 


323 


401 


LLLGLAAED*RCWIASEAL*TIT 
DAK 


15036 


45404 


A 


15123 


2 


593 


CTLPSH *N L 1TLTPLN AN I PSHG 
ML*KD*SLLSLACYSTAF*GL*T 
PLTIPPFYLFKNQTRLTG*FR1CP 
LSTKLFCLSTPWCQTHILSYPQY 
LPPQP1FLFWISNMLSLLFLCTL 
YPSLSSLSLGLTLTPIRLSKLPGP 
YCRKPSQTAPTSNHPSSFSGSW 
YSVETSYPLSSSIFRKGRTDSWS 
LKDTPHQAQPPT 


15037 


45405 


A 


15124 


354 


630 




150j8 


45406 


A 


15125 




354 


RFLVSLMLPPAVVMLNHCYSLI 
FTNALVKRLFAWNMLSELATC 
AG N LATGPRNARSPGFLLSCVP 
SVRDPTGNQTVQLTWQPLPEPL 
ELWPKA/HLTDSFPDLLGLAAE 








TJ!^ 


^77 









4li5i 










RDQLQCLQLWDAGACYTCWK 
SATGPRNAHSTVFLLSHVPSVW 
DPTENRT V HLTWQPLPEPLEL W 
PKA/HLTDSFPDLLGLAAED 


15041 


45409 


C 


15128 




462 
















PCQTTQGRLLTAGTPL*SFTHVS 
RVSDHAGTPALVLHP*RQVPLF 
WG RGNHI SGTQELPNT*TA V/V 
QAF/LPEPPPTG/CLLHVPEIWPL 
GQGMPAGQDSS 


15043 


45411 


A 


15130 


242 


522 


RLVWPTATQRAWSQSEAAAAK 
TVDLALSARNSATGPRNACSPG 
FLLSCAPSVWDFTGNRTVQLTR 
QPL PEPLELWPKA/HLTDSFPDL 
LGLVTED 


15044 


45412 


B 


15131 


1 


1080 




15045 


45413 


A 


15132 


1 


642 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


15046 


45414 


A 


15133 


245 


1033 


TA LLLTQSLFGGL FTQTRM KFG 
AVTRIGGPPLGDQSPVLLFFVPR 
ERSTYDLGPQTDQPKKHLTNFK 
STSFVFSSC1PPP*PSS1SLLPPW/T 
TDHAPLTISL/TPSPLPCSMPIS/ 
ASHSML*KD*SLLSLACYSMAF 
*SL*TLLTIPPFYLS*NQRRFTG* 
FRICALSTKLFCLSTPWCQTHIL 
S Y PQYLPPQSI ILFWISNVLSLLF 
LCTLHPSLSSLSLGLTLTPFRLS 
KLPGLYCRKASQTAPITSVKPK 
FLPYLLPISA 


15047 


45415 


B 


15134 


146 


556 




15048 


45416 


A 


15135 


1 


555 


LTSFLHCCLSHHYHGAQIHPRH 
FLHLICRCHCHQYCHHAYLDPC 
PQDSHHLHWCWQPLPEPLELRP 
KA/HLTDSFPDLLGLAAED*HCP 
IASEAALPPCFPRPDM1TSRLQL 
QRRRQTALGVRYRNATYRTRT 
ASTNSLRPRGSPFPLALVTNDR 
QVRSQLALWKRDRLLQLSPINR 
AISESSFT 


15049 


45417 


B 


15136 


1 


555 




15050 


45418 


B 


15137 


499 


769 




15051 


45419 


A 


15138 


752 


1111 


MQPTIGNSQSVSRPTA*MPLAE 
SHPITQLVGTVTTPRVTPLSIRH 
PWRCRSANAGAMILTMKQLAI 
VMRVYQHQVRRSMRPGRNGA 
RSGMSAVGAYYSSCIRVMTAL 
QSCTGDDEAVLL 


15052 


45420 


C 


15139 


1 


632 




15053 


45421 


A 


15140 


1 


375 


PGVRGAQGGPSIPRQCEESAIGP 
KFAWIISSFHWKQGMFNMEAP 
SSLFFVNMCAVKKQTTWGRPD 
RGF1WQPLPEPLELWPKA/HLTD 
SFPDLLGLAAED* HCPIASEAPA 
L V YTAG LHCFSKPSQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15054 


45422 


A 


15141 


1 


1340 


CSEYEDSSPAPVPATDLSSTLSS 
SVPQPQDTGTSQQLHPLDPWHE 
LLRAQELQGATNHKGYSHAEH 
EHAGLGVQGGNGALAFSNSGH 
RHAVPTISSGTGRRRTPSSSAFG 
LLNLHQWFVSGFQAFSDRLKA 
ALSASLLLRFGDSDWLPSSSAC 
KCLMLGLHFVIVGNICATLKEK 
YSSMLHLDVTMKKNGEKRTRL 
QKRKKGMPPHPAYEDLNIAAIT 
LPANVVLHQPSGFRTSGQLDPV 
W WSLDTDAHE 1 WCQDPGLGSG 
DFPWEITPLSSYSLLHEKDPPTT 
SG PQTDQPKKHLTN FKSKTKET 
GFIHGPKTPAPVTDWEGSLPLV 
FNH\SGTPL*LFTHVSRVSDHAG 
MPALVLHP*RQVPLFWRRGKI* 
LTSPSRCTIIEKSCNSLPPL*DKP 
QPHLQHTRTSKCLNRSGQAF/L 
PEPPPTG/CLLHVPE1WPLGQGM 
PAARDSS 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15055 


45423 


A 


15142 


2 


2107 


IDMIFTPGPPSTPKHKKSQKGSA 

FTFPSQQSPRNEPYVARPSTSEI 

EDQSMMGKFVKVERQVQDMG 

KKLDFL VDM H MQHMERLQ VQ 

VTEYYPTKGTSSPAEAEKKEDN 

RYSDLKTIICNYSETGPPEPPYSF 

HQVTIDK.VSPYGFFAHDPVNLP 

RGGPSSGKVQATPPSSATTYVE 

RPTVLPILTLLDSRVSCHSQADL 

QGPYSDRISPRQRRSITRDSDTP 

LSLMSVNHEELERSPSGFSISQD 

RDDYVFGPNGGSSWMREKRYL 

AEGETDTDTDPFTPSGSMPLSST 

GDGISDSTVPLFLSSEILQKQVG 

QSITSMLGFLSRGPSMKLCMGL 

ACVLSLWNTVSGIKGEAKKEK 

GMTFLPTTDSKKFFSLLSVTSYS 

SFAFHKFSVAVYMSNLKTVDP 

AKFPTRYCYCLNNRTNDLSDFT 

ALLVDIIGNSTSYLTEIFKSTSIL 

SVNQSNESDCIFICVMTGKSGR 

NLSDFWEIEEKYP1INYTFTSGL 

SGVLALLLTQSLFGGLFTRTRM 

KFGAVTRIGGPPLGNQSPSSCSL 

LHEKDPPTTSGPQTDQPKXHLT 

NFKSAARPTFLGQGQVPLNPFS 

FTLS/EQVLLS*AARTPQSL1STP 

QPLISVPQSLISVPQPLLYFSGG 

QEPPPPPLLCVSSLFSRLASFTM 

GAFTHGTQTPSPTKATAPRYPQ 

TG DLS AE WPFTAGEEP VL VPRP 


15056 


45424 


B 


15143 


1 


930 




15057 


45425 


B 


15144 


401 


1093 




15058 


45426 


C 


15145 


1 


843 




15059 


45427 


A 


15146 


1 


498 




15060 


45428 


A 


15147 


112 


669 


SLQGRLSDYTPTFQGCQTTQGC 
LPWSFTLCSKSRFSGEGETRFK.R 
IKACYHSPATAWPFKAYKLSLQ 
FPHFTCRKTRQALQVSSESAPY 
QPNCFAYPPRGAEPIHSPILNTS 
LHNPLFCSGSQTCFLY/SFLCTL 
HPSLSSLSLGLTLTPIRLSKLPGL 
YCLKSSQTAPITSVKPKFLPHLL 
PISA 


15061 


45429 


A 


15148 


957 


1100 





1911 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15062 


45430 


A 


15149 


303 


2028 


LGSGDLPWEINPLSSCSLLREKD 

PPTTSGPQTHQPKEHLTNFKSD 

KGDMFYPWTQN/Y QCRSRTGK. 

AAFPWCLITAGTPL*LYTHVSR 

VSDHAGMPALVLHP*RQVPLF 

WGRGKLLLARPS*VPILPQPLLL 

HPIIFLSPPLLTPGPAYSFVL*LA 

LPHLPSNLLLKRWLEPKA*SSM/ 

TLKGLKPV1TRLLQHGLLKPTN 

SPYNSPILPVLKPDKPYKLVQD 

LRLINQIVLPI HPVLGIIGLTSSV 

RRDAGQDLKRDRAEFLLGDEV 

HHPHRRRIAEARRLLLGQHFDP 

LHRL1GQVLELGEARYAPPVEQ 

HHRLAPARRTGQRLHPLEQFG 

QAGRAQRRNRLGIEHRDRLDRP 

DDGAGNALAGDGDFRRGCLFA 

GIGIRPRYCRYRQSQDDRRPSH 

AAPRPRALP1PHRPATPIADVM 

VMFSVA1MSQLRLVLRHIDGIS 

RWPPAVVFJTDVK.1WLVYPSDD 

CRI RSNDRDDMQGEAPAMSMN 

AAARVGDPIGHSFSQGLFGEAL 

DGLFFARRSEVDMRAGNLGRLI 

ARGLSGGRWTPADGQLTLGSR 

DVFINGPPATMTIRSTGQCRQH 


15063 


45431 


A 


15150 


653 


1076 


RSKYPN L VSLCPSPLFPRPDLLS 

LWPNPLFLHPNLLYLCAP1PYFH 

APTSYLCTPTPYFHDPTPFPLFW 

KELATSARNLATRPRNACSPGF 

LLSCVPSVRDPTGNRTVQLTW 

QPLPEPLELWPKA/HLTDSFPDL 

LGLAAED*CCPIASESP*TSDILG 

RDTLLLALKVQTVVLQTACGE 

GHVAGNCGRPLETEGSLQLTAT 

KKLRDSVLQPKSPEFCQQFTRA 

WNRTQVPDETEAPAGTYAAQS 

GDLPWE1NPLSSCSLLHEKDPPT 

ASGPQTDQPKEH LTNFKSGFRG 

VRPRRDACLGPSPLAASPAFLG 

KGQVPQPLLSVSLPLLRLSGGQ 

ETPNPFSFTLSGKSAFLEEQVPQ 

PRJSVPQSLISTPRPLISVAQSLIS 

APQPLI SLCPNPLFPCPDLLSLHP 

NPLFPRPNPFPAFLEGACYKCQ 

KSGHQAKECLQPGIPPKLRPICA 

GPHWKSDCPTHLAATPRAPGT 

LAQGSLTDSFPDLLGLAAED 


15064 


45432 


C 


15151 


234 


449 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15065 


45433 


A 


15152 


2095 


2663 


LGLGDLPWEINPPSSCSLLREKD 
PPTTSGPQTYQPKKHLTN F K S A 
CFERJKACYHSPAKAWPFKAYK 
LSLQFPHFTCLKTRHAI/PS*FSD 
LCL1NQIVLPIHPMVPNPYTLLC 
SIPPYTMHYSVLQLIRAFFTIPLH 
P*\PSLY*VSLGLTLTPIRLSKLP 
GLHCRKASQTTPITSVKPKFHP 
HLLPIST 


15066 


45434 


A 


15153 


678 


1189 


LGSGDLPWEINPLSSCSLLCEKH 

PPTTSGPQTDQPKK.HLTNFKSE 

TKETCF1HEPKTLAPVTD*GRQP 

SLGV*SLQGRPL*SFSHISRVSD 

HAGMPALVLHP*RQVPLFWGR 

GKYPNPFSPCLLPLLCFSGDRG 

K.YPNPFSPCLYSFSAFLGTGQVP 

QPLLSLSLPLLCF 


15067 


45435 


A 


15154 


649 


1428 


QCI SELQFLLASTVRQTPATSPA 
HKNFQTPELQRPGVPPEPPPTG 
ACYTCRKSGHWAKECPQPGIPP 
KA/HLTDSFPDLLSLAA\ED*HC 
PIASEAPETITDAELPVTLTVEA 
HLHPGEINSHVAHTKPVWWSL 
HRDAHE1WCCDSDRGTSLRRPI 
PCPPALCSVTK.IHLRPQVLRPTS 
PRNISPI SN PA APHQAELG PNPS/ 
SSLCSSTL*SFYHLPSSHLVWLT 
VSFRD 


15068 


45436 


A 


15155 


240 


1208 


LRSGDLPWEINPLSSCSLLREKD 

PPTTSGPQTHQPKEHLTNFKSC 

KQ/DLFLLSSPTSLT1PQPLSPFN 

LG ATLQSLPSLNFN SFHFL VETK 

ETRF1RG PKTP AP VT/ VLGRQPS 

LGV*SLQRCLSDYTPTFQGCQT 

TQGRLPWSFTLSGK/CPLFWGR 

GNTL*KD*SLLSLACYSMGLLN 

PINSPFPSSHFTCPKTRQAVTS* 

VQDLRLINHIVLLPIHPGGAQPH 

TLFCPQYRPVVLPIILFVYVKHA 

FFTIPLQPLI PSLSLPSLRLTLTPI 

RLNKLPGLCCCKAFRDSPHYLN 

QAQISSSSVTYLGIILIKAHVLSL 

PIVSDW 


15069 


45437 


A 


15156 


1174 


1623 


KFGLVQLTLGKPLPEPLELWPK 
A/HLTDSFPDLLGLAAED*HCPI 
ASEAPYTIVTDAELRVTLTVEGK 
SVPFLINTEATHSTLPSFQGPLSL 
AS1TVVGIDGQASKPLKTPQLW 
CQLRQYSFKHSFLVIPTCPVPLL 
G*DTLTKLSASLTIP 



1913 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Dnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15070 


45438 


A 


15157 


1 


1610 


MGLGKSLCILKDAVLALREIKG 

1SFQYAPNTNRLWGYRQAKQT 

Q H L SG I STLDCPQR YNG D DTG S 

VWALEPSCMLWACPLVFPSEIY 

YFISEDVWKHLDAQEKFAAVM 

GPSRRTSVRAVWKGNVGLEPP 

HRVPTGALPRVAVKRGPLSSRP 

QNGRSTYGLHCLKDTPTQEDW 

LVSVLPEGSRVGVDPL1IPTALG 

HGRTTFLKVLDFQGPAPCPAA 

MGVRLMAGPQCVSSDYWKKM 

AKVLRSAGHHL1PVKENLVDKI 

WTDRPERPCKPLLTLGLDYTG1 

SW\KDKVAD\LRLKM\AERNVM 

W\FV\VTALDEIAWLFN\LRGSD 

VEHNPVFFSYA11RD*ETFMLF\I 

DGD\RIDAPSV\KEHLLLDLGLE 

AEYR1QVHPYKSILSELKALCA 

DLSPREK.VWVSDKASYA/V*SE 

Tl PKDH RCCMP Y TP1C I AKA\ VK 

NSANESEGMRISDEKSAGNLTED 

PFYVIDRTLITTGVVCNSTEKSS 

LMSVASADTAENLWHLFFHILP 

SERALTRKLRVLKLGPVNYSVQ 

NPTAQLHQQGPHLGVA 


15071 


45439 


A 


15158 


1 


756 




15072 


45440 


A 


15159 


1 


1677 




15073 


45441 


A 


15160 


1220 


2620 


GPTEPHTGELWLESGGCPSGTK 

LPEEGTGSNLCCSTASAGDTQA 

NRVCSGPPTNHSRPAADRPVRR 

KINKQKTATSTSTKRTSTQRPH 

PKVTNDHSSSPAREQNWMEN\E 

FDELTEVGFRRWVITNSSELKK 

HVLTQCKEAKNLEKRHSLGTK 

EPAALKGRTQYWQDSSPADLR 

PWLCATLLKQYKPTVFSHSTVA 

VHPRAGFLNLSTVDQHPVLDEP 

IAEAVCIIADTNKWSVQVATSQ 

RKVPHNLKLGQDVLVSSQVSSL 

LQS1LQLYKLHLPADFVGDILLD 

NNLKCVFQLGSILPVTFRSHDP 

YDGEGTDELRTAACSPDTEQLA 

RQSGTYPVSLGQATVLEDSKA 

ALPGLGPTLMAVTVVTTEAAV 

DMVVGDRGEERGGTLVAPGTR 

GLTEEIWFPVPSPSRWWSSHPV 

V AFITLAK YG PTSSPPV FHHG PN 

1IRHGAQGAASAGDSGSSSRCD 

RLPCRQNA 



1914 



WO 01/075067 



PCT7US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15074 


45442 


A 


15161 


666 


1536 


FSSAGDTQANRVCSVPPTNHSR 

PA A DRP VRR.K VN KQKTATSTS 

TKRTSTQRPHPKVTNDHSSSPA 

REQN WMEN\EFDELTE VGFRR 

WVITNSSELKKHVLTQCKEAK 

NLEKRVRVNCLIARIT* P* RRTI\ 

KTLMELKNTARE\LHEAYTSINS 

WINQAEERLSEIEDQLNEIKRED 

KITEKMKNSTTVRVAASMQSK 

LLQGVAEEGPLRLTRSASFSAEI 

SMCHQWLFSTFGNGKSRNRYH 

CEKAHIEGNQLVEETGRAFKSR 

HRYGTGPLHKPEIHEYTELHHV 

LMLQGKC 


15075 


45443 


C 


15162 


104 


364 




15076 


45444 


A 


15163 


162 


467 




15077 


45445 


B 


15164 




1122 




15078 


45446 


A 


15165 


188 


456 




15079 


45447 


A 


15166 


485 


1580 


GEGYKADLAAATVECP1CQQQ 
RLTLSPQYSHIPQGDQPTTW*Q 
VDCIGPLLKGQRFVLTGIDTYS 
GYVFAYPVCNASAKTIISGLTE 
CLIHCHGIPHSIASDQGTHFMA 
KEVWQWAHVHGIH*SYHVAD 
YPEAAGLIEGWNGLLKSQLQC 
QLG DNTLQG WG K VLQKPM Y A 
LNQHLIYGTVSP1ATIHGSRNQD 
WNGSSLRGWTFT1LFTAPRREP 
GTY I ASDQRTHFMAK.EV WQ W 
AHAHG IHWSYH VA D YPEAAGL 
IEGWNGLLKSQLQCQLGDNTL 
QGWGKVLQKPMYALNQHLIY 
GTVSPIATIHGSRNQGMEVEVA 
PLTITPGDPQAKFLLPVPMTLCS 
AGLEVLVPEGGTLPPGHTTIPLN 


15080 


45448 


B 


15167 


10 


2352 




15081 


45449 


A 


15168 


2 


497 


WKPIAMRKSRRRQEK.LLPVQK 
EGQPKEGEREEGGPVQAQKVP 
N RLHLH WTT/HLPSFFQL PLLLD 
SLWRALKFVVLEAIVKMIRFNG 
VLGKCEAIRAQALHEGGPPLPL 
AVFHNRRLQIVACSRISARLRGS 
PPPKSNNEQSSLSTDLRTDSQRL 
PPLSRNAQQKG 


15082 


45450 


B 


15169 


1 


1911 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowii, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


15083 


45451 


A 


15170 


1 


1569 


MPIGKVGEYYIKGTLRATKESE 

QQSSALELSSDRVYLNEKEPGD 

QPWNAAFVFRGCGVALALRPP 

HLGWGEPRWAGFRGAFGFPFS 

TLNPSNWSLTLIIQGCKQEGFYS 

PSMRPRVVPK.RGSAPKVRAEEN 

AALPSRCPPGPLPVAQPRGLLM 

GAHVSSAPAVGVGAASCHRLC 

PGFPDRPRPTLRSCIMNAVVGG 

CDLRGQVYDPTGGWANEGTR 

DLSAVQGVPNHPGGRPCPTPQS 

SRQLPVVSRRPVVRPGGEAPPP 

LDILPAALALHQSLLTPQDPRE 

DRPSPADLWAQDSWVGQPQEL 

PVGSRVRTGTEPDTHSGSVCTS 

RQGKDGSGPLARESSVRVILQG 

PSSAWMMFPEYTPGPRARAGT 

AVVGAMARQTVNVCLTKVRL 

QHPEG 1 PG GGRGPL V PKPVCTC/ 

IVDVKGSRV\WHVHICMSMGC 

KJi VCJ^UUKb VOb WKiYlL- 1 J\\J\l i 

PKLARQASIELPSMAASSTKSW 
WETGEVQAQSAAKTPSCK.DIV 
AGDMSKKSLWEQKGGSKTSST 
IKMDSVTT 


15084 


45452 


A 


15171 


328 


641 


i i P<sAPi?r,Pcr<;ri op 

LL.1V1 i\o W c>L.r 5Arl\.Or ov-^LJL^r 
\J Y rtK 1 LoWrl^ 1 trvrorV oriK 

LLVLATAMLGSSME/RLAG*LG 
GPASGLDGLGVLFQPL1NLGDG 
QVWLGFLHTVTLLYGAV 


15085 


45453 


B 


15172 


120 


1458 




15086 


45454 


A 


15173 


1 


440 


1QQDSQAPLYSMKETQRANTYL 
VEWEPGAETAFKTLKQALVQA 

PAI CI PTf~:m\.lFC:l VITBRir.lAC 
r/\l_,c>.Lr J OV^JNroL ill clv/\01/\r 

GVLTQTRGTTPQPVVYLKDGEP 

IEHDYQQI1AQTYATQDDLLEV 

PLANPDLNLYTDGSSFVVNGIR 

RAGYAIVSNVTVLE 


15087 


45455 


A 


15174 


288 


376 


NHWLLLTMDPR1QQDSQAPLY 
SMKETQRA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15088 


45456 


A 


15175 


777 


1548 


SKIQRDSQAPLYSMEETQRANT 
HLVEGEPEAEIAFKTLKQALVQ 
APALSLPTGQNFFLYITERAGIA 
LGILTQTRETTPQPVAYLSKEV 
DVVAKVWLHCLRDGEPIKHDC 
QQIIVQIYAARDDLLEVPLANP 
DLNLYIDGSSFVENGIRRAGYA1 
VSDVTVLENSLAAVTLQNRQG 
LDLLTAEKGGLCTFSGKECCFY 
TNQSGISSPLEDTTTAGPFLHPI 
QQEVARAIIGQFPTAFGVSCLE 
GRLRGEASWTSWVE 


15089 


45457 


A 


15176 


1 


1359 


MGPEPKNTHPGSCTCPLACSSS 

HKGFECLAVEQGSYTPVASPIV 

GVKENQEILDLLELKYNQTRSA 

VTRCVLGAASTARJKQAEEGGR 

SRLAESSGLRLPFVLELPALEHQ 

TPSSSGFELLDLHQRLATWSQA 

FNYRLKDTLLASLLLRFWDSD 

WLPCSSVCSWPIVGLHLVIIERN 

Y S YQQGTETV V S S W ATG VS A A 

ASVSATIPINRVQGHCGFLGKR 

CFYCCIGECNHSDHQGPGTVAG 

SWARGVSATASQ1QVDLGKFS 

DDPDRY1DVLHLTWRDVMLLL 

DQTLAFNENNVALAAAQEFGD 

TWYHRPVNDRMTAEQRDKFPT 

Dl KTAAGIPWNH WLLLTMDPQ 

TQRDSQAPLYSM * ETQRANTYL 

VEWEPEAE/TSFKTLKQALVQA 

PALS1LTGQNFSLYVTERARLAL 

GVLTQTCGTTPLYQDELRKKTL 

RHRDSEGSGFNQLEASAD 


15090 


45458 


A 


15177 


368 


5192 


AAPAPQLGLGPCKLASHLLSQS 
HLSQSVRSEAEQKAGASPASSI 
QREPLFKDQLKA PLPEQKRRSL 
LTV PLLTFRAQKCGPG S PL V AR 
GGATDSWLVSEEFRLSDSTAPP 
TELRGQEATGITKPPASLHPQPH 
AWDWARGRDPRRHLLGTPELQ 
EHSEKTTTETLPADMGKLRTW 
ERKEATAGQAAEGAAGGIHFE 
ATSLLRPSSYVPQTQGALSTTY 
KEAKMDRDLHLTPILAAQRAR 
GPRIHSFPSDEM1EPS 



1917 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


15091 


45459 


A 


15178 


76 


969 


KKSTALV1DNGSCMCKAGFAG 

DDAPQAMFPSTVGFPGHQGVM 

VDMGQKDSYVGNEAQSKRS1L 

TLKYPIKHGIITNWDNM EKIWH 

HFYNELHGAPE*QPVLLTEDPL 

NPKDNREKMTQIMFETFNTPA 

MYVAIRDVLSLYAFGRTTGIVM 

DCGHRVTHTVPIYEGYSLPHAI 

LHLDLTGWDLTEYPC1LLFSEK 

CVRI pnnfWTTIP.'MT, WT7Wr"Dl^V 
o Y CLrLJlj^ V 1 1 lUiNc, Wr WLrfcv 

LFQPSFPCMESCRIHQTTINSIKK 
CD V D IRKD\NTVLSGGTTMYPG 
IADRMQKE1TALAPSTMKIKIIA 


15092 


45460 


A 


15179 




451 




15093 


45461 


A 


15180 


130 


227 


LMKMKKVM*RA*KEEERRTPP 
AEDDFEKDLEWLINENEKSDAS 
1 1EVYI ANSIHNN YITKCF AIL 


15094 


45462 


A 


15181 


104 


1715 


KEEERRTPPAISV1PAAAFYTAY 

FL HKQKMNEN KDTDSKKSEE Y 

EDDFEKDLEWLINENEKSDASII 

EMACEKEENINQDLKENETVM 

EHTKRHSDPDKSLQDEVSPRRN 

DIISVPGIQPLDPISDSDSENSFQ 

ESKLESQKDLEEEEDEEVRRYI 

MEKIVQANKLLQNQEPVNDKR 

ERLLKFKDQLVDLEVPPLEDTT 

TSKNYFENERNMFGKLSQLC1S 

NDFGQED V LLSLTNG SCEEN K D 

RTILVERDGKFELLNLQDIASQ 

G FLPPINN AN STENDPQQLLPRS 

SNSSVSGTKKEDSTAKIHAVTH 

SSTG EPLA YIAQPPLNRKTCPSS 

AVNSDRSKGNGKSNHRTQSAH 

ISPVTSTYCLSPRQKELQKQLEE 

KREKLKREEERRKIEEEKEKKR 

END1VFKAWLQKKREQVLEMR 

RIQRAKEIEDMNSRENRDPQQA 

FRLWLKKKH\EEQM KERQTEEL 

RKQEECLFFLKGTEGRERAFKQ 

WLRRKRMEKMAEQQAVRERT 

RQLRLEAKRSKQLQHHLYMSE 

AKPFRFTDHYN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15095 


45463 


A 


15182 


881 


2040 


MKAGWRQTQHLHDAGQLLHL1 

LPGEQGVARVQLRRDAAQAPH 

VNGHVVGVAQDHFWGSVEPA 

LDVRVYCGGKTGGKQRERREG 

RCGVEILMVGERKMNENKETD 

SKESEEYKDESEKDLEGLTNEN 

EKSDASIIEMACEKEENINQDLK 

ENETVIEHSKQLSDPDKSLQDE 

VSPRRNDFISVPSIQPLDPISDSD 

SENSFQESKLESQKDLEEEEDEE 

VLPRSSNSCVSGIKKEDSAAKID 

VVTHSSTGEPLAYI/ASTYK.LAY 

1PPLNRKTCPSSAAISDRSKGNG 

KSN/HGQSAHISSVTSTYCLSP* 

QKEL/QKREQKREKLKREEEQQ 

KIEEEEEKKRENGIVFKAWLQK 

KREQVLEMRRIQRAKEIEDMNS 

RVSKTSLKNKF1QI 


15096 


45464 


A 


15183 


873 


4292 


MVVSLGRVSSLSEDSDPTGRVG 
R*VDCKVDRS1WAGVW1SEDAP 
SEA*EIGGLGRK*MLSGGPQSPS 
KHVHIL*DQDSSSIPEPMGPCCP\ 
PHAPGKEPGTSCSIDTDGKLSG 
VSGDDS*T/GTDGGESEEILLPQ 
*QLPVTLPSLPLPG*VRYTSRSR 
SRSRSTRDPGRKSRP1SGLRGLC 
GDGATS/PLTPRHAPARDVQ/PG 
VSMAFAGDR\GDGGRRGGASQ/ 
PAPPGPAVPRPCAQYSARAMPA 
SGRRES 


15097 


45465 


D 


15184 


1 


2214 




15098 


45466 


A 


15185 


3 


361 




15099 


45467 


A 


15186 


1 


1035 


MKIHKSGGLKATPQLYASQFSG 

VA1LATWGPHRPRNSSTSFSTQS 

KLRRPDESSVDFQKLMLCKEAT 

KKSKEKEPGMAFPQGHLIFSDV 

A1KFSVEEWKCLNPEQRALYRE 

MMLENYRNLES/VG*LFKIHDG 

VL INRARQ YRS VPHRDIG KT* FL 

LPRNQERYSGL*VSVARN*KK 

WP*STHDRNQRVN*VHTGEKP 

QKCNECGKTFSQKSYLQCHHR 

LHTGQKPYK*E*CDKVYSCRSQ 

LKTHRRIHTG\EKAYKCKVCEK 

AF WDNSCLSCQKRVH IGEKPYT 

ALVMHKAIHTGEKPYTCNECG 

KAFSRKANLALYHRLHTGEKP 

YKCEECDKVYSRRSHLERHK 


15100 


45468 


B 


15187 


1 


1347 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15101 


45469 


A 


15188 




1446 


MWRETKRYAAVLLLTPHYSAS 

LLPDW/PNLYLHQSGHHVPGVY 

LKFGVSSNPIYPCVDSAKTVFPN 

APLHDRVQSVRRMGPFKGVFR 

KVFSNLGFEYSLSTWATMGSPG 

SLGVSPFGKTLFVESASGSLDA 

LWPTVEKEISSHKNYQKHSEKQ 

1YDVRIELTGLNALPNISLNFYK 

NSVSKLLNRKKGLIHLLQPFILR 

LCVSLHKNREENLGITIQDVAM 

RLSALPNIVCRLYKKTASEVLK 

EWSTRWDEYTHHKEVSQKALP 

TLSVK1YKKN1CQLLNQNNGPN 

SEMNALITKKSVKSASGYLESI 

AALVEKEISSYKNYTEAFYMLL 

CDVYSHVTEMK.LSSIEQIGNTL 

FVESASGVWRALRPRGKEVNDI 

FIDQIANSVLVDSSKD1CKRFEA 

CGAMVKKENLHIKTRQK1SEKL 

HWPFGAPRLTSLTGPEK.TGKGE 

HPGAKARGELSGAPPLIHTRKL 

SLMSNVETLLLEKLQGYTGAH 


15102 


45470 


A 


15189 


1 


966 




15103 


45471 


A 


15190 


157 


531 


GDHTTFLCLLMVNAEFKYNFK 
Til S* DLLKKDSGQYGHFTIFFRS 
MSIGCFSIYLCIFNFFHQCFAVF 
L VE I FTFL VKC 1 PQ VDSIEDTTFG 
HPEEATPHPFSFFMRLEQFSHIF 
SSWPVSFTAH 


15104 


45472 


A 


15191 


9 


494 


PTDRPRPRALAGARGPPGRAPR 
VPPPAGGPRPSQYGHGGRPNPR 
HGWHDAFCPNNTPYRXERPLDS 
RYLTPGPLDMRGDSGFRTGRGS 
DVGSLKPTDTRRNGKIYLNGS/ 
NVFYYQQRLHPVHRGDGARRG 
FSGRTCLHRM VC * YEQTGHQS 
DQT*KARSAYG 


15105 


45473 


A 


15192 


1361 


2038 




15106 


45474 


A 


15193 


1376 


1906 


LAFPDGMASL1MMSLPAMRTL 
AWAMAVSGNCIPEGQFSALSC 
ADFGISPKLIL*SSSAPN\YLAMG 
1SCPRADDLPEAGTAETDRACR 
SI PQ YGTDLG WYPATA AG PQSE 
SVQGAV*PHRYEAG*ST/VWKP 
LKKK*KPLPRR*LARWQMIRFR 
KPSPLTTSLKLTCAWRFLDFRW 
LE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15107 


45475 


A 


15194 


1 


1388 


MIEHPRRRDNYRQSGPPVADKP 
TTKGEPLISDIVSDAQQANLLIP 
VDETPPVINDEQSTSTPLTTAQT 
MA LA A V AD KN TTKD E K.A DDL 
NEDVTASLSALFAMLPGFDNTP 
KVTDAPSTVLPTEKPTLFTKLTS 
EQLTTAQPDDAPGTPAQPLTPL 
VAEAQSKAEVISTPSPPSISGVT 
RSKMRQREWLVLPPEDSLV1RR 
SNKTSQLPAFNVPLSAAKAAAS 
KPWRASNTACRNSRPSKVCSAE 
GEQWFSASGRGEIHSQSPARDM 
AQMCKLAAEGHFAEARVINQR 
LMPLHNKLFVEPNP1PVKWACK 
ELGLVATDTLRLPMTP1TDSGR 
ETVSGDETYLEAAPLAELHAPA 
GMILPVTSGDYAIPVTNGSGAV 
GSYSAITEPGAGSDVGSLKTTY 
TRRNGKIYLNGS/NVFYYQQRL 
HPVHRGDGARRGFSGQTCLHR 
MVC*YEQTGHQSDQT*KARSA 
YG 


15108 


45476 


C 


15195 


1 


1905 




15109 


45477 


A 


15196 


285 


1706 


YARVHSGRSSIRRSIPVSICIRSSI 

RGCVPVVHCIRSS1RRS1PVDHL 

YQIIHTKJCHTRCPFVSDHPYEE 

APDYSASLLPDWLPVPSSKVVI 

TYPGFTS1CGYYTTSSKACFSVF 

AWCFVTSDVPGRFSDEDEDDSE 

MWSLTALMGVMGGWKTSARS 

EVSILCSTSSKVIHSSYPYADRA 

FQ V WSLDARFA HINKPFG VDRF 

SGEAPSRAITTMYGVKVLNRPA 

TGTAH RL VPPD VPVHPHGGESN 

KPRVQTTVSSGISRLSIPISASAL 

QN VPDKTH DISNITDTV YHCPL 

SQSSRWYWRFVPVRSPPLSNGQ 

TAVRPGGSRAGAAGGPLSEYS 

G SG FG VMK WTKDQLTVTVK V 

HHLPEVV EFLY YKQGG WLSVL 

FGNDERKLNGHYAVYYVLSRE 

K.GTK.CWI/TDSMDYRQR/PAPT 

NDA ET YEFINELG A RKTTVVPI 

GPLHVTS/DEPGHLRLFVDGENI 

IEANNE* IHRTQC 


15110 


45478 


A 


15197 


3 


1396 




15111 


45479 


B 


15198 


1 


1399 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15112 


45480 


A 


15199 


283 


796 


FVGVKSAGNRLKT1DELANESR 
SSVGLTQAALKTLESSG AIRIER 
RGRNGSYLVEMDNKALLTHVD 
INNVVCAMPLPYTRLYEGLASG 
LKAQFDGIPFYYAHMRGADIRV 
ECLLNGVYDMAVVSRLAAESY 
LPQKGLCLAL*LGPPPYVGE\YQ 
L*QVKAKSEYVKRVGHV 


15113 


45481 


A 


15200 


48 


3376 




15114 


45482 


A 


15201 


49 


681 


DPGADRRGSVWGLSDLRNTYN 
ALYLTHSGRLSECPTPANEEKE 
PTN HNRTLTNQTQKEKKKTRT 
KDCTTRNKN STRPG SGII AGPS Y 
YTVAGPPSAIDPRWLRPTPPAL 
DPQ*MPHTSKRGKRADQSQPN 
ANKPNTEREKKDKNEGLHHKE 
QEQ\QRPG SG II AGPS Y YTV AGP 
PSAIDPRWLRPTPPALDPQTEPL 
IFQQLEIDHYVAGLTHEVMSLS 
H LTL VMRWGS VS A AHLA H W A 
RCRW1STELTPNSITSTSSPLKD 
CSSSPAMEQSWLENDFDELTED 
KKTCLCDH 


151 15 


45483 


A 


15202 


3 


587 




15116 


45484 


A 


15203 


3 


774 


M VLM AGFTAGN EKGELVVLG 

RNG SDY S A AVL A ACL RADCCEI 

WTDVDGVYTCDPRQVPDARLL 

KSMSYQEAMELSYFGAKVLHP 

RTITPIAQFQ1PCLIKNTGNPQAP 

GTLIGASRDEDELPVKGISNLN 

NMAMFSVSGPGMKGMVGMA 

ARVFAAMSRAR1SVVLITQSSSE 

YSISFCVPQSDCVRAERAMREE 

FYLELEESLLEPLAVT\ERLPII\S 

VGSDGNPPPCGGISPKFFVAALA 

PRPISKFVALCSG1PF 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15117 


45485 


A 


15204 


1474 


1511 


HS*VPANLYMELKACFTGA/NE 

KGELVVLGFfNLAVSYFIALAAS 

L R A DCCEI WTD VDG V YTCDPR 

QVPDARLLKSMSYQEAMELSY 

FGAKVLHPRTITPIAQFQ1PCLIK 

NTGNPQAPGTLIGASRDEDELP 

VKGISNLNNMAMFSVSGPGMK 

G M VGM A ARVF AAMSRARTS V 

GLITQSSSEYSISFCVPQSDCVR 

AERA MQEEF YLAELKEGLLEPL 

AVTERLAIISVVGDGMRTLRGIS 

AKFFAALARANINIVAIAQGSSE 

RSI S V V VNN DD ATTG VR VTHQ 

MLFNTDQVIEVFVIGVGGVGG 

ALLEQLKRQQSWLKNKHIDLR 

VCGVANSKALLTNVHGLNLEN 

WQEELAQAKEPFNLGRLIRLVK 

EYHLLNPVIVDCTSSQAVADQY 

ADFLREGFHVVTPNK.KANTSS 

MDYYHQLRYAAEKSRRKFLYE 

H1MTFVSPH1RPLIERRGRSSTRD 

KWCARPSTERQQDNSAARILSC 

QQGNTSFEHTSSIRVGTTNSLN 


151 18 


45486 


A 


15205 


198 


462 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15119 


45487 


A 


15206 


31 


1981 


RWLMRGMGIALPAAMASTVSP 

STI A ETPEPPPLSD W/LRASG/D V 

WVHLLGLDPH LSSLLLSICLFSR 

SLIWIF*LQP*SV/ALAFQMGAS 

LFASNIGV1EGEGPQAKPL*CLT 

VSYFEMLKNLNAQGPKGKLSP 

CQCLSLQVMTMPEYLKKRWTL 

GQRSQWPQMHVSFSS*LFPF*A 

DIFAGAIFIKQPSGEGKYMRTH 

G*NALVLFFLSLGGLEVVIINIG 

CLRFQ*DISFYSDAFLAFNEVGG 

YESFTEKYVNATPSVVEGDNLT 

ISASCYTPRADSFHIFRDAVTGK 

GR*LPLKSSPGLFHECVTFSRQV 

IVQRCL\CGKDMSHVKAACIMF 

LFV*WLLVLPIWASLDSLLNSSP 

DMVACVVPSECVISTLSGLARQ 

CPATNQCLYPFPAPGLRGLMLS 

VMLASLMSSLTS1FNSASTRTK 

AQWK*L*CFCLMFK.LCCFLLRI 

FVLLLTVVS1VWVPLVQVSQNG 

QL1HYTESI***LT*ISFSYFLNILI 

FFLLLLQGAFWGLMVGLAMGL 

IRM1TEFAYGTGSCLAPSNCPKII 

CGVHYKYFS1KVPFYYTIANICL 

LLMHFCMVPVQLYRLCWVLR 

NTTLTRISSSFVP1FCNHLLIFVP 

DYPEKSRGCLKKAYDLFCGLQ 

K.GPKLTKEEEEALSKKLTDTSE 


15120 


45488 


B 


15207 


1 


1392 




15121 


45489 


A 


15208 


57 


1523 




15122 


45490 


A 


15209 


473 


589 


LPRQL AL SC V VHCQTL VPAIRCI 
DWGWLF*W*SVTPVM 
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SEQ ID 

NO: 


SEQ 11) NO: 
or peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15123 


45491 


A 


15210 




1297 


MGKIMSSYQHVDLIVDCDFEA 

YHRQPSSGTKS V VTG PS AQ ALI 

TEKlVTYHWDQHVGDVLVLNl 

YCVINVLDHTVKAV1DDRFMG 

G1TTINLQLMA11VRYFFASGSA 

YIVAMLPVFAMLANVSGAPLM 

LTALALLFSNSYGGMVTHYGG 

AAGPV1FGVGYNDIKSLCFDER 

TRJDVADTYASNWRSRCNQTIF 

NGECPNTRQHIAAVRRGIDTLL 

MNDYLRKQ1IDISTRJAGTANN 

GDFTGQWITAANTVNFQIVAGT 

FTNCHQYFIALRLIFG1LKYIQDR 

AREGLKQRDLAEALSTSPQTVN 

NWIKRDALSREAAQQISEKFGY 

SLDWLLNGEGSPKKDLESNIPP 

ESEWGTVDAWDKNTPLPDDEV 

EVPFLKD1EFACGDGRVHDEDH 

NGFKLRFSKV\VQPRVGC*QG* 

G *LLYLDS V* * GDPLEST 


15124 


45492 


A 


15211 


62 


301 


SWMSSPRAFSSSTCLETAAPTR 
MATALTSAACRLPPAAGSGSP 
W APAPYRWRA RRRTGPMSDR 
Q*RTSQPCPEPAAASR 


15125 


45493 


A 


15212 


1 


1665 


MQDSAHLRRLPPAASRRVWLA 

LGSCPLPLESSPA HRA YERPS VA 

HQPAVPGARRSLEVPSEVPLTV 

PALTPPRJPAMLTAVCGSLGSQ 

HTEAPHASPPRLDLQPLQTYQG 

HTSPEAGDYPSPLQPGELQSLPL 

GPEVDFSQGYELPGASSRVTCE 

DLESDSPLAPGPFSKLLQPDMS 

HHYESWFRPTHPGAEDGSWWD 

LHPGTSWMDLPHTQGALTSPG 

HPGALQAGLGGYVGDHQLCAP 

PPHPHAHHLLPAAGGQHLLGPP 

DGAKALEVAAPESQGLDSSLD 

GAARPKGSRRSVPRSSGQTVCR 

CPNCLEAERLGAPCGPDGGKK 

KHLHNCHIPGCGKAYAKTSHL 

KAHLRWHSGDRPFVCNWLFCG 

KRFTRSDELQRHLQTHTGTKKF 

PCAVCSRVFMRSDHLAKHMKT 

HEGAKEEAAGAASGEGKAGGA 

VEPPGGKGKREAEGSMASSSPD 

SPCSCDCFVSVPPASAIPAVIFA 

HELGPTPGRGAGGGVCPRRHS 

HSWEPAPGL*AVGGGGGASGQ 

AGDRGCHA*EAGRS/SCSRRGS 

GL*RAGTS*1SASS 



1925 



WO 01/075067 



PCT7US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15126 


45494 


A 


15213 




471 


GRPSSPGVHGSSTQTPAHVGSF 
PGCGPIPPD/ACRRSKIRGPGGW 
GGVGG/CRDGRNSR/DLRNLPC 
PFLFL PG P* AA APSPPWP A AG A 
APCGQCLDGWPHSYSHGHSSA 
AGRGGICRSPPLLAGELRPPGIQ 
YNGRTEVRGILSGSPCPPFSGAG 


15127 


45495 


A 


15214 


3 


449 


PHQDLEEAMVLL*PPSP/PAWPT 
MRTRKRPSSKVSSTSRPLRKSIM 
TTYAVPSRAPTPA*PSASKPTNA 
FS/HMVGSEPRSHAHLDGRHRD 
SR*RKPRPLSGPRTLGGKSLRGS 
AGAGRGGVPRPRPLPENLDAPL 
WNSPGNSAGAAVQLA 


15128 


45496 


A 


15215 


26 


1126 


EGPSSEAAHPGGTPREQDGAM 
DPA RKAG AQAMIWTAG WLLL 
LLLRGGAQALECYSCVQKADD 
GCSPNKMKTVKCAPGVDVCT\ 
EAVVAVETIHGQFSLAVR\GCG 
SGLPGKNDRGLDLHGLLAFIQL 
QQCAQDRCNAKLNLTSRALDP 
AGNESAYPPNGVECYSCVGLSR 
EACQGTSPPVVSCYNASDHVY 
KGCFDGNVTLTAANVTVSLPV 
RGCVQDEFCTRDGVTGPGFTLS 
GSCCQGSRCNSDLRNKTYFSPR 
IPPLVRLPPPEPTTVASTTSVTTS 
TSA PVRPTSTTKPMPAPTSQTPR 
QGVEHEASRDEEPRLTGGAAG 
HQDRSNSGQYPAKGGPQQPHN 
KGCVAPTAGLAALLLAVAAGV 


15129 


45497 


A 


15216 


1401 


1983 


AQRAQALECYSCVQKAD/DGC 

SPNKMKTVKCAPG/VDVCTEA 

VGAVE/SHPFWIWPRPFNAAPPP 

LSAWPGPYDTALQARPLY*QL 

QARGAES*ELVH/GQFSLAVRG 

CGSGLPGK/NDRGLDLHGLLAF 

IQLQ/QCAQDRCNAKLNLTS/RG 

LDPAGTSPPVVSCYNASDHVY/ 

KGCFDGNVTLTAEPTTVASTTS 

VTTSTSPQ 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15130 


45498 


A 


15217 


1 


964 


MNVKGDTQGNTRVRVDNIGG 
VGAQTVNGIEL1EVGGNSAGNF 
ALTTGTVEAGAYVYTLAKGKG 
>JDEK.N\SPSVYRP/EAGSYISN1A 
AANSLFSHRLHDRHSCLQPLKI 
LVTGGAGFIGSAVVRHIINNTQ 
DSVVNVDKLTYAGNRESLADV 
SDSERYVFEHADICDAPAMARI 
FAQHQPDAVMHLAAESHVDRS 
ITGPAAFIETNIVGTYVLLEAAR 
NYWSALDSDKKNSFRFHHISTD 
Fwr^TM DUDnP\r\rwTPCi di ct 

dvi KjL)L,rrirUtl, V INJN 1 nt/l^rLr 1 

ETTAYAPSSPYSASKASSDHLV 
RAWKRTYGLPTIVTNCSNNYG 
PYHFPEKLIPLVILNALE 


15131 


45499 


B 


15218 


44 


405 




15132 


45500 


A 


15222 




498 


MTRSLLSVFEEDAGTLTDYTNQ 
LLQAMQRVYGAQLNLLHTELA 
KQL\ETQWFYLSYNSEKR1SQTL 
SAMWRGRAAQA/TQGHWVWG 
MVEAVCSKVSTLKDLFGLASN 
EHDLSMAKYSRLPKKKENEKL 

GPDPGAKSAPSPRDRASTL 


^ — 


— — 


- — 


— — 




1224 












— — — 

-|— - 




— — 









- — 


H226 




2580 




151 „ 6 


45504 


- — 






3TT7 




15137 


45505 


A 


15227 




1260 




15138 


45506 


A 


15228 




2142 




15139 


45507 


A 


15229 




1413 




15140 


45508 


A 


15230 




4049 




15141 


45509 


A 


15231 




381 


MLMLN1GFKNFQFEHLKCSHGS 

YSEDIGFPNAGALSGAMFLLEE 

KH LLFGLKEEERLRASIRRESQ 

QRRMREKQHQRGLSASYWVNLl 

DTMRRRKARSP/YSLAA1KNRY 

KGGIRDQKPSYDSLNLCMT 


15142 


45510 


A 


15232 


1 


467 


DHSSSPAREQNWMEN\EFDELT 
EVGFRRWVITNSSELKKHVLTQ 
CKEAKNLEKRLGELLTRITSLE 
KNINDLMELKNTARELHEAYTS 
INSWINQAEERLSEIEDQLNEIK 
REDKITEKMKNSTTVRVAASM 
QSKLLQGVAEEGPLRLTRSASF 


|^|^ 













— 






455T2 


— 


T5231 




2640 




15145 


45513 


A 


15235 




714 




15146 


45514 


B 


15236 




546 




15147 


45515 


B 


15237 




735 




15148 


45516 


B 


15238 


50 


1603 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


15149 


45517 


A 


15239 


1374 


2220 


QAENSHIMINKKDVHSETPSEG 
HQRKRPKDHSSSPAREQNWME 
N\EFDELTEVGFRRWVITNSSEL 
KKHVLTQCKEAKNLEKRLGEL 
LTR1TSLEKNINDLMELKNTAR 
ELHEAYTS1NSWINQAEERLSEI 
EDQLNEIKREDK1TEKMKNSTT 
VLVSTWGSQLEQNNLPHIISPLF 
HSTHDLNISFYGGCLLQACSSK 
LLQGLAEGGPLRLTRSASFFAA 
KLCLTKHFLPTEMIL1KSRKTTP 
DTQPRRLYLLQGVVDQTSRKG 
PTALNIRQKTFAAAPPHR 


15150 


45518 


B 


15240 


1 


1311 




15151 


45519 


B 


15241 


46 


212 




15152 


45520 


A 


15242 




371 


EPLPPEPPAVPSEVELQHLRKEL 
ERVAGELQSQVKNNQHISLLNR 
RQEERIREQEERLRKQEERLQE 
QHEKLRQLAKPQSVELKASQEV 
QSLQQQPDHF\LGHL\QQYV\AT 
LSAARWAAYQQLD 


15153 


45521 


A 


15243 


392 


558 




15154 


45522 


B 


15244 


52 


689 




15155 


45523 


B 


15245 


400 


603 




15156 


45524 


A 


15246 


5 


1158 


RKFWRWMVVMAAQHSQAAQ 
GQRR**VSKGP**PGPMGGPVL 
GHWWHSGGISLAVPSLPPPGKS 
SVFLFLFSASFSDMKLNPGTVSP 
RLIFGSYDDGFLVETVVKFDFQ 
LWQKTPLHRAAGERRRAEQRG 
KLSFVMP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15157 


45525 


A 


15247 


1 


1808 


MAEETQHNKLAAAKKKSATGF 

HREGPTSSATLKDLESPCQERA 

VVLDSTSVKISRLKNTIKSLKQQ 

KKQVEHQLEEVTAPDNLVPWV 

GLSWGIGG1LGACLLLCHLCLP 

LEKKANNERQKAERELEVQIQT 

LI1QKEELNTDLYHMERSLRYFE 

EESKDLAVRLQHSLQCKGELES 

ALSAV1ATEKKKANQLSSRSKA 

RTEWKLEQSMREEALLKVQLT 

QLKESFQQVQLERDEYSEHLKG 

ERARWQQRMRKMSQEICTLKK 

EKQQDMRRVEELERSLSKLKN 

QMAEPLPPEPPAVPSEVELQHL 

RKELERVAGELQSQVKNNQHIS 

LLNRRQEER1REQEERLRKQEE 

RLQEQHEKLRQLAKPHCAFSRS 

♦TMRTRAHLQLEQQVKELQE/Q 

ALARVFLQVELKSQEAQSLQQ 

QPDHYLGHPAAEHLEAASQQN 

QQLTAQLSLMALPGEGHGGEH 

LDSEGEEAPRPMPSVPEDLESR 

EAMVAFFKSAGASAQEKQAQL 

QEQVKEQRVCCQRL AHPV A S A 

qkepeaargpgapgpggesssf 
mdhlkekadl.se/pgek.rtllh 
p/ptg/gdrrhqkthhllsepgg 
cak/daalgpghhqagaqggd 


15158 


45526 


A 


15248 


2085 


2700 


YPGKRG LEWT* ANSN RPA AEG 
PDE\SSSLPATEQSWMENDFDE 
LRKEGFRRSVITNFSKLKEDVQ 
THRKEAKNLEKGLDEWLTR1NS 
1EKTLNDLMEMKTMA*ELHDT 
CTSFSSRVDQVEERLSVPDQM 
NEMK*EEKFREK\RVKRNEQSL 
QEIWNYVKRPNLHLIGVSEIDR 
ENGTKLENTLQDIFQENFTYLA 
RQAN1QIQE! 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15159 


45527 


A 


15249 


378 


1744 


QTERNSIlsilNKKDIHTKTPSVRH 

HHQRPKLHKTTKMGKKHSRKA 

ENSKNQSGSLPPKECSSSPAVE 

QSWTENEFDEFTEEGFRVR1ESQ 

MNE1KGEEKFREKRVKRNEQSL 

QEIWDYVKRPDLRL1GVPDSDG 

ENGTRLENTLQDIIRENFPNLAR 

QASIQIQEIQRTPQRYSSRRATP 

RH 1 1 VRFTKVEMKEKMLRA ARE 

KELKIKKLTQNCLTTWKLNNLL 

LNDYWVHNEMKGEIKMFFETN 

ENIDTTYQNLWHTFKAVCRGK 

FI ALN AHKRKQERSKI DTLASQ 

LKEIEKQEQTHSKASRRQEITKI 

RVELKEIETQKSLQKINESRSWF 

FEKINKIDRPLPRLIKKKREKNQ 

1DTIK.NDKGDITTNPTEIQT1SRE 

YYKHLYANKLENLEEMDKFLD 

TYTLSGLNKEEVESLNTSITGSE 

VEA 1 IN SIPTKKKSRTRWIHSRIL 

PEVQGGAA 














LIEGKLTERNS1NINK.KDII 1TKT 
PSVG/PPSSKTKDRSSLPA1 EQS 
WMENDFDELTEVGFRRSVITNL 
SKLKEDVRIPHKEATNLEKRI.D 
EWLTRIN SI EKTLDDLMEL KTM 


15161 


45529 


A 


15251 


401 


497 


KTFSPFYFS* RRRTVRDINGFTE 
Y*EPEKLLG 


15162 


45530 


B 


15252 


220 


940 




15163 


45531 


A 


15253 


1 


1476 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide | 
deletion, \=possiblc nucleotide insertion) 


15164 


45532 


A 


15254 




2423 


MNGKNKTOIYQEPTVCQALHW 
TLARJGKEEPRRGQRGEGLLCS 
RERQPRGLSSPGTAAPAAPAAP 
TPPA LPGH RTRSG SPEGPEP1LR 
RGGSADAPGRVKTWVNRPAAF 
VGKCLGDGSADTACDQAMK.G 
QRGSNRKRKTSHSLTFPTSSDM 
HAGGLSAAHPCAHSRAPPPASP 
SPYKGSLGTRTDGLTDSRADSA 
ASGARALGVDGQPQPSPPRRAP 
PRPVGADGSSRGPQPGRRRVER 
RGPATQPGDSRALPEPRGVPAV 
HPAGSGSEWERPPPAAPSPEHR 
DKMLPGLRRLLQASARRPQPFP 
EAARWVWSPCFSSGTLCPSFQS 
ERPLLPFQGASFPGTTLHQRLCP 
VAALHGSGKGQKWQQSHCYA 
AAVMEEPPAPGRSSESLQGPLS 
WAGGAPASACLLLMLLALPLA 
APSCPMLCTCYSSPPTVSCQAN 
NFSSVPLSLPPSTQRLFLQNNLI 
RTLGARHLWVQPAHPVALLQQ 
PLHHLPGHFPPL\QALEELDLGD 
NRHLRSLEPDTFQGLERLQSLH 
LYRCQLSSLPGNIFRGLVSLQYL 
YLQENSLLHLQDDLFADLANLE 
PTSFLHGNRLRLLTEHVFRGLG 
SLDRLLLHGNRLQGVHRAAFR 
GLSRLT1LYLFNN SLASLPGEAL 
ADLPSLEFLRLNANPWACDCR 
ARPLWAWFQRARVSSSDVTCA 
TPPERQGRDLRALREADFQACP 


15165 


45533 


B 


15255 


47 


482 




15166 


45534 


A 


15256 


1 


636 


MRDPNTKRSRGFGFVTCATVE 
EVDAAMNARPCKVVGRTVEPK 
RAVSREDSQRPEDTEELHLRDY 
FEQYGKIEVIEIMTDQGSGKKR 
GFAFVTFDNHDSMDKTVIQKY 
HTVNGHNCEARKALSKQEMAR 
ASSSQRGRSGSGNFGGGRGGGF 
GGNDNFGRGGNFSGHGGFGGS 
HGGGGYGG/SGDGYNGFGNDG 
GGGSYNDFVNYNNQSSHFGPM 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15167 


45535 


A 


15257 


1 


890 


MSKSESPKEPEQLRKLFIGGLSF 
ETTDESLRSHFEQWGTLTDCVV 
MRDPNTKRSRGFGFVTYATVE 
EVDAAMNARPHKVDGRVVEP 
KRAVSREDSQRPDYFEQYGKIE 
VIEIMTDRGSGKK.RGFAFVTFD 
DHDSVDKTVIQKYHTVNGHNC 
EVRKALSKQEMASASSSQRGRS 
GSGNFGGGRGGGFGGNDNFGR 
GGNFSGRGGFGGSHGGGGYGG 
SGDGYNGFGNDGSNFGGGGSY 
NDFGNYNNQSSNFGPMKGGNF 
GGRSSGPYGGGGQYFAKPRNQ/ 
GGYGGSSSSSSYGSGRRF 


15168 


45536 


A 


15258 


1 


286 




15169 


45537 


A 


15259 


1 


1674 




15170 


45538 


A 


15260 


235 


1370 


KREGEGRLADTFVSLLLSARGR 

RRRSIVKVSLHPAVMSKSESPK 

EP\EQLRKLFIGGLSFETTDESLR 

SH FEQWGTLTD\C VVMRDPNT 

KRSRG\FGFVTYATVEEVDAAM 

NARPHKVD\GRVV\EPKRAVSR 

EDSQRPGAH\LTVKK\1FVGWH* 

RKTTF WGGKKKRA KKHHLRD 

YFEQYGKI\EV1EIH*LDR\GQWP 

RKRGF A F VTF\DDP\DS VDKI VI 

QKYHT\TNGHNCEV\RKALSKQ 

E\MASASSS\QRG\RSGSGNFGG 

GRGGGF\GGN\DNFG\RGGNFS\ 

G\RGGFGGT\RGGGGYGG/SVG 

nr. vionERNnn QMFr: r, r,r,\ q vxi 

UKJ T iNUr01NL'Uk>iNrLiOOO\o I N 

DFGNYNNQ\SSNFGPMKG\GNF 
G\GRSSGPYG\GGGQYF\AKPR\N 
QGGYGGSSSSSSYGSGRRF 


15171 


45539 


B 


15261 


1 


660 




15172 


45540 


A 


15262 


2 


486 


K.M RQRERAQGKK/V APA PAW 
K/KQEAKKVVNPLFEKRPKNFG 
IGQD1QPKRDLTRFVKWPRYIR 
LQRQRAILYKRLKVPPAINQFT 
QALDRQTATQLLKLAHKYRP/G 
DKGALAKLVEAIRTNYNDRYD 
EIRRHWGGNVLGPKSVAR1AKL 
EKAKAKELATKLG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15173 


45541 


A 


15263 


3 


845 


PPKMPKGKKAKGKKVAPAPAV 
VKKQEAKKVVNPLFEKRPKNF 
G1GQD1QPKRDLTRFVKAWPRYI 
RLQR\QRAILYKRLKVPPA1NQF 
TQALDRQTATQLLK/LVAHKYR 
P\ETKQEKKQRL\LA R AVEKKAA 
WQKGTSPTKRPP\VLR\AGS*HP 
VTTLVEVNKKASAGWWIAHRR 
GFPSSLVVFLPVALCREKWGSPY 
\CII KGKARLG\RL VTRKTCTTV 
AF\TQVNLGRQRALLLKLVEAI 
RTNYNDRYDEIRRHWGGNVLG 
PKSVA RI A KLEKAKA K.VEL ATK 


15174 


45542 


A 


15264 


1 


5796 




15175 


45543 


A 


15265 


1 


2212 


MPRVEKN1PGRRNSKGFEDPLE 

VTQDVTREWA KK V V WK REK A 

SKINGAYFCEGRVRGEAIRIRT 

MKMRQQATLTMTVDKGDNVN 

ISFKKVLIKEEDAVIYKNGSFIH 

SVPRHEVPD1LEVHLPHAQPQD 

AGVYSARYIGGNLFTSAFTRLI 

VRILPPQPEN1KISN1THSSAVIS 

WTILDGYSISS1TIRYKVQGKNE 

DQHVDVKIKNATITQYQLKGLE 

PETA YQ V D I FA ENN IGSSN PAFS 

HELVTLPESQAPADLGGGKML 

L1AILGSAGMTCLTVLLAFLI1LQ 

LKRANVQRRMAQAFQNVREEP 

AVQFNSGTLALNRKVKNNPDP 

Tl YPVLDWNDI KFQDVIGEGNF 

GQVLKARJKKDGLRMDAAIKR 

MKEYASKDDHRDFAGELEVLC 

KLG H HPN I INLLG AC EH R ERGD 

RRHLENQVTPTLILRFSNTLSKR 

HTRRLYPEPGSEGPTPTEPRSLL 

AQQSEIKLHGGSEPPLLIFRQTG 

SGVDLQQTPTNLQLRVLTVRR 

KTDKRKGHPHQKPICSSPSSKT 

KEGFRRSNYSKLKEEVQTHGK 

EVKNLEKKLDKWLTRITNAEK 

SLKDLMELKTKARELCDECASL 

TSQFDQLDKRVSVMEDQMNE 

MK.QEEKFREKRIKRNEQSLQEI 

WDYVKRPNLCL1GAPESDGEN 

GTKLENTLQDI IQENFPNITRQA 

NIQIQE1QRTPQRYSSRRATPRH1 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15176 


45544 


A 


15266 


1 


743 


PPLLIFRQTGSGVDLQQTPTNLQ 

LRVLTVRRKTDKRKGHPHQKPI 

CSSPSSKTKEGFRRSNYSKLKEE 

VQTHGKEVKNLEK.KLDKWLTR 

ITNAEKSLKDLMELKTKARELC 

DECASLTSQFDQLDKRVSVME 

DQMNEMKQEEKFREKR1KRNE 

QSLQEIWDYVKRPNLCLIGAPE 

SDGENGTKLENTLQDI1QENFPN 

ITRQANIQIQEIQRTPQRYSSRR 

ATPRHIIVRFTKVEMKEKXMLR 

AAREK 


15177 


45545 


A 


15267 


1 


618 




15178 


45546 


A 


15268 


200 


618 


EVSRNNTRTK.TSYKQDMNTSK 
GF*KDTST*PVT/KERSSSPATEQ 
CWTENDFDELREEGFRRSNYSE 
LKEEVRTNGKEVKNLEKKLDE 
WLTR1TNAEKSLKDLMELKTM 
ARELC DERTSLSSRC DQLEERV 
SVMEDEMNEM 


15179 


45547 


A 


15269 


158 


594 


SGSSICCSPISTVLQPPLLTPRQT 
GSGATSSK/SPTDLQLRECSSSP 

MYSELKEEVQTHGKEVENLEK 
K1DEWLTRITNAEKSLKDLMEL 
KTMAREQCDECTSLSSRRDQLE 
ERVSVIEDQ1NEMK 


15180 


45548 


A 


15270 




1453 


LSDLELA AQSJl F1FAG YETTSS V 

LSFTLYELATHPDVQQKLQKEI 

DAVLPNKERSSSPATEQSWTEN 

DFDELREEGFRRSNYPELKEEV 

RTHGKEVRNLEKKIRQMWTRII 

NAEKSLKDLMELKTMARELRD 

ECTSLSSQFNQLEERVSVMEDQ 

MN EMKKEEKF RRKRIKRKEQS 

LQEIWDYVKRPNLRLIGVPESD 

GENRTK.LENTLQDI IQENFPNLA 

RQANIQIQEIQRTPQRYSSRRAT 

PRHIIVRFTKVEMKEKMLRAAR 

EKE IQTTIRE Y Y KHL Y ANKL EN 

LEEM DKFLDT YTL P RLNQEE V E 

TLNRPITGSEIEAIINSLPTKKSP 

G PDGFTAEFYQRYKEDL VPFFL 

KLFQSIEKEGIL PN SF YE A SI 1 L I P 

KPGRDTTKKENFRPI SLMNSDT 

KILNKILANRIQQHIKKLIHHDQ 

VGF1PGMQGWFNIRKS1NIIQHI 

NRTNDKTHMIISIDAEKAFNKIQ 

QPFMLKTLNKL 


15181 


45549 


C 


15271 


111 


269 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15182 


45550 


A 


15272 


94 


4505 


Y LDMM SF VQKG S WLLL ALLH P 

T1ILAQQEAVEGGCSHLGQSYA 

DRDVWKPEPCQICVCDSGSVLC 

DDIICDDQELDCPNPEIPFGECC 

AVCPQPPTAPTRPPNGQGPQGP 

KGDPGPPGIPGRNGDPGIPGQP 

GSPGSPGPPGICESCPTGPQNYS 

PQYDSYDVKSGVAVGGLAGYP 

GPAGPPGPPGPPGTSGHPGSPGS 

PGYQGPPGEPGQAGPSGPPGPP 

GAIGPSGPAGKDGESGRPGRPG 

ERGLPGPPG1KG 




45551 


— 


15273 


1628 


1832 


RRRRKARERRRLAAEQGRRMK. 
EQCKDGFSE/QASGALKLMGSN 
EGEFKAEGNSKFTYTVLEDGCT 




45552 


— 


-— - 


- 


362 






45553 


— 


75275 


T076 


T240 


LRQLL* LCPSWRLCLLGG WQL 
HLFF*RHHFVHLVSQRCSIAMS 
PSPRRCFSLHL 


15186 


45554 


B 


15276 j 


480 


1167 




15187 


45555 


A 


15277 




379 




15188 


45556 


B 


15278 


13 


369 




15189 


45557 


A 


15279 


112 


1112 


WPPASPSASV1RTVKEFALTNPE 
KSSTKETERKETKAEEELDAEV 
LEVFHPTHEWQALQPGQACPC 
RNPTYGLNLQTG EREAKLQYE 
DKFRNNLKGKRLDINTNTYTSQ 
DLKSALAKFKEGAEMESSKED 
KARQAEVKRLFRPIEELKKDFD 
ELNVVIETDMQIMVRL1NKFNS 
SSSSLEEKIAALFDLEYYVHQM 
DNAQDLLSFGGLQVVINGLNST 
EPLVKEYAAFVLGAAFSSNPKV 
Q/EWEAIEGGALQKLLVILATE 
QPLTAKKKVLFALCSLLRHFPY 
AQRQFLKLGGLQVLRTLGAGE 
GHGGARRARGHTALRPCHREK 
CSPRRRLS 


15190 


45558 


B 


15280 


54 


385 




15191 


45559 


B 


15281 


274 


776 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15192 


45560 


A 


15282 


362 


1323 


HQLGRSALLDTRTVSMQKAKN 

GDAVTEPQVA/ENEANGKDTA 

EVDLLTKELEDFEMKKATARA 

VTG1LASHPCSTDVHIINLSLTF 

HGQELPSDTKLELNSVRHYGLI 

GLNGTENSMLLSAVGKHGVPIP 

EHIDIYHLTREMPPSDKTPLHSL 

VTVSSPRQRDDMSDGHLCTAR 

RHTDIRDDRSPD APDTA RSL AR 

ST1TTRRIFALATPSRTLQQVCS 

ALAYTSHPAARTQPLASTALTR 

RY MLPSPQLPSLRDHRRTNPLH 

SAVAT1PHTTTGEADVSLLCIGL 

STLHYALVYHVSVLTALSAQS 

MSATDASIIFFEPKR 


15193 


45561 


A 


15283 


3 


537 




15194 


45562 


A 


15284 




455 


MPRPEKLGKTQVPPLAECLTKD 

SFLGQKQASLGPLTFRDVT1EFS 

LEEWQCLDTVQQNLYRDVMLE 

NYRNLVFLV1SS/HFTQDFWPD 

QSIKDSF/QR1ILRTYARCGHKN 

LRLEK1 VKVSM RKHQIIHTGKK 

PYKCEECAKLLASPQPLENMR 


15195 


45563 


A 


15285 




397 


FAVLMAHYDVQEEDPVLTVIT 
YMGLSVSLLCLL\LAALTFLLC 
KA1QNTSTSLHLQLSLCLFLAHL 
LFLVAIDQTGHKVLCS11AGTLH 
YLYLATLTWMLLEALYLFLTA 
RN LTV VN Y SS1NRFMKKLLMFPV 


15196 


45564 


A 


15286 


191 


1332 


AIETQAITDNCSEERKTFNLNV 

QMNSMDIRCSDIIQGDTQGPSVI 

AF1 SYSSLGNI IN ATFFEEMDKK 

DQVYLNSQVVSAAIGPKRNVSL 

SKSVTLTFQHVKMTPSTKKVFC 

VYWKSTGAG/CSQWSRDGCFLI 

HVNKSHTMCNCSHLSSFAVLM 

ALTSQEEDPVLTVITYVGLSVSL 

LCLLLAALTFLLCKAIRNTSTSL 

HLQLSLCLFLAHLLFLVGIDRTE 

PKVLCS1IAGALHYLYLAAFTW 

MLLEGVHLFLTARNLTVVNYS 

SINRLMKWIMFPVGYGVPAVT 

VAISAASWPHLYGTADRMLAF 

KATAQLF1LGCTWCLGLLQVGP 

AAQVMAYLFTIINSLQGFFIFLV 

YCLLSQQAKHKFTPMEVPRQN 

HRCLQQN 


15197 


45565 


A 


15287 


263 


397 


GRPPAPAARVSGPASVSAG*KR 
VSASGSVGVRSMRRGSALLPPN 
F 
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SEQ1D 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














MKFHDRGQMQPKPSPAEAVNS 
APQREPEGSILRAADPLVWAAK 
AMSASR/RGS/CGGSSADPRHTE 
RTPTEPDADTRFQPAETLAGPK 
TRAAGAG 


15199 


45567 


A 


15289 


5 


545 


SPMTEAKSSPNPAQQRLSTQRP 
SESRKVPSSELQTLSCGLQRPCL 
HPGRPGPDPYYASASTRTRSPS 
ARHAVWGRRGCYPEA/AVRAR 
EGPHPTLAPASTYGLASPPRAD 
SAHRPRHRSLTRLLPNRKLGGS 
SADPRHTERTPTEPDADTRFQP 
AETLAGPKTRAAGAGGQPWDS 
ANASPP 


15200 


45568 


B 


15290 


121 


822 




15201 


45569 


A 


1 529 1 




1308 


MLRMVGIE1SNGQWSTPPCQVL 

HLEGND1YNPKEQGLGNTCRW 

GWMAAGTRRNLCWAPFPFLNP 

VASLVLHSTIQIALQESKDRVL 

GTLINSPLVTSTDKANWSLRLA 

LEVGDGGGLVGLSPQPVGSGA 

MSRCPNCTRKLIGSG1SPTSSTL 

AEEQGSVVKTHSHQGGARCSK 

EKGWQ1LLILVAGLCQLVVVV 

QNVGVRKIPRKYLAALRVAIGH 

ALA1ERRR1RVDVADQAQDTDR 

DDRSFGRDRNRDSDKTDTDWR 

ARSATDSFDDYPPRRGDDRFGD 

KYRDRYDSDQYGRGYWYEYR 

DGPCRDMDRYGVGGSGRRAFG 

SGY/RRDNDYRGGRDRYEDRY 

NRWDDGSCSSRDDFSRDDCRY 

NDRRPPQRPKLNLKPHNTPKGD 

DSSASTSQSSRASFVFGGAKPV 

DRAARETKVEEWLQKEQDKLQ 

HQLDEAKLE 


15202 


45570 


A 


15292 


2 


293 




15203 


45571 


C 


15293 


56 


298 




15204 


45572 


A 


15294 


1 


273 


TRGPWCDSVLRGCSLEQRSFIS 
VRLLSYLSACRHPMEDSMDMD 
MSPLRPQNYLFG\SLGAGAKDE 
LHIVEAEAMNYEGSPIKVTLAT 
LKMS 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15205 


45573 


A 


15295 




1024 


CGGIHSVLRGCSLEPAFFYLRSA 

FSPTISACRHPMEDSMDMDMSP 

LRPQNYLFGCEVLKADKDYHFK 

VDNDENEHQLSLRTVSLGAGA 

KDELH I VE AEA MN Y\EG SP1 K VT 

LAATLKMSWQPTVFPWGAFEIT 

PTQWSLRLKCG\SGPVHI\SGQH 

FSKLLEED AEVSEDE EE\ED VKL\ 

LSISGK\RSAP\GGGSKVPQKKS 

KTLLLMKDDDDDDEEDXDD ED 

DG*WMDFGWMEEAEEKAPSE 

RNPIRDTPVAKNAQKSNQNGKD 

SKPSSTPR\SKGQESFKKQEKTP 

KTPKGPSSVEDIKAKMQASIEK 

GGSLPKVEAKFINYVKNCFRMT 

DQEAIQDL WQWRK SL 


15206 


45574 


B 


15296 


1 


1107 




15207 


45575 


A 


15297 




1968 


MLASMGVVAKEMKYLSSPYPQ 

HAFHTRJKSLMTVNFQAQLWL 

PNEAGPTGDGDWGGDTHGCPS 

FSPHLPRFIQKQPWGTGRRLLQ 

EHFSCKSLVPV1 PSRDIEAFHLH 

ADL1LNTLPSLV11IGQIESHSEEL 

RARVSTYESGEDTIQC1TVTWK 

PKYGATRWKDPGSPDGPLEER 

RLEDLSTRNNSIRLFRGCGYRV 

KQNSSQRPNKVCGLPDTGVLL 

QTKCGLVRNSQRSAQTNTKQH 

EELFSTAGIPENLSRRQEVLPGH 

GFTGWVGWTWKLTSGEGVTF 

HHLSATHKLSHASCRQGNFKP 

KGAMSVTRSTVHPHLAFLSAEI 

NGKCGRPCVFLGIWAINCGMAI 

LYERLSALVCVSVSERHLDYT 

MRFLFDIPPSTLEAR1GSPLWAL 

SLHPLRSSTVTSSVELILPECTV 

A VLEIQ Y VFLGDTILFTTVG KA 

RSGTRDRDGGRAQIMQVLQGK 

GRELDAAAQPEGQLLREVRVL 

GVPFIPRARVDAWLVHTVAVG 

SADEAHGLLGAAAASSTGGAG 

ASVDGGSQAVQGGGGDPRAAR 

SGPLDAGEEEKAPAEPTAQVAD 

AGGCASEENEVLREKHEAVDH 

SSQREENEERVSALKEMSLQQN 

NDDENKIAEKPDWEAEKTSESR 

NERHLNGADTSFF\SLEDLFQLL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


15208 


45576 


A 


15298 


1 


2104 


MKHLKRWWSAGGGLLHLTLL 

LSLAGLRVDLDLYLLLPPPTLL 

QDELLFLGGPASSAYALSPFSAS 

GGWGRAGHLHPKGRELDPAAP 

PEGQLLREVRALGVPFVPRTSV 

DAWLVHSVAAGSADEAHGLL 

GAAAASSTGGAGASVDGGSQA 

VQGGGGDPRAARSGPLDAGEE 

EKAPAEPTAQVPDAGG\CASEE 

NG VLREKHEAWDHSSQH EENE 

ERVSAQKENSLQQNDDDENKI 

AEKPDWEAEKTTESGNE\RHL\ 

NGTDTSFSL\EDLFQLLSSQP\EN 

SL\EGIS1WGDIPLP\GSISDGHEF 

FKHIYHVNFQPRLISNQDWNLH 

EAILLCPNNTFRRDPTARTSQSQ 

EPFLQLNSHTTNPEQTLPGTNLT 

GFLSPVDNHMRNLTSQDLLYD 

LD1NJFDE1NLMSLATEDNFDPI 

DVSQLFDEPDSDSGLSLDSSHM 

NTSVIKSNSSHSVCDEGAIGYCT 

DHESSSHHDLEGAVGGYYPEPS 

KLCHLDQSDSDFHGDLTFQHVF 

HNHTYHLQPTAPESTSEPFPWP 

GKSQKIRSRYLEDTDRNLSRDE 

QRAKALHIPFSVDEIVGMPVDS 

FNSMLSRYYLTDLQVSL1RDIRR 

RGK.NKVAAQNCRKRKLDIILNL 

EDD VCNLQA KKETLKREQ AQC 

NKAINIMKQKLHDLYHDIFSRL 

RDDQGRPVNPNHYALQCTHDG 

SILIVPKELVASGHKKETQKGK 


15209 


45577 


A 


15299 


2 


342 


RRRFRVAAAAVGTA*AVVLSA 
RPSETWETRGRR*\RICPSSWP* 
GI* VNNG* K*RRHS VCQCSLWF 
PARCIKPYHSMARTQPGTRNKE 
NGPAGPTALDNVASSDDTGRH 
RPQT 



1939 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


15210 


45578 


A 


15300 


710 


1831 


IRMKSKEIIARCIKPYHSMARTQ 

PGTRNKENGPAGPTALDNVASS 

DDTGRHRPQTTQLAPGFAHPLQ 

LASFRRMVLFLSGEGRSRGGPE 

LQFPASCRRGEGSPGVRESGSG 

GIAATSTPNYPPNQDSKEHDIR 

GAEHQKQEQPAKPPHTARSAY 

PPQKSSYPANAKATRHSPETAA 

AKEARAPAAAQPQRHQPNPSP 

APHTRPATAATRQPERRVPSPT 

HRHPAATRLSPRRQSPSPRPHH 

DRRGFPRLAETLQHPMCPLPLV 

ASAGHHRHHRLLLLLAPQAPER 

EASDE1WFSGRSRSRGCPTEFQE 

SAMCFPNPGLPDSCGESQAVTI 

L1LRKFQKVIWVIEVPLDYKKG 

SWEYFSRMETIIMPFENIQSE 


15211 


45579 


A 


15301 


77 


1041 


1PSCVVSGIAAAF/HPGLASDAP 
ARASSWWTHVEMGPPDP1LGV 
TEGFKRDTN SKKMNLG VSA YR 
DHNGKPYSIHKAEAQIAAKNLD 
EDYLSIGRLAEFCKASAEVALG 
ENSEVSKSGRFVTVQTISGTSAL 
RIRASFLQRFLKFSQDVFLPKPT 
WGSRTPIFRDTGMQLQGYRYY 
DRKTCGFDFTDTVED1SKTPEQ 
SLLLLHACSHNPTGVDPGPKQQ 
KE1ATVVKKT/RNLFALFDMAY 
QGFASGNGNKDAWAVRHSANV 
I RH CRCQS YTKNM VLH S EG V A 
GFTMVCKDADEAKRVESHLKI 
LMCPMYSNPPLNGTRLLLPF 


15212 


45580 


A 


15302 


1 


1263 




15213 


45581 


A 


15303 


1 


1146 


MTGRQSLSPVLSLSSLDSMSFT 
TRSIFSTNYLFLGSVQVSNYGA 
RPASCMASVYAGAGGSGSRISV 
S RSTSFRGGMG SGDL A AGM AG 
GLAGMGGIQNKKETMQSLNDR 
LASYLDRVRSLETKNRKLESK1 
REHLEKKGLQVRDWSHYLKTI 
EDLRVQIFANTVDNAGIVLQID 
NACLAADDFRVKSLMTNVTWL 
PLETEMEALKEELLFMKKNHEE 
EVKGLQAQIASSELTVEIEKSTT 
VVTTQSTKVGDAEMTLTELRR 
TVQSLKMDLDSMRNLKASLEN 
SLREVEARYTLQMEQLNRILLH 
LESEMAQSRAEGQHQIGEYEAL 
LNIKVKLEAESATYHRLLDDDD 
FNLGDALDNSNSMQTI/QKTTT 
RRK V V SETN DTK V L 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15214 


45582 


A 


15304 


184 


370 




15215 


45583 


A 


15305 


40 


1411 


RGDPRVRRRTQSLSPVLSLSPDS 
MSFTTRSTFSTNYRTLGSVQAP 
SYGARPVSSAASVYAGAGGSG 
SRI S VSRSTSFRGGMGSGG LAT 
GIAGGLAGMGGIQNEKETMQS 
LNDRLASYLDRVRSLETENRRL 
ESKNPEHLEKKG PQVRDWSHY 
FKIIEDLRAQIFANTVEQCPTTV 
L/LRIDSA\RLAVADDFRVKYE\T 
EAGPCAQSVENNIHGLCK.VIDD 
TN VTRLQL ETEIEALKEEL LFM 
KKNHEEEVKGL*AQIASSELTV 
EVDAPKSQDLAEIMADIRAQYD 
EL A RKNREELDK Y WSQQIEEST 
TVVTTQSAEVGAAETTLTELRR 
TVQSLEIDLDSMRNLKASLENS 
LREVEARYALQMEQLNGILLHL 
ESELAQTRAEGQRQAQEYEAL 
LNIKVKLEAE1ATYRRLLEDGE 
DFNLGDALDSSNSMQT1QKTTT 
RR1VDGKVVSETNDTKVLRH 


15216 


45584 


A 


15306 


392 


1449 


GPWEMLMTIK.SHPDAERQPQR 
V K K.LTQ V F W S S A SLRER/GKT Y 
LFWPKLKKAAE1PAAYREALDE 
ALGISGGGRDVGERVYKGPSM 
MANPQKPVLEALSSNK.YLHILC 
AKHCDRHEGYKDEIKVKEASS 
RVNGCVEAMLSAPLPLDRRNE 
HVESKG KPFTMGLSPRVLSASR 
RDGLRERKGSFFRTVVLHDTKT 
DSNSDTETNSSTPPRTLLEMQIL 
SPTWTYEISSSRTLGCGPSVFQQ 
RASYSPSVSGPRLGCPLMDGGR 
MRCPPGNPESCVSEANLIPISVP 
VAPHAHQHLVLSVFWKITIVIG 
GKTCVAQNHSNEAKMKQRPEI 
NHASPPGAFAWSQSGEP1ASAM 
TVPA 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15217 


45585 


A 


15307 




785 


MWDVGQDSSLLRGAGGPGLQL 
WFGRLQLHLGGLREHRDAWV 
HSRGLGSCSGMQGAATPTQNG 
RGSCLSPAPASSMEHAAPAVPP 
CCSWCDSSSRSRWPATATTETG 
PRTVPSAQESAVGLLTASLLKG 
DSGSTGFCPLLMSLAAPGTQQC 
SLGFCCTFERKRSSVSPAAPGTA 

Ai^LAAALMLlVlJrlvlSjN^IA V YJb 

LLFKQGVMVAKEGVHLPRHPE 

GHREEQFAWRHFYWHLTREGI 
QSIQ 


15218 


45586 


A 


15308 


1 


392 


















15220 


45588 


A 


15310 


150 


372 


RRSNEWGVPVPVPARTGGG/HG 
QKTPPSPPLPPSSPPPSPSPPPPPA 
VAPAKIPPPLPLPPLPPREAPPAP 
GPALP 


15221 


45589 


A 


15311 


218 


740 


KSCPETVSRRK.NVGSIKKHQGD 
KFNPVCLKMTTKTEFVLCGWV 
PCRCL/REGEEETVTTLDYSHCS 
\LEQVP\KEIFTFFKTLEFLYLDA 

NDLTTLPASIANLINLRELDVSK 
NGIQEFPENIKNCKVLTIVEASV 
NPISKLPDGFSQLLNLTQ 


15222 


45590 


A 


15312 


96 


297 




15223 


45591 


A 


15313 


469 


5174 


KMTSLAQQLQRLALPQSDASLL 

SRDEVASLLFDPKEAATIDRDT 

AFAIGCTGLEELLGIDPSFEQFE 

APLFSQLAKTLERSVQTKAVNK 

QLDENISLFL1HLSPYFLLKPAQ 

KCLEWLIHRFHIH LYNQDSLIA 

CVLPYHETRIFVRVIQLLKINNS 

tS.rlK.Wr WLLrVKyoUV rLAKLx 1 

L1THCYKDLGFMDFICSLVTKS 
VKVFAEYPGSSAQLRVLLAFYA 
ST1VSALVAAEDVSDNIIAKLFP 
Y1QKGLKSSL 


15224 


45592 


A 


15314 


267 


495 


GCLL**CLCIRL/SrCNRAERALR 
PYSDVEALRLSSDFPFRQRPKG 
GSGWSLLSVE1NQYYGPRVMIG 
RSNSEVVLVL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15225 


45593 


A 


15315 


3 


3027 


AMEQAGTRPAATEHPRLRRPM 
PWLLLLPLLLLLLLLLPGPAASQ 
LRYSVPEEQAPGALVGNVARA 
LGLELRRLGPGCLRINHLGAPSP 
RYLELDLTSGALFVNERIDREA 
LCEQRPRCLLSLEVLAHNPVAV 
SAVEVEI LDINDNSPRFPRPN YQ 

VGANSVQTYELSPSEHFELDLK 
PLQENSKVLELVLRKGLDREQA 
ALHHLVLTAVDGGIPARSGTAQ 
ISVRVLDTNDNS 


15226 


45594 


A 


15316 


1 


775 


MPCVNGKYNSTIQAGLQMAQI 
LQDEGPYEVGIDEETGSQKGDG 
1 1 RS SRKLLFTM ALFLETN LLKD 
PLSRERRWRLDELDSGGREKG 
VAVFLRSAGIRQVQVAMEQAG 
TRP/AATEHPRLRRPMPWLLL/L 
PLLLLLLLLLPGPAA/SQLRYSV 

PFPHAPr. AT A/r,\IVADAl flT CT 
rttyArUAL/ V OIN VAKALULcL 

OT?T n'Dn,/f > l TJ1XTT-I1 r,ADCDDVI 17/ 

KJvlAjr O/L^L.KlJNrlL.OAr or K Y L.C,! 

LDLTSGALFVNERJDREACLGS 
AGANPVAVSAVEVEILDiN/DNS 
PRFPRPNYQLQVTARCWWTSW 


15227 


45595 


A 


15317 


2 


165 




15228 


45596 


A 


15318 


1239 


2251 


TCSSRARRPRRGRTVSQVRGPA 

P W APRRARLQQRG SLRG A A RS 

PASPTSA/PSYSRASASAGPAAL 

QPQGAVTPGPSANLAAPGGTL 

VPAEGPRMPPVTAQSASSHPAP 

SASQPSSPAAASRGSLSVPQEVT 

ATLLA S A SSPTLDATRD AP ATP 

RI AAPPG S ATSSRGLG SQAQG SS 

LGTKESISDSFGLGSPAVTQRTT 

APPDSAALSQDTRPEAAGSWPG 

PQTGACSVGSGTDRRDTAAAT 

£/Y^r1Looilc>rvcrv f oAt^JVoOrNt^r 

GILKADFTISTLMDPEEMKDQF 
LRQVRLPSTDALKKQSISNYRP 
PGKGKPQQYLGDSAWNMVSA 
GTIEGFYKE 


15229 


45597 


A 


15319 


46 


2859 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15230 


45598 


A 


15320 


240 


924 


NGEQKCILCHIVYSSKKRH\SHE 
CRRCGPTEVSLSAYAKHISGQL 
HKDNVDAQEREDDGKGEEEEE 
DYFDKELIQLIKQRKEQSRQEPS 
SSSQEVNSDDSSSATFSVSVFYV 
WLKTI LLLT WPK E VKRLDTPGL 
ELWLVPNMAELSEPEGPVDWK 
ERCVALESQLMKFRVQASKIRE 
LLAEKLHHNERLEYRDQRKDS 
ASFQRKKQFTYKASGIEMASDL 
SKAPLEIRG 


15231 


45599 


A 


15321 


3 


755 


LRLPRRSTRTRRGIWVRTGAAM 

GKVNVAKLRYMSRDDFRVLTA 

VEMGMKNHE1VPGSLIASIASL 

KHGGCNKVLRELVKHKLIAWE 

RTKTVQGYRLTNAGYDYLALK 

TLSSRQVVECVG\NQMGVGK\E 

SYI Yl V ANEEGQQFALKLH RLR 

RTSFRNLKNKRDYHIHRHNVS 

WLYLSRLSGMKEFCYMKQFCD 

EQGSQLRIHMMGGQMWAVPIC 

QPRDLFVWFVLRAEACAGCGA 

TSQQRGALGVTSTCYRD 


15232 


45600 


A 


15322 


1 


1028 


MNKT1TTQEEVLPLQADVVQRE 

EELNSLKQKLAAALLAEQEPQP 

ERLVSELQL\PRKAAVFQDEILR 

SSRQLVLPELGVHRHVLVVCC 

GGLRCPLAGGLAAASVGRLGL 

VDCDVVEMSNLAYQVLHGEAL 

AAQAKAASAAASLRGLNLAPP 

PAETVTNCADGGMLRVLTGVL 

GCLQPLKVLK1AASLGPSYSGS 

LLLFDA LRGHFCCIRLRSCRLDC 

A ACGK WPT VTHLLD YE AFCG S 

SATDKCRSLQLLGPEDRVSVTD 

YKRLLDSGAPHLLLDIRPKMEL 

PRKAAVFHDEILRSSRQLVLPEL 

GVLRHLLVVGCGGLRCPLAQY 

LAAAIVGRLGLVAYDVV 


15233 


45601 


A 


15323 


92 


778 


QGTRRWSLGTCSLMTRTQFEV 
CTKVCVQESLQRPGEELKTRCP 
SVGAGYVNYGTPAHERI/GAAV 
K.TGREA DKPEVTKQTQFSTRK 
DE/TSLFGVPLQ*LLARHRAPP* 
RRT/RRLLEVARTPMLPAQASR 
SELAARQDSAWASPAAPASPN/ 
RSVLRRCLLSARPPLCGPL/LRV 
LPSWRRQQ1RENSAED*LHSEY 
RANRIRRRRGHPEN/WTKS*LE 
NPENLTRRSSSAPAPC 


15234 


45602 


A 


15324 


142 


500 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ IBNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15235 


45603 


A 


15325 


3 


343 




15236 


45604 


A 


15326 


1164 


1648 


PLMTSAPWPSCCCWRSLSSGRP 
AG RQRQLPTS ITTANQP A PSRR 
KKSTSRKKQRNLPAVSPAMVAI 

WDTJQrTil VD U/CVT HVAQ^PPD 
V uvtOv^LJL iKWjv L-rl Y AoycKK 

VP Pi A AVPP , 3ri\RK , RTTTk'TRP /T4 

WDVTVFI T7COnpn\! A P*N/fT? HAD 
WK. I IlSJ^LcoKi^rO V AUIVIKV^yr 

1 V^L Vt Vr W INc^ I rcyK^y 1 Ll^ 

RQHGRETRCSV 


15237 


45605 


A 


15327 


28 


417 




15238 


45606 


A 


15328 


2 


440 




15239 


45607 


B 


15329 


1 


441 




15240 


45608 


A 


15330 


22 


584 


JRGRVDPPSAVEPPPKMQIFVKT 
LTG\KTMTLEV EPLG YG * KN VK 
AQASRDK\EGI\PPDQQRL\IFAG 
KQ\LEDGRTLS\DYNIQKAESTL/ 
HIFVLRJLRGGA1CKRKKKSYTT\ 
PKK\IKHKRKKG*SLAV\LKYYK 
\VDE\NGKIS\RLRRECPS\DECGC 
WGVYGQVTFDRHYCGVKCCLT 
LLFQQTRMTSNCMS 


15241 


45609 


A 


15331 


3 


954 


LDARRHWEGTPGFTHTSPDAW 
ADAWGKMAGEKVEKPDTKEK 
KPEAKKWDAGGKVKKGNLKA 
KKPKKGKP\HCSRNPVLLRGIG 
RYSRSAMYSRKAMYK\RKYSA 
AKSKVEKKKKEKVLATVTKPV 
GGDKNGGTRVVKLRKMPRYY 
PTEDVPRKLLSHGKKAPFSQHV 
RKLRASITPGTILIILTGRHRGKR 
VVFLKQLASGLLLVTGPLVLNR 

WOT DPTHnk" P\/T\ A TPTl^TPiTQTvTV 

VKIPKHLTDAYFKKKKLRKPRH 
QEGEIFDTEKEKYEITEQRKIDQ 
KAVDSQILPKIKAIPQLQGNLRS 
VFALTNGIYPHQLVF 


15242 


45610 


A 


15332 


670 


1008 


WC1LGVTPSLMSRTALFLSRHT 
FFA/RSHSAASKL/EKKKKEKVL 
ATVTKPVGGDK.NGGTRVVKLR 
KM PRYYPTED VPRKLLSHGKK 
PFSQHVRKLRPSITPG\TILULTG\ 
RHRG 


15243 


45611 


A 


15333 


1 


708 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15244 


45612 


A 


15334 


1 


1754 


MRNEISDLTEELHQKEITIATVT 
KKA ALLEKQLKMELEI KEKML 
AKQK.PWACLVNAMPAIQVVFN 
LGRFRKCQDPHKAQEWVYPGY 
SG SDCEVFPEIMTSKN REEAMP 
EWKLWKKVVLSGATDAPSWD 
GPTFTDLNVFAGNMGLSDCTLS 
LGKIWKIPGHFLHTSGPVSFHT 
KGLLNTPTKERWVGGFGSEGR 
GVPEPGGCFGVLAVPRRTPPSA 
AAMTGGERLGRAWAGDRAAA 
SRSAPVPGTFGMMGWRPVAFG 
KNAKAYRGFGGIVTSLTPSCDK 
VTLLFVRILPGSGQSRDQSSPEK 
LTDTKSTSNKAYGFPECLRRPE 
STHIFFYDHQLGSEQPRGTKGT 
PLKWVSQKTLERETRQCQALVI 
WTDCDREGENIGFE11HVCKAV 
KPNLQVLRARFSEITPHAVRTA 
CENLTEPDQRVSDAVDVRQEL 
DLRIGAAFTRFQTLRLQRIFPEV 
L AEQLIS YG SCQFPTLGF V VERF 

rvAIV^Ar VrnlrHKJivV 1 HUrllvlJ 
OlvtirlN Wlvtv/L3l L rnuLraoL 

SVVCGVRSLSCRSVGFCWRSTP 
DPVCLCITSGGCRTASIAEQQKL 
LPDPSYRSF1PEGQPPI 


15245 


45613 


A 


15335 


3 


125 




15246 


45614 


A 


15336 


764 


1005 




15247 


45615 


A 


15337 


1 


3533 


MELVNCVLMSTLGNTCCPMAI 

AMFRSSSSLPRPGHSLTGSPLRV 

NLIHIKFPLNDFHQN VVK I KNK 

DPPLGAA1GKESCPIADNELHSL 

ERRPLSPKLVQALGVAGLSRPG 

PPHTGCAIWLLL1TDHKLLSEIL 

YDLLHQGLDILADPPDEGGIPR 

GKNL V ELLQLPGLEE DKAFQKE 

IGLKILVFKAYSTLSSDGPPLFS 

ALRSLQGVQSSKVGESREEKSQ 

TEEEDPGNPWVPQSLGASVSSS 

GKWGCLRTKP 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15248 


45616 


A 


15338 


1 


2800 


SISGPGQEAVPLRPKAEPPEGSG 

MVWDRQTKMEYEWKPDEQGL 

QQILQLLKESQSPDTTIQRTVQQ 

K.LEQLNQYPDFNNYL1FVLTKL 

K.S EDEPTRS LSGLILKNN VKAH 

FQNFPNGVTDF1KSECLNNIGDS 

SPLIRATVGILITTIASKGELQN 

WPDLLPKLCSLLDSEDYNTCEG 

AFGALQKICEDSAEILDSDVLD 

RPLNIMIPKFLQFFKHSSPKIRSH 

AVACVNQFIISRTQALMLHIDSF 

TENLFALA 


15249 


45617 


A 


15339 


8 


450 


TWSWSPQAPSWARPSSQARAV 
SLLVARGQLCQGSRRRSGVGSR 
VDAGAARTALRTLGTRPRLRRP 
CGLGSHETKAAASGQDGQRGS 
RGRGSLGGRELGANEPLYQ/WR 
AHTLTVLFILTCTLGYVTLLEET 
PQDTAYNTKSEIAVVHLS 














MPVAVM AES/AFSFKJCLLDQCE 
NQELEAPGG1ATPPVYGQLLAL 
Y LLIIN/GQRJ WQRDFPGI YTTIN 
AHQWSETVQPIMEALRDATRR 
RAFALVSQAYTSI1ADDFA 


15251 


45619 


A 


15341 


129 


915 


RSGTQGRSAATAALNVIAGATP 

EGQSWGLAVRTVQRRGRPAK 

MPVAVMAESAVXSFKKLLDQC 

ENQELEAPGGIA\TPKVYGQLL 

ALYLFHNDMNNARYL*KRIPPA 

IKSANSELGG\IWSVGQR1WQR 

DFPWG/IYTTINGHQWSETWQP 

I M\EALRDATRETAPLPWVSQA 

YTS\IIAR*FCQPLLGLPV\FEAV 

KGIL\EQGW\QA\DSTTRNGSCP 

GKPVCRGPWDVFPFNKFISLYS 

EP\APV\PPIPNEQQLARLTDYV 

AFLEN 


15252 


45620 


A 


15342 


1 


529 


MATLTISRAQTEDEADYYCHRI 
KLVKEGLDERTHKAYLSSSGK 
GCEFHMVKPGSPLGPDILGSWA 
QSALIQPPSVSGSPGQSVTISCT 
GTSSDVGSYDYVSWYQQHPGT 
VPKPMIYNVNTQPSRVPDRFSG 
SKSG\NTASMTISGLQAEDEAD 
YYCCSYAGSYPVVFGGGTKLT 


15253 


45621 


A 


15343 


399 


737 


WISGGNSCATT/LSDAGLSTTSN 
SIGSAT\GARQAESASSQSGGGA 
LGRHCGASGKCAESLRREPVGS 
ATNQWAPGWVVGRPASDSSHV 
VIGLGRSAWSPAEVTPSLIPGRG 
RTK 
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SEQID 
NO: 


SEO H> NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15254 


45622 


A 


15344 


1 


4320 




15255 


45623 


A 


15345 




966 


MNVNLAEESKGKETVGDE1KG 
GGIQMVMLASQPLTSYCAARFI 
TGHGQKLKSELKKTLQVIMLN I 
QKVR1PTRDGYNEKDILSTGKN 
VEKLELSNIAGYPSNIEKKEYQE 
QSVLSCCSERKD AN PKSV VCSF 
FMQEQCTKGEKRFL1PGTLSVD 
RHLRYFGILPTVSNAAVVKEVP 
TVSNAAVVTEAPTGSNAAVVT 
EAPTGSNAARVMEVPTGSNAA 
V VTE VPTG SNA A V VTE APTG SN 
AAVVKEAPTGSNAARVMEVPT 
GSNAAVVKEAPTGSNAARVME 
VPTGSNAAVVKEVPTGSNAAV 
VKEVPT/G SN AA V VKE APTGSN 
AARVMEVPTGSNAAVVKEAPT 
GSNAARVMEVPTGSNAAVVKE 
VPTGSNAAVVKEVPTGVTLRW 
SRKRPRE 


15256 


45624 


A 


15346 


1 


702 




15257 


45625 


B 


15347 


238 


546 




15258 


45626 


A 


15348 


632 


2361 


FQSRTFLKNWNPGEQSQK1I/CF 

QLGERAYQTDVLVKVPRQSSV 

FSENQRMNNPERWFESTGCGK 

TYNQNRA FNQHQRFHSG EKTY 

EHNECGKAFSWPSILSKHQR1H 

TGKKLYTCEDCGKSFSVHSYF1 

QHCKIHTREKPYECIKCGKAFS 

THSSYVQHLK1HTGEKHHECNQ 

CGKAFSHSSNLIHHQRIHSGEKP 

YKCKECGKAFNRQSNLIQHQRI 

HSGEKPYDCKECGKAFSTQLFL 

IQHQRIHTGEKPYECNECAKSFS 

LNRTLTVHQRIHTGEKPYRCNE 

CGKSFSQCSQV1QHKR1HTGEK 

PYICNECGKSFGARLSLIQHQRI 

HTGEKPYGCREKPYECSECGK 

AFSQSFNLIHHQRTHNGEKSYE 

CNECDKAFSLLSSLVQHQRIHN 

GDKPYECHKCGKAFSQGSHLIQ 

HQRSH1GEKPYECNECGKTFGQ 

ISTLIKHERTHNGEKPYECSDCG 

KAFSQS A H L1HHQRIHTG ENP Y 

ECSECGKAFNVCSSLIQHHR1HT 

GEKPYECSDCGKAFSQHSQFIQ 

HQRIHTGEKPYMCNECEKSFSA 

CLSLIQHKRIHTGEKPYVCAKC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15259 


45627 


A 


15349 


3 




354 

- 


EAFGGERVSSTMSGLSGPPARR 

nprpi A IT T I Fl 1 p.PDI \/I A ICC 

Lir r rLALJLLLr LLurKLV LA I or 

HLPINSRKCLREEIQQGPASDW 

HIT T A ITTCXPl^PA/ffYPPrVMi PT TT 
CD I UMr 


15260 


45628 


A 




15350 


283 


393 


YVYRRYGRFE*NDPSSALMST* 

kj JvK C L*»w- L,U Kl lv fc, In Iv is. 


15261 


45629 


A 


15351 




351 




15262 


45630 


A 


15352 


1 


867 




15263 


45631 


B 


15353 


1 


1323 




15264 


45632 


A 


15354 


1 


3669 




15265 


45633 


A 


15355 


362 


1039 


LESYLQLPSAEGKTVSVFGETC 
ATPVGP/AAGPHTQ/LAQN1VTS 
WLTGGRPIELKTVQILDRLELE 
KPCIDAEDECFNTEWSTEFTLL 
KAWDEYLKAWFALHLLEAMF 
QPSDSGKSFIFNMSVGYNLEGQ 

PI XlDlf'MVDCnnVDDVI I/CUDfiH 
rLJNr\N.N Y jrol^Li VrK V L.rvbHKl^i-' 

YLVGNKLSWADIHLVELFYYV 
EELDSSLISSFPLLKPHTHVDNT 
KKG SHPHMCA YTDYVNNPND 
RMPQREITFVS 


15266 


45634 


A 


15356 


74 


208 


QRLTKLRETSRRLLSWQRSPSS 
TTSMHGAEWSPPRWLLAAAGV 
EFEEKFIKSAEDLDKVRNDGYL 
MFQQVP\RLRLMG*SWSRV 


15267 


45635 


A 


15357 


308 


735 


NQRCTWAYSMTMEIFL1SCVKT 
LSVRYAVQQLKTGVFCSLETQP 

orvlvl A rA tSISU oN.JS.JS. ISU n <yl Alln 

VVTQENTINIQKH1HEVGFKKC 
APRALKE1QKFAMKEMGTPVV 
L1DTRLNKAVWAKRIRNVTNRI 
HLCLSRKCNEDKE 


15268 


45636 










LSSLASMSFTTCSAFTNYWSPG 
SVQVPSYGTQPVSHAASVYAG 
LGGSGSRISVSHASPMAGGLAG 
MGGIQNEKETMQSLRDRLASY 
LDRVRGLETENWKLESKIQEH 


15269 


45637 


B 


15359 


1 


991 
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SEQ1D 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15270 


45638 


A 


15360 


40 


1030 


RGDPRVRRRTQSLSPVLSLSPDS 
M SFTTRSTFSTN Y RTLG S VQ AP 
SYGARPVSSAASVYAGAGGSG 
SRISVSRSTSFRGGMGSGGLAT 
GIAGGLAGMGGIQNEKETMQS 
LNDRLA S YLDRVRSLETEN RRL 
\ESKI REHLEKKGPQVRD WSH Y 
FKI1EDLRAQIFANTVDNARIVL 
QIDNARLAADDFRVKYETELA 
MRQSWENVDIHGLRNVIVDDTN 
YHTDLQLETE1EALKEELLFMK 
KNHEEEVKGLQAQIASS\GLTV 
EV\DAPK\SQDLAKIMA\DIRAQ 
Y\DELAR\KNREE\LDKYWSQQI 
EESTTVVTTQSAEVGAAETTLT 


15271 


45639 


A 


15361 


1 


438 


LHSDDLSLQMLRCSPVATAASY 
TSGPGAPISSSSFSRVGSSSFQGG 
LGGGFGGASGIGGITAVMVNQS 
LLRPLNLEVDPNIQARF/VHTQE 
KEQIKTF/NNKFASFIDKVRFLE 
QQNRMLEAKWSLLQQQKMAQ 
SNMDNMFQSYINNL 


15272 


45640 


A 


15362 


176 


1455 


EIFPLVIQKSYKVSTSGPRAFSS 

R\SYTSGPGAP1SSSSFSRVGSSS 

FQGGLGGGFGGASGIGGITAVM 

/VQVLHTQEKEQIKTF/NNKFAS 

FIDKVRFLEQQNRMLEAKWSL 

LQQQKMAQSNMDNMFQSYIN 

NLRWQLETLGQEKLKLEAELG 

NMQELVEDFKKKYHDE1NKHT 

EMENEFVL1EKDVDEAYKNKV 

ELESHLEG LTDEINFLRQL H EEE 

1WELQSLISDTSVVLSIDSSHSLD 

MDNIITEVKAQYKEIANCSWAK 

ADSMYQIKYEDLQMLARKHGD 

NLRCTKTDISEMNQNVSWLQA 

EIKGLKGQRASLEATITDAEKR 

RELAIKDANTKLLELEAALQW 

AKQDMAQQLRVYQELMNVKL 

ALDIKTATYKKLLEGEESWQES 

RMQNM SIYSKTTSG Y AGGLS S 

AYGGLTSPP\LSYGLSS 


15273 


45641 


B 


15363 


70 


915 




15274 


45642 


C 


15364 


62 


217 




15275 


45643 


B 


15365 


1 


612 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15276 


45644 


A 


15366 


3 


841 


STPKMPKGKKAKGKKVAPAPA 
VVKKQEAKKVVNPLFEKRPKN 
FG1GQDIQPKRDLTRFVKWPRY 
1 RLQRQRAILYKRLKVPPAINQF 
TQAUDRQTATQLLKLAHKYRP 
ETKQEKKQRL\LARAE\KKAAW 
PKGTFPTKRPPV\LRAGVNTVTT 
LVENKKAQLVVIAHDVDPIELV 

V r Lr AL\L^KJViV10 V r i U11j>A_j1vA.o 

LGR1VHRKTCTTVAFTQVNSED 
KG\ALAK\LVEA1RTNYNDRYD 
EIRRHWGGNVLG\PKSV\ARIAK 
LEK\AKAKELATKLGLNVHC 


15277 


45645 


A 


15367 


2 


1006 


WINLKGNLLRKRSLTSNFWPCK 

LRSRKRHTTRNLRMNLWLSSH 

PPQQSNTKPWCCQLSCSTSLLT 

LLGTSLPLLSYLIHLIPPGPRQYP 

VIHRTSTLLLQH 1 S VGKEKFHKS 

QHWGFCNNVMMLQLQLSPLK 

GLSLVDKVNRPPALSGTRVLAS 

KTAWRIFQEP/SEPKTKAAAPG 

VEDEPLLRGNPCRFVIFPIEYHD 

1WQMYEKAEASFWTT\EEVDLS 

lfTiTPUWPCI k'DPPl} VFTCI4VT VET 

FAASDGIINENLVERFSQIVQITE 
ARCFYGFQ1AMENIHSEMYSLLI 
DT Y I KDPKE REFLFNAI/ETMPC 
VKKKADWALRWIGDKEATYG 


15278 


45646 


A 


15368 


3 


1368 


QAQPMGRVGGMAQPMGRAGA 
PKPMGRAGSARRGRFKGCWSE 
GSPVHPVPAVLSWLLALLRCAS 
TMLSLRVPLAPITDPQQLQLSPL 
KGLSLVDKENTPPALSGTARVL 
ASKTARRIFQEPTEPKTKAAAP 
GVEDEPLLRENPRRFVIFPIEYH 
DIWQMYKKAEASFWTAEEV\D 
LSKDIQHWESLKPEERYFISHVL 
AFFAASDGIVWENLVERFSQEV 
QITEA\RCFYGFQIAMEN1HSEM 
YSLLIDTYIKDPKEREFLFNA1\E 
TMPCVKKKADWALRWMGDKE 
ATYGERVVAFAAVEGIFFSGSF 
AS1FWLKKRGLMPGLTFSNELIS 
RDEGVLHCDFACLMFKHLVHKP 
SEERVREIIINAVRIEQEFLTEAL 
PVKLIGMNCTLMKQYIEFVADR 
LMLELGFSKVFRVENPFDFMEN 
ISLEGKTNFFEKRVGEYQRMGV 
MSSPTENSFTLDADF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15279 


45647 


A 


15369 


2 


621 


RFIKMLSRHHQHVHHVLPLLRA 
PLPVAMEEEIPALFIDNGSGM/C 
KSSFA/GDNALRAIFPSIIGHPRH 
QGVMVGMGQKDSYVGDQAQS 
KCGILTLKYPIICHG1VTNWDDM 

E,M WrinVr I IN cLLVALctyv V 

LLTEAPLNPRANREICMTQIMFK 
TFNTQAMYVAIQAVLTLHSSGC 

J 1 UI V MJLJoUIXj V lnl VrlY tiKrl 

TLPHTILHLDL 
















15281 


45649 


A 


15371 


2 


228 




15282 


45650 


B 


15372 


1 


816 




15283 


45651 


A 


15373 


256 


384 


RKLLNEAPC*PMR*HSLLNRLA 

1 oL^lNoW 1 Vrv Vr f^r MVLKKUL 




45652 




15374 


145 


375 


K I A G KN RLN RN Q C ICE RJC V Q V L 
WISEKKKQREAVEDSPSLDCCH 
KFPPGS* ERLHG * K.RGQ WF*PP 
HTVEK.QMRSCLL 


15285 


45653 


A 


15375 


319 


482 




15286 


45654 


A 


15376 


4776 


5910 


VCSTAGDVNGVCLLYDLLHIA 

VASGSAKGECFFARKPLLAEGV 

1YDCLQEFK.EKKLVPATPHAQV 

LSYEALLSAHDTIAQKDFEPLLP 

PLPDNIPESEEAMRJVCLVKNQ 

QPLGATIKRHEMTGDILVARI1H 

GGLAERSGLLYAGDKLVEVNG 

VSVEGLDPEQVIH1LAPRPCLSP 

M SL A DLPPLPRE V L VL AGKLP V 

PSSSFLLQPREDCQGPQPSSLIT 

WFAPLETEPGVDRAMSRGTIMF 

KVVPVSDPPVNSQQMVYVRA 

IVi Jt i Wrl s ^c,lJrLJirUMlJAOLrr 

QKGDILQIVDQNDALWWQARK 
ISDPATCAGLVPSNHLLK/R1WT 
EPGICIFTKRLRCSGKQREFWW 
SQPYQPHTCLK.STLCEYCNCPT 


15287 


45655 


A 


15377 


2 


405 


WSLVTRRALARVGLPG/SPPPRL 
LLLPLLLGWGLRVAAAASASSS 
GAAAEDSSAMEELATEKEAEES 
HRQDSVSLLTFILLLTLTILTIWL 
FK.HRRVRFLHETGLAMIYGLEK 
1TIGVLDITGWPYCT1QPYNGFL 


15288 


45656 


A 


15378 


1 


3804 




15289 


45657 


A 


15379 


349 




PDflVAWT A "CT ADi/cr.wpnpi c 
KKTAEASRWHEKWFALYQNV 
LFYFEGEQSCRP\GMYLLEGCSS 
GGTSPRSFRSSSRDSPISIPLHPT 
Alt 


15290 


45658 


A 


15380 


314 


483 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15291 


45659 


A 


15381 


352 


822 


DPRRVQAFPAKMKFNPFVTSDR 
SKNRKRHFNAP\SHIRRKIMSSP 
LSKELRQKYNVRSMPIRKDDEV 

KUH I rvOv^V^IOrv V V^V IK 

KKYVIY1ERVQREKANGTTVHV 
G\IHPSRVVITRLKLDK\DRKRIS 
DRKAKSRQVGKEKGKYKEETI 
EKMQE 


15292 


45660 


B 


15382 


80 


432 




15293 


45661 


A 


15383 


11 


888 


VKCRKAEGRRESRLQTFEESQA 
VEAAMANVPWAEVCEKFQAA 
LALSRVELHKNPEKEPYKSKYS 
ARANMVEEVKALLGPAPVEDED 
ERPEAEDGPGAG\DHALGLPAE 
VVEPEGPVAQANRLRlAAVFiEF 
H LG VNHIDTEELS AGEEHLVKC 
LRLLRRYRLSHDCISLC1QAQT 
WRC1GVRDPPTSSCAFLSTSPTP 
vucwk'TfYriviDi ppcnicti \rr% 

VrloV K.K.l^> 1 rur Llvr^fN J> 1 L, V U 

DMESSFQTCFASPLSQDYVNGS 
NQEEIGTGVDRCIHKFLDIARQ 
NISFLQKRLQLSVQKPEQVINED 
VDVSELRNE 


15294 


45662 


A 


15384 


1864 


2705 


WPGKVLAH RGLHPWHRDPHGS 
GGGAGQELRRQGGCLEQLLYD 
AAHAQRLPPLDSVLPRAALPQD 
CQRASACEGDPTLLRPSHSPGH 
PRGAEER/VPSTACLQRSWEGR/ 
WNRALQQVGGLKSPWRGEYK 
EPRHPPPNQANYHQTL/ACPAE 
R/CFRQGPQGPGQLRRQQAEPL 

RSLGCGNPYLCPPWSQPLPETP 
AHQSGKQPSRSRNCSSWK*NYS 
STACPSHFLWRSRSKFSRASAST 
ASPCRMTVRRTHQRPLKARGTP 


15295 


45663 


A 


15385 


1113 


1378 


RPHAESFVSGGIPDPPGPGPGST 
GPGPL/ERQPCSLTSWPREPPSSS 
SMKMLTQG PSLTAP YKGTI LGE 
VNPAHAISSSARNTSSRTSV 


15296 


45664 


A 


15386 


285 


722 


TPAHPGVPPGQSGRHRHW/QSA 
ARSQLQPSAW*PKTGSLFATTW 
RCQTRASTCSAHWPLMAASPG 
AGGSSMASWR/DRP*PCPPPPAP 
HLPEAAFLLR/CHDACP*NTGSA 
VPRGSCQPPAQQWDQGLAATR 
WGQAERLPRIYNWALAPP 
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SEQID 

NO: 


SEQID NO: 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15297 


45665 


A 


15387 


207 

— 


605 


FQASAERFGTEDD/GSLRTRPPV 
MQSHQWPWRRPRPLVSRGRPQ 

1 1 rtKnlJouuoLr L ] rrvlVtcotio 

EDEDLA/EGCRWP/EAGTVGVP 
GPRAQGAAQR/QAVLARKKHR 
RRPSKRKRHWRPYLELSWAEK 








T5388 




407 


ATDlf'TCk'MT Pf\PI?T WXH AVUC 
AL^r I ^MNlyK^lvKL WlNLAlVHfc, 

F/SVDMTCGGCAEAVSRVLISLE 

VRVKYDIDLPNK/KVC1ESEHS 

MDTLLATL 


15299 


45667 


B 


15389 


321 


625 




15300 


45668 


A 


15390 


275 


690 


SLWPPVIRG/SPKGNRPAILTYH 
DVGLNMANKKSGDHPEREGTP 
RSFREVVSAFGPGSSK.LQIPKGS 
APRCGVPGRGARRELQSFRAGP 
RTQGSPVGPRCQSRRLRSAQEE 
SAK.ARHGGLRAHRSFSWDIRM 
SSKERKFS 


15301 


45669 


A 


15391 


2 


137 


PGRYRPN*LLLSDASPGAGNEF 
QSTFLTPTILPSLRFPVLYTPNS 


15302 


45670 


A 


15392 


1 


648 


MSLRKLTIMVEGKGGPNIPHAC 
GCRQRSSIKVSLLPAVTSKSESP 
KEPEQLRKLFIGGLSFETTDESL 
RSHFEQRRTLTDCAVMRDPNT 
KCSKGFGFVTYATMEEKYHTV 

WP.UCrP A W A I CkTlP\/A?ACCC 
INunoLcAivJW\Lorvvb V AoA&ob 

QR/GRSGSGNFGGGHGGGFGG 
NDNFGHGENFRGHSSFGGSHG 
GSGYGGSGDDYSGFGNDGSNF 
GGGGSYN DFGN YSNQSSNFGP 


15303 


45671 


A 


15393 


1 


3629 


MTGICYTEDERSYKKNAQPTA 
ASKKQKETQKFCLRVDGQQKV 
KLSVLQEKSAQLTVQLKSQKFL 
GHPTAGRGRSELCLDLPDPPED 
PVALETRSVGTWVRERDLGMP 
DGEAALAAKVAVLETQLKKAL 
QELQAAQARQADPQPQAWPPP 
DSPVRVDTVRVVEGPREVEVV 
ASTAAGAPAQRAQSLEPYGTG 
LRA L A M PG RPESPP V FRSQE V V 
ETMCPVPAAATSNVHMVKKISI 
TERSCDGAAEMKWEDQNIGD 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15304 


45672 


A 


15394 


1 


1515 


MGQVFRVVTGVGEQPGHPDQF 

PY IDS WLS1IQN HPK WLQACFET 

YCK.TLMAQIKPGT1ERDCKASV 

KEKDSQEKQKKPVLQAPPEELE 

SPALYAPIYPSLARLRQEAAPA 

APRGSDSEESTPQATPCREEPEP 

LPEKETSSSYRSNAVHFLIHNPT 

WADCKQLLQSLFNTEEHHRVI 

QAAFQWLENNAPAGTGYIRQY 

AQQALPIEADTGWDPNQAQGL 

QSLQWYREALLNG1KAGGKKA 

TNIGKVSEVCQKPDESPSEFYER 

LCEAYQLYTPFDPEAAGNQCM 

VNVAFVSQAQGDIKRKLQKLE 

AKAVLRGKF1ALNTYIKKAERA 

QTDILRSHLKELKKQEQTKSKA 

SRRKDVTKIRAELNE1ETTTTKI 

QKFN ETKS WFFEK1NT1NRPL AR 

LTKKSREKLQITSLRK.EMGDTT 

NLEEMNK FLEK YN A PSLNQEEL 
HTLNRPIRNSE1EVVIKKLPTKK/ 
SPGQDGFRAESYQIFKEALV 








ilii — 










4I6I4" 






69 


2^0~ 


YYFDSPIHPLHLSGTLRPGGSRQ 
FPCDPQFLCRLLHTLASL*SLPG 
DLLRGLLHKLVCRVERLDLASL 
YAVGR 


15307 


45675 


A 


15397 


62 


201 




15308 


45676 


A 


15398 


3 


429 


LPSSVPRQPKMQARCLSRSIRA 
VEIYESDLEEGQGLLHEFSQFVL 
DRPPPTQSRYAQELVHTCYLHT 
L ASL* SLPGDLQRGLLHKL VCR 
AERLDLASHHAAVGRSELFFW 
TPYTHSPPGAGVGHPFPWHTRL 
PWGVPAEGHQ 


15j09 


45677 




15399 






PSSSIPVYHCSLRGICIPVLGLKR 
AANVGVSLEASPPLLSTPGGLGI 
CLSCGGTRTVGSRVGSIFPW*G 
EGTTGITGSISCKGSSDVGSNRT 
SGVDFPRRVE 


15310 


45678 


A 


15400 


1 


273 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15311 


45679 


A 


15401 


1 


406 


MEEGWIRLPDGRVAAPQLLGA 

AVVLAVQETTHRGQESLEKLL 

GRYFYISPLSALAKTVRQRDFA 

DFGTT1KQDFRLLGQTSVDRLL 

QLSQGQAVKGNQLLPVSLTSQ 

CQVYKCVWNWWVLGLTDFKN 

EATDPPGVKLQTFLVSVTTHKG 

SVDPNSEKQQDLLQRAKEQSFH 

SVEGDPSRDFADFGTT1KQDFR 

LLGQTSVDRLLQLSQGQAVKG 

NQLLPVSLVKRKTTLAPNTQTA 

SPRALADSLMQLARQVSR*RAI 

SCCPSH*LPSAKCISVSGIGGFL 

V SLTSRMK PRTLLE 




45680 




"F4lP 




^ 






45 1 


— 




W\ 




LQLQPTG/CNFLYFYVGYMKTL 
GFCFHHIVEERGGCLWYPCFYC 

"MT CI I nn*T?Qr , QUTR1VPCT t xad 
rNLoL,L,00 KoLon 1 KJ VriiLLMr 

JVLOrLJO^ V U 


15314 


45682 


A 


15404 


1 


1860 




15315 


45683 


A 


15405 


1 


531 




15316 


45684 


A 


15406 


2302 


2691 




15317 


45685 


A 


15407 


520 


2883 




15318 


45686 


A 


15408 


3690 


4727 


ENCHWGCEHPCDIGSSIILSPLA 

YWEQYHRVTYISRDTEGSIIVFP 

ALVTMLRNLFIILAGSSDPHFHT 

PMYFFLSNLSWAD1GFTSATVP 

KM1VDMQSHSRV1SYAGCLTQ 

MSFFVLFACIEDMLLTLMAYDR 

FVAICRPLHYPV1VNPHLCVFFV 

LVSFFLSLLDSQLHSWIVLQFTF 

FKNVE1SNFVCDPSQLLNLACS 

DSVINSIF1YLDS1MFGFLPISGIL 

LSYANNVPSILR1SSSDRKSKAF 

STCGSHLAVVCLFYGTGIGVYL 

TSAWSPPPRNGVMASVMYAV 

VTPMLNLFIYSLRNRDIQSALRR 

LLSRTVESHDLLSQDLLHPFSC 

VGEKGQPH 


15319 


45687 


B 


15409 


1 


3195 




15320 


45688 


B 


15410 




1819 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15321 


45689 


A 


15411 


399 


1089 


LLTPRTDLQEMPLDNAEIEWYT 

DGSYLRGEVFQWYDHLAL1FVP 

QTG IED VI WHIEALPN YIQK VCE 

RRNPYNQILSLQCAQHEIFLVS 

WKLVCKQLEGDDDMLVGTTA 

SNLLLESEQSTSNLNEKINHLEY 

EDQYKDNNFGEGNDGGILEDK 

LISN/NMGGPDSPDSVNPVE/PAM 

PTMTDQTTLVPNEEEAFALEPI 

D1TVKETNAKRKRKLIVDSVKN 

LDSKT1RAQLNDY 


15322 


45690 


A 


15412 




809 


FKDDDMLVSTTTSNLLLESEQS 
TSNLNEKINHLEYEDQYKVDNF 
GEGNDGGILDDKLISNNDGG1F 
DDPPALSEAGVMLPEQPAHDD 
MDEDDNVSMGGPDSPDSVDPV 
EPM PTMTDQTTL VPNEEEAFAL 
EPIDITVKETKAKRKRKLIVDSV 
KELDSKTIRAHLSDYSDIGTTLD 

LArr 1 rv IS. L,1V1IVI W K fc, 1 Uu V^lVLr 

SLPAQPLWNNRLLKLFTRCLTP 
LVPQDL1KRRKGGEADNLDEFL 
KEFEHPEVPREDQQQ*HQQRD 
V1DEPII 


15323 


45691 


A 


15413 


1 


595 


MVNRSHFRGVGEPCHQQNSHG 
HLNSITETSNSPTLRAAPLQPTR 
DPSDMAVFEIDELPEGAVKPPA 
NKYP1FFFGTHETAFLGPKDLFP 

IKE. Y KUrvruN\SfNKKrvUrlNbuL 

WEIENNVPGVKFTGYQAIQQQS 
SSETEG EG GNTADASS EEEGDR 
VEEDGKGKRKNEKAGSKRKKS 
YTSKVTKKLLIVINVICIS1KHF 


15324 


45692 


A 


15414 


41 


785 


GKGWAGGASGPANHGPAAGG 

RS PGMLRGDQG LPGRG A AGM 

ARPRSRE\YKAGDLVF\AKMKG 

YPHWPARIDELPEASVKPPTNKA 

YPIFFF WH PMKPAFLGPQVDLFP 

Y* EYRGKFGKASNNRKGFNEGL 

W\EIENNPGS/IRFTGYQA\IQQQ 

SSFRTEGEGGNTADASSEEEGD 

RVERDGKGVKRKNEKAGSKRK 

KSYTSKKSSKQS\RKSPGDED\D 

KDCKEEENKSSSEGGDAG\NDT 

RNTTSDLQKTSEGT 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15325 


45693 


A 


15415 


1 


1272 


MWSGAGPGLAVWPQLVTVLSL 

SLSRLNCKWGLSFLACLLLGD 

MADAAMQHYGVNGYSLHAM 

NSLSAMYNLHQQAAQQAQHA 

PD YRPS VHA LTL AERL ADI ILE A 

RYGSQHRKQRRSRTAFTAQQL 

EALEKTFQKTHYPDVVMRERL 

AMCTNLPEARVQVWFKNRRA 

KFRKKQRSLQKEQLQK.QKEAE 

GSHGEGKAEAPTPDTQLDTEQP 

PRLPGSDPPAELHLSLSEQSASE 

SAPEDQPDREEDPRAGAEDPKA 

EKSPGADSKGLGCKRGSPKADS 

PG SLTITPVAPGGGLLGPSHSYS 

SSPL/SPLPSAGAIPPAHGGHQQ 

PGALLVLRSRGSGPCCCSGGCC 

CALPGRQHGPAGLTA/SASPTTS 

PCQQPLLP/SQGVWGSPLLPAPP 

AGL APASATLNSKTTSIEN LRLR 

AKQHAASLGLDTLPN 


15326 


45694 


A 


15416 


1 


1152 




15327 


45695 


A 


15417 


8 


82 




15328 


45696 


A 


15418 


1 


1350 


MGSEKDSESPRSTSLHAAAPDP 
KCRSGGRRRRLTLHSVFSASAR 
GRRARA KPQ AEPPPP A AQPPPA 
PAPAAAQGPPPEALPAEPAAEA 
EAEAAAAAAEPGFDDEEAAEG 
GGPGAEEVECPLCLVRLPPERA 
PRLLSCPHRSCRDCLRHYLRLEI 
SESRVPISCPECSERLNPHDIRLL 
LADPPLMHKYEEFMLRRYLAS 
DPDCRWCPAPDCGYAVIAYGC 
ASCPKLTCEREGCQTEFCYHCK 
QIWHPNQTCDMARQQRAQTLR 
VRTKHTSGLSYGQESGPADDIK 
PCPRCS A Y 1 1 KMNDGSCNHMTC 
A VCGCEFC WLCMKEI SDL H Y L 
SPSGCTFWGKKPWSRKKKILW 
QLGTL1GAPVGISLIAGIAIPAM 
VIGI\PVYVGRNIHSRYDGKEN\S 
KHKRNLAITGGVTLSVIASPV1A 
AVS VGMGVPMM LA YV YG VVP1 
SLCRGGGCGS 


15329 


45697 


A 


15419 


2 


540 





1958 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15330 


45698 


A 


15420 


1 


530 


SRTTPG KAPKETWGQDAGSGK 
GGQGPPTRKPPRRTSSHLPSSPA 
AGDCPILATPESPPPLAPETPDE 
AASVAADSDVQVP\GPAASPKP 

AGDGDHLSAVAERPKVSLHFD 
TETDGYYFSDGEMSDSDVEAED 
GGVQRGPREAGAKEWVRMGV 
LAS 


15331 


45699 


A 


15421 


1 


2989 


MLLVMYWAPAPPPVHMSQFLT 
TGPK.CLELSLDHGRDSQEITAS 
GLLWLQHAACGLAQWNQKPH 
PPFLTLLQAEEPFERARSCDIYIR 
1KMLQTAQQHQVGLAPTERKE 
ALRGSQSPQKSASGQRPGSLDR 
ELLMLIK1SKCLRVPSGPSSVLG 
TESTGPVPGELVLCQQDAGATQ 
EGVCYGRELMICRCDSFPRLME 
PWG VKGTPEVFRTDLITAM K.1P 
DSYQLSPDDYY1LADPWRQEW 
EKGVQVPAGAEA1PE 


15332 


45700 


A 


15422 


218 


404 




15333 


45701 


A 


15423 


1 


422 
















L TMI FAACVFSGDFIMASFFRQ 
PMEEE WSRSSTI SG EDG ERWTP 
DTAGKAAQGIAGDVVWVSPLP 
PSKVSAASKPPKS\HHPFFKWH 
NFSNLMKMFYKMYFSKN 


15335 


45703 


A 


15425 


21 


375 


TFENTRFWDVQIPVPTGERRNE 
WALPPPGAGSVPAGGWSRPLTP 
GRCDSQGRGRSRRAAPLSRSPL 
PPLRRSPTLPGEPPPAHRPLRVH 
PRHGPRPSHLVACLNSQAPDASR 
LRASANQ 


15336 


45704 


A 


15426 


155 


340 





1959 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15337 


45705 


A 


15427 


1 


2658 


MIINTIITTTTTITI1FI1TIMSSSPIT 

ITNIITIIQHHHHI-rNDQRPSLGK 

CRGLYIRVRKVPGERATANSRC 

P1NAQGIESCWNGVMALWLGP 

NSTCSRLPELTDSEDCQPADSP 

GDEDPKPWWDPPHEAPLTGYF 

HPYGAAFVPRHAGNFKDRREV 

PHQDTSFCSAGQFWILPSACKT 

GRVALTLTLLIGAYQTLTEADV 

KGLTAARAASPGAKWRTQFPC 

PAGTCSSQAGNGQLEDCLPYPP 

G PS APVG SLSRSSANGEFIIGRV1 

KAMNNSWHPECFRCDLCQEVL 

ADIGFVKNAGRHLCRPCHNRE 

KARGLGKYICQKCHA1IDEQPLI 

FKNDPYHPDHFNCANCGIKLG 

VFLTDRKDLTADAQELKGELY 

CLPCHDKMGVPICGACRRPIEG 

RVVNAMGKQWHVEHFVCAKC 

EKPFLGHRHYERKGLAYCETH 

YTMQLFGDVCFHCNRVIEGDDE 

G DG F AHRYSPY DSCEVDQSPL E 

GQQLK.SIRKGPLAQSQPLPTPV 

MLHPGCKTQ1REAPGSAALESV 

RRRPRPGLVPEEESESAAVEAV 

RHIHLQNFSRSLLETLNGQKLG 

GHFCDVTVCIHEASLRAHRCGL 

A 1G SPSFQDKLLLGPSEI RVPSV 

VPVQTVRQLVELLYSGSLVVA 

QSEAPQVLMAASVLR1DSYRR 

M H AD YRTRSS APA STS AP A PLP 

TPVPPPLAPEQLRHRLRHLLAA 


15338 


45706 


A 


15428 


708 


892 




15339 


45707 


A 


15429 


2 


713 




15340 


45708 


A 


15430 


212 


1246 


DLPLAVHGQVSDSGAQAVASR 

SGDESSIVCLKEESTVNMTFRCS 

LPLAVISVVSFTAKCQVKSEFII 

G R V 1 KAMNNS WHPECS A VTS A 

RKFWQILHLSRMLVDRKDLTA 

DAQELKGELYCLPCHDKMGVP 

ICGACRRPIEGRVVNAMGKQW 

HVEREQYMDPGILSALIDPKYL 

LILSHRGLHMKSMKGFYFAKL 

YYEAKEYDLAKKYICTYINVQE 

RDPKAHRFLGLLYELEENTEKA 

VECYRRSVELNPTQKDLVLKIA 

ELLCKNDVTDGRAKYWVERA 

AKLFPGSPAIYKLKN/DGWVRG 

QMVPKPDDEGVQVRGRSGRPD 

AGWRLNRRSSVGGSAWRLRPQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














WGGPGRQPDGGRVPGRCGPRR 
PATWESPAACRPRPQSRHHSFE 
*GGSRSGSSHKRPCPSSPAVLRA 
RDQV VLHTSFEATEGDSSH EDR 
STPLARRCLCSHRSGEA 


15342 


45710 


A 


15432 


1 


2446 


METSLMVQVCGGRDCNALLPG 

NLCSQPTQVLPLEVDGDDGPG 

GLPLNAAPPSSVPPVPPSEALPP 

PACPSAPAPWRSIISRLFGTSPA 

AEAAHPPPGGALDFGALRTSSC 

LSQSHGH1PGGPGLGLGAVRVP 

VPSEEDPASLFTEPVPAAEAPAT 

VQSVEDFVANDRLDRSFLEDM 

TPARDEKKVGAKAAQQDSDTG 

RASRAPEQQ1PHGGHWRGHSRS 

YERFRPPDMVSAGPGPSDGEAL 

GGNP1VAGFQDDVDLEDQPRGS 

PPPPAGPVPSQDITLSSEEEAEV 

ADPPK.GPAPAPQQCSEPETKWS 

SIPASKPQRGTAPMTAAASPWP 

GGASVHTGLEKCSSTRPPAEIEP 

GKGEQASSSESDPEGPIAAQML 

SFVMDDPDFESEASDTQCRAVR 

RVLPAQRAENAYGSAFQPGAL 

KPECRPTLKGGPGPVPSKAGKK 

TEATSPRPTGGASPLAHGATVG 

AAWGLGMASWPIGSSLAPTRA 

RTREPRLQRRVGSELPGDPCSG 

SGASCRQVCARGRATSVRLPAL 

ESLWPLSSDGSAAAREGLEGPR 

LRQAAAPGGPGPPLPPLSRPPSP 

ARRM RGG AA VAGRG AA APLE 

GRVRLGVGFLAETAVRAGAGA 

LAAADAPPGSRTPRARPLVAAG 

SGAAGGRCPVPSRRQREAPSPL 

GGAGVDLQLECLTSEKAGVGA 

ATGG VLE AL A R AI RQKKEI EE IQ 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15343 


45711 


A 


15433 


26 


963 


FMIWAGQNRKVQDFVIQLRML 
TPVVPPPQAAPNAQQPRAAASA 
PQTRVRAPRWPLGNVVVLGTE 
DA A G PSRPASEPP A SPALPG PAL 
ELGLPN HPKQT/HRPRL APRRSH 
PKDSCTIFKLNSFLKN1KFNNSV 
GDQVNLDYKLISGTEYD1LNFW 
NFRJLAKTGCSKDGHRNPRSRP 
TQEEGSGKPKKSLVKERSGAQE 
DLPVPPEEKLELSGTSMGPCCFS 

HRWPAAYPAPLNCSVPPPETTM 
PVSDLGSPLHWASR1ATPPSMW 
LCCLLAAALRVLAVSNSSAEVY 
SQS 


15344 


45712 


A 


15434 


803 


1305 


RSKPCRSSHNVFSWWAHSRPC 
CPWSGYSSRLCCLSCCITLGPY 
QLKNRQQRNGSYKSFGNYLCV 

p,mdi i p\\/\/u/i i cnnkT. D C/WI D 
UlNKL-Lr W V W1I ryLuxUKo/ WLr 

RSDWVTSYKVMVSNDSHTWV 
TVKNGSGDMIFEGNSEKEIPVL 
NELPVPMVARYIRJNPQSWFDN 
GS1CMRMEILGCPLPGWEH 


15345 


45713 


A 


15435 


2 


377 


ARELLKAVWRPHKVAVMHCR 
GHQRASTLVGLGNSRADSEAR 
KAPSAPFRASVTAPLLPQAPDL 
VPTYSKEENDFLQAKGGQVME 
EG*1RLPDGRVAAVVLAVHETT 
HRGQELLEKLLGWYFY1SH 


15346 


45714 


A 


15436 


77 


679 


KMKTNQMGLKSKVVEMNATIS 
EIRLN 1NRKDVEYQQEILQLEA V 
WKLH K V A VMHCKG HQRASTL 
VGLGNSRTDSESPKAASAPLRA 
SVTAPLLPQAPDLVPTYSKEEK 
DFLQVEGGQVMEEGCIRLLDG 
RVAVPQLLGAAIVLAVHETTHL 
RS/ESSLGKLLGQLFSTISHFVSL 
CQNLTQRCVTCRQHNARQGPA 
VPPGMQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15347 


45715 


A 


15437 


2 


881 


HARCTGIAARAGLLDPRHTGEA 

LAARSRIDLARRPHWPRGCGTG 

GGGGGCAGLGGAWLRGNDVA 

VPARALVTAAPASSSMSPPIPA 

AARPVSSS\PAASPSPRCGLRAG 

PAELRCPRRLRQARAEEPPRAG 

PA PGR RRPTPGIC PAPLSPRLRA 

GGTAPSLPGVTRGSRVGRRLRP 

SLGGAGCRVGKRPPRLLPPGRR 

to 1 ULrrrAU 1 UArAuVLVVLlJ 

GDPGHELAAALLRRLGGQ1RAL 
AGHRTAG W AQHGLSPRE A VRP 
APAARGTLLLRRSNSRRHLQNP 
ANFGGTLAT 


15348 


45716 


A 


15438 


3 


502 


GRRDSCLPGVVAPRACLHPRG 
QVPRLGSVGKMATPGMSWQQ 
HYYGGSAAKFAPSPATAQLAG 

KV1YALNTKNDEHESAIQALKD 
AHEEE1QH 1 LAETREKI\LQ YKS 

WVTPFT r>7 PRI^inVI FCCT prvui 
rvV 1 rj,c.l_.UL.rvrvJs.l^ VI J £,c>£>L J c.L'rll 

KMKQQALTEFEAYKHR 


15349 


45717 


A 


15439 


29 


230 


LQ1DCKNKPAILRGPTDPLKEA 
DCYCRTWERPQ1LLPKWEGTR 
KPILVI*QNKAHQHAPQITLLHQ 




45718 


- — 


15440 


73 


— 


r r WOulEtrLr V ILoUSVr WrLL 
1WVGASASPVVGDVFGRGGSPF 
PTSTVGAFTVLWGVSWVLKRV 
CGSSWDC*FVLA1NLELKFTM 




4 . 5 J[ 9 n 




7^25 


7^ 








7 


j — 






1619 


KlNorNl^nOrtVl 1 L/ Vrlv^v Wry I r^ 

KKFLIYLKKNSGGLVDP*MVHT 
TRLCADNPQYQPRARKSHS*VK 
GESTTLREHPMGQKNLNNSLQP 


15353 


45721 


B 


15443 


1 


696 




15354 


45722 


B 


15444 


49 


525 




15355 


45723 


A 


15445 


113 


474 


SIPYKNKEEEEGKGGEYY1KGT 
CHGTKGSEQQPSALDLPSDRAY 
PNEKEPEN*LW*LI*QNKAL*HS 
PKNHTSSP/RNGSKPRKKSLINL 
KKNSGG*LLS*LGRHQRKVKPN 
ARKSKNQYKK 


15356 


45724 


A 


15446 


47 


614 


TGCPRCKQNSTCIAAVKMEGPL 
S VFG DRSTGETIRSQN\DVTITN 
DGATILKLLEVEHPAAKVLCEL 
ADLQDKEVGDGTTSVVIIAAEL 
LKNADELVKQKJHPTSV1SGYR 
LACKEAVFYLTENLIVNTDELG 
RDCL1NAAKTSMSSDIIGINGDF 
FAN/MVVDAVLA1HARHRGQ/P 
RYPVTLLY*SHGES 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15357 


45725 


B 


15447 


707 


1826 




15358 


45726 


A 


15448 


108 


397 




15359 


45727 


A 


15449 


1726 


2464 


SKAVQLEAGGLLQLFCCKMAP 

DPNITDVFGRTALHYAVYNEDT 

SMIEKLLSYGANIEECSEDEYPP 

LFLAVSQRKVKMVEFLLKKKA 

NINAVDYLGRSALIHAVTLGEK 

D1VILLLQHNIDVFSRDVYGKL 

AED Y A SEAKN R VIFELI YE YER 

K1CHEELSINSNPVSSQKQPALK 

ATSGKEDSISN1ATEIKDGQKSG 

1 Vobl^Jvt^rALrvUl oJJr\.INJL>o VolN 

TATE1KDEQKSGTWSSQKQPAL 
KDTSDKNDSVSNTATEIKDEQK 
SGTSVFSETTGLEGYK 


15360 


45728 


A 


15450 


2 


675 




15361 


45729 


A 


15451 




467 


DHSSSPAREQNWMEMEFDELT 
EVGFRRWVITNSSELKKHVLTQ 
CK.EA KN LEKRLGELLTRJTSLE 

T/X7TX'PiI N4CT KXTT 1 A DC! UCAVTC 
rvJNlJNlJLIvlt.LJS.IN JAKtLHtAY IS 

JNSW1NQAEERLSEIEDQLNEIK 

KtUKl 1 blS.JVlKlNb 1 I VKVAAalvl 


15362 


45730 


A 


15452 


2 


632 




15363 


45731 


B 


15453 


355 


894 




15364 


45732 


B 


15454 


99 


716 




15365 


45733 


A 


15455 


1 


1140 




15366 


45734 


A 


15456 


1 


1476 


ME VN REKQLN ELE V1GSE EQN L 

EEEGLM1GGVAVRLVPDDIVIP 

GGVNATNGTEARDALRVKVA 

MSVTLLSGIIQYLLSALGWSYY 

TVDGVSQKNPRALGVTADQLH 

A1FTTMSDEQASFRFGFVAIYLT 

EPLVRGFTTAAAVHVFTSMLK 

YLFGVKTKRYSGIFSVVYSTVA 

VLQNVKNLNVCSLGVGLMVFG 

LLLGGKEFNERFKEKLPAPIPLE 

FFADHNSSPAREQKWMENEFD 

EWTEVSFRRWVITNSSELKEHI 

LTQCKEAKNLEKRLEELLTRITS 

LEKNINDLMELKNTAQEFHEA 

YTSINS/RNQTEERVSE1EDQLN 

E1*CKDKIR\EKKRMKRNEQSLQ 

EIWDCVKRPNLRLTGVPESDGE 

MnTiVi pmti nrwirvPxrPi-TMi ap 

r^AXT<vr^ir^nr\D tdhd vccdd a td 
V^AiNl>^I( S( Ic,JV>*K 1 r^K I ibisJvA. 1 r 

RHIIIRFTKVEMKEKMLRAARE 
KGRVTHKGNPIRLIADLSADTL 
QARRQWEPTFNILKENFQTRISH 


15367 


45735 


A 


15457 


1 


1185 




15368 


45736 


A 


15458 


1 


2367 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15369 


45737 


A 


15459 


1 


744 




15370 


45738 


B 


15460 


337 


1515 




15371 


45739 


A 


15461 




1197 




15372 


45740 


A 


15462 


1 


714 




15373 


45741 


A 


15463 


142 


601 


HQRTKVYKFTKMRKNQPKKPE 

NSK/TQNPSSPSKDHNSLPAREE 

NWMENEFDKLTEVGFRRWVIT 

NSSELKEHVLTQCKEAKNPDK 

RLEKLLTRIISLEKN1NDLVELK 

NTA*ELLEAYTNINSQ1DQVEEK 

1/S/SIEDQLNEIKLEDEIREKKKK 


15374 


45742 


A 


15464 


153 


474 


CiTV CXFMVXTTk' k^OHVtlTk'TDCT^r: 
\J 1 Ph.2>JNiN VinI ts.rvV^L? Vri 1 N. J ro£,Lr 

NEFDELTEVGFRRWVITNSSEL 
KEHVLTQCKEAKNLEKRLQEL 
LTRITSLEKNINDLMELKNTA 


15375 


45743 


A 


15465 


1 


2172 




15376 


45744 


A 


15466 




1640 


MKLMETLNQCIN AG HEMTKAI 

A1AQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHG WVPDLH 1HAEDTLLPF 

YLGEKDD VTY A I KPTC WPG L DI 

IPSCLALHRJETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDVI 

VIDSAPNLGIGTINVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGFEPDHLTPAGNC 

YVVRRNEDCIGFFSGFYNVISL 

GVYLVEQQKGWEDTHSKTPSK 

GHQHQRSKVDKSTKMRKNWS 

KNAENSKNQNALSPPNDRNSSP 

ARAQNWMENKFDKLTEVGFR 

RQVITNTSELKEHILTQSKEAKN 

LDKRLQELLTRITSLEKNINDL 

MELKNTARELREAFTSFCVNCE 

AVSLITSLREDSHWLEDSKGHR 

M/RRHQE*KCEYFHPPHPGLQF 

YQLPESDSHSDPLWPHGGSFLS 


15377 


45745 


B 


15467 


50 


1603 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15378 


45746 


A 


15468 


528 


1413 


QTERNSTSTSKTPSEGHQHQRP 

KVDKSTKMGRNQCKKA*\NSK 

SQNACCPPKDHSSLPAREQTW 

MENEFDELTEVGFRRWVITNSS 

KLKEHVLTQCKEAKNLEKRLE 

ELLTR1TNLEKNINDLMELKNT 

ARELREAYTSINSRIDQAKERM 

SEIVDQLNERNDRENGTKLENT 

LQDITQDNFPYLARQVNIQIQET 

QRMPQRYYSRRVTPRHIIVRFA 

K V E MKEKML R A AREKDTS V K 

QKVNKDIQELNSALHQVDLIAI 

YRTLHPKSTEYTFFSAPHHTYS 

KTDHI VH SILCDSG 














SSQLNKAPSLFNPVSEEFCLWL 
LLLQKELLTRITSLEKNTNDLV 
DLKN TA*ELHEAHTSINS*IDQV 
EERfSECEDHLTEIRHSEKMKTA 
LLK*DMQTRREKKK 


15380 


45748 


A 


15470 


865 


2055 


QTERNSININKKDNYAKTPSKG 
HQQQRPKVDKSTKMRKNQHK 
KA*KFPKPGMPSSPPK\DHNCSP 
ARE\QNWMEN\EFNEFDELTGA 
GFRRWVITNSSELKEHVVTQCK 
EAKNLEKRL\QELLTRITSLEKN 
INDLMEL KQDITQENFM KHTQ 
VSIAQADQGRKERV\SEIEDPTL 
MD1KCEDKIREKK/1KKRNEQSL 
QEIWGYVKRPNLRLISVPESDG 
ENGNK*ENILQDUQENF/PFPNL 
TRQANIQIQETQRTLQRYPLRR 
ATPRH1IIRFTKVEMKEKMLRA 
AREKGRVTHKGKPI RLTENLS A 
ETL*ARRE**PILNILKERNFQPR 
ISYRAKLSFISK/GKREIKSFIDK 
QTLRDFVTTRPALQELLKEAVN 
MERKNQYQPLQKHTKLKRPLT 


15381 


45749 


A 


15471 


1 


315 




15382 


45750 


A 


15472 


1 


2775 




15383 


45751 


A 


15473 




1017 




15384 


45752 


B 


15474 


1 


3105 
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WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15385 


45753 


A 


15475 


1 


1115 


MKWLLLLGLVALSECIMYKVP 

LIRKKSLRRTLSERGLLKDFLK 

KHNLNPARKYFPQWEAPTLVD 

EQPLENYLDMEYFGTIG1GTPA 

QDFTVVFDTGSSNLWVPSVYCS 

SLACTNHNRFNPEDSSTYQSTS 

ETVS IT YGTG SMTGILG YDT VQ 

SGYHHGNHRLNLKGLCSSKRSS 

TTPPLYDLGQVASPPSGSVSSC 

DDQSGSVVIFGGIYSSYY\TGGL 

N WVPVTVEG YW\QITVDSITMN 

GEAMACAEGCQAMVEPGTFFVT 

GP\TSP1A\NIQSDIEA\SEELDG\D 

SVLICSAISS\LPD1\VFTI\NGVQY 

PVPPS\AY1LQSEGSCISGFQG\M 

NLPTESEELWILGDVFHPASTLT 

VF\DRANNQVG\LAPVA 
















15387 


45755 


A 


15477 


470 


479 


PRNPSSFLQVQVQHRFLQLFVP 
FHFVFFLASLYVMVTLTTWFR* 
DPCVSGMALNCSFLKIASSSGE 
YLRPTPSYLNQVVRVTMT 


15388 


45756 


A 


15478 


1 


896 


CLPFGGPKPNPWDKDGGCQGR 
PQPRHLPGPGTAAQRRQQCPSE 
KSLL/CRWPSLTASTCSRLFYIL 
LHVGAS/CNLLPPAVKDSSGKG 
VGQDTQVLSGSGAVYRVCAGT 
ATFHLLQAVLLVHLHSPTSPRA 
QLHNSFWLLKLLFLLGLCAIAF 
CIPDEHLFPAWHYIGICGGFAFI 
LLQLVLITAFAHSWNKNCNEAS 
YLAEVFGPLWIVKVYSYEFQKP 
SLCFCCPETVEADKGQRGGAA 
RPADQETPPAPPVQVQHLFLQL 
FCLPLRLLPWLTLCHGYPYQLV 
QASAGCGCKPFAPYSL 



1967 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15389 


45757 


A 


15479 




1016 


MERRG PG A ATARGRARPGGGP 

SVGLLATGSSLNPSFHGVARIVP 

GFIRIARPRDGSFAYESVPWQQS 

ATQPAGSLSVVTTVWGVGNAT 

QSQVLGNPMGPAGSPSGSSMM 

PGVAGGSSALTSPQCLGQQAFA 

EGGANKGYVQQGVYSRGGYP 

GAPGFTTGYAGGPGGLGLPSH 

AARPSTDFTQAAAAAAVAAAA 

ATATATAT/GHRGCSPGEAEPG 

AEPXDGAMGAGQSFNSQFLQHG 

GPRGPSVPAGMNPTGIGGVMG 

PSGLSPLAMNPTRAAGMTPLY 

AGQRLPQHGYPGPPQAQPLPRQ 

G VKRTYSE V YPG QQ YLQG A YP 

VHSGLSQFPTWQETPRHP 


15390 


45758 


C 


15480 


1 


585 




15391 


45759 


B 


15481 


1 


885 




15392 


45760 


A 


15482 


3 


440 


GPWPRPVAYLSK.QLYRVSKGW 
PPGLRALAEMALLAQEADKLT 
LRQNPN1/1GPHAVV TLMTTKG 
HH * FTN ARLT Y VKI PT*PLKF/G 
NTLNPTTLLPVSESPVEHNCVD 
VLDSVYSSRPNLRDHP*TSVDC 
ERYVDRSSFTNRCKVTR 


15393 


45761 


A 


15483 


3 


368 




15394 


45762 


C 


15484 


109 


276 




15395 


45763 


A 


15485 




1710 




15396 


45764 


A 


15486 


221 


784 


QNSLRSMCQKEKKMAAGVLT 
HTC\GPWPRPVAYLSKQLDRIS 
KGWPPGLRALAATALLAQEAD 
KLTL\G K.T* I *RPPH A V VTLMNT 
KGHHWLTNARLTKYQSLLCEN 
PHITTEVCNTLNPTTLLLVSESL 
VEHNCVEVLDSVYSSRLNLRD 
HP*TSVDW*LHVDGSSFTNPCK 
VTLKKMTSAAPVTPRS 


15397 


45765 


B 


15487 


509 


661 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15398 


45766 


A 


15488 


1370 


2243 


LGKLRLESCGLVAAVRPHSGGL 

AMPLPNATRPASGRSED/AELK 

LALEHGHRSESLQGRKHRGVH 

DNSDIPQAALVGGTTMIIGHVL 

PDKETSLVDAYEKCRGLADPK 

VCCDYALHVGITWWAPKVKA 

EMETLVREKGVNSFQMFMTYK 

DLYMLRDSELYQVLHACKDIG 

A1ARVHAENGELVAEGAKEAL 

DLGITG PEG1EISRPEELEAEATH 

RVITIANRTHCPIYLVNVSSISA 

GDVIAAAKMQGKVVLAETTTA 

HATLTGLHYYHQDWSHAAAY 

VTVPPLRLGIPPH 


15399 


45767 


A 


15489 


j07 


600 


VSRRASSGSPVPLGSLHLQHSA 
PA/PSA A PKPRSPPARLSRPHLR 

npc A A PQPT cpr.P A CI A A A A A A 

RVPAQPSPAPSTTPAPRTTLAPR 
VPHRLAPAP 


15400 


45768 


A 


15490 


3 


222 




15401 


45769 


B 


15491 


1 


1131 




15402 


45770 


A 


15492 


136 


201 




15403 


45771 


A 


15493 




556 


ELPRRLVCSKLRADPGRLTPDA 
CARPGMSRYLLPLSALGTVAG 
AAVLLKDYVTGGACPSKATIPG 
KTVIVTGANTGIGKQTALELAR 
RGGN1ILACRDMEKCEAAAK\D 

IPPETI 1UI-IU\/1^T A DUI ril ACT 

IKOtl LINHri VJNAKHLULAbblS.5> 

IREFAAKIIEEEERVDIL1NNAGV 
MRCPHWTTEDGFEMQFGVNHL 
GHFLLTTWC 


15404 


45772 


A 


15494 


11 


559 








A 




1 


312 


M APA ADREG Y WGPTTSTLD W 
CEENYSVTWY1AEF\SWLMSGF 
LPTPSSLRDLTASRWVRSLPPSR 
SPAGRQPGPAEELPKASPCPWG 
KSLSRPFASFSASSGPS 



1969 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15406 


45774 


A 


15496 


2 


1605 


WQLPHPPAAPSARQILRACQLS 
SVTAVAQSCLYGKQLC/GLTTG 
NIAGAGLLFFGGGIGGT1LYAK. 
W A SHFRERV EK.TIPY SDK.LFEV 
VLGSAPYNVPLPKKSTQSGPLK 
1SSVSEVTKEFKQPASQLQKQK 
GDTPASATAGDTVLVPGVQHE 
ESLKTDHPAIDEGKPTPALSEEA 
SSSSIRERPCEEIAACLAQEEKQ 
EQ VKTESL A KSFED ALRQTAN V 
TLQAIAAQNTVVQAVNAHSNIL 
KAAMDNSEIEGKKKSAKWHTV 
QGALKEHRKAVDEAANALLKA 
KEEVQAAQFESKLVSQYHELV 
GQAQDDFKRQLDSITPEVLPGW 
KGMSVSDPADKLSTDDLNSLIA 
RAHRHIDQLNRELAEQKATEK 
QHITLALEKQTLEEKVQEQELK 
YEFEQNLSEKLSEQELQFH H LS 
QEQVHNFTLD1NTAYARLRGIE 
HAVQSHAVAEEEARKAYQLW 
LSVEALKYSMKTSSAEMPAVPL 
GSAVEAIKANCSDNEFTKALAT 
AIPPESLTHGVYSEETLRVRFYA 
VQKLARRVAMID 
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SEQ ID 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol" first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15407 


45775 


A 


15497 


89 


2490 


PKCCFFCLLSGETAAAQSCLCG 
KVVLRPLRPCRRYSTSGSSGLT 
TGKIAGAGLLFVGGG1GGTILY 
AK WD SHFRESVEKTI PYSDKLF 
EMVLGPAAYNVPLPKKS1QSGP 
L*ISSVSEVM\KESNRPASQ\LQK 
QKAGDTPASATAPTEAAQIISAA 
GDTLSVPAPAVQPEESLKTDHP 
EIGEGKPTPALSEEASSSSIRERP 
PEEVAARLAQQEKQEQVKIESL 
AKSLEDALRQTASVTLQAIAAQ 
NAAVQAVNAHSNILKAAMDNS 
EIAGEKKSAQWRTVEGALKER 
RKAVDEAADALLKAK*LLMDF 
NKEELEKMKSVIENAKKKEVA 
GAKPH1TAAEGKLHNMIVDLD 
NVVKKVQAAQSEAKVVSQYH 
ELVVQARDDFKRELDSITPEVL 
PGWKGMSVSDLADKLSTDDLN 
SLIAHAHRRIDQLNRELAEQKA 
TEKQHITLAL\EKQKL\EEKRAF\ 
DSAVAKAFRNIHRKLKYRA*TG 
QKR*KEVRDAME\NEMRTQLR 
RQAAAHTDHLRDVLRVQEQEL 
KSEFEQNLSEKLSEQELQFRRLS 
QEQVDNFTUDINTAYARLRG I E 
QAVQSHAVAEEEARKAHQLW 
LSVEALKYSMKTSSAETTSUPL 
GSAV\EAI\KANCSDNEFTQALT 
AAIPVPESLTRGVVTVKRPLGAR 
F\YAVQKL\ARRVAMIDETRNSL 
YQYFLSYLQSLLLFPPQQLKPPP 


15408 


45776 


A 


15498 


1 


1212 


MPKKRQALVEFEDVLGACNAV 

NYAADNQIYIAGHPAFVNYSTS 

QKISRPGDSDDSRSVNSVLLFT1 

LNPIYSITTPTRLNVFKNDQDT 

WDYTNPNLSGQGDPGSNPNKR 

QRQPPLLGDHPAEYGGPHGGY 

HSHYHDEGYGPPPPHYEGRRM 

GPPVGEYGPHADSPVIMVYGL 

DQSKMNCDRVFNVFCLYGNVE 

KVKISLKKQSPGGRPMGEEWL\ 

DGYAVDRA1THLNNNFMFGQK 

LNV/CVGAQAREGSRGTGERK 

GGEWGPAEEHSEA EVLTHTEM 

GCGSVSKQPAIMPGQSYGLEDG 

SCSYKDFSESRNNRFSTPEQAA 

KNR1QHPSNVLHFFNAPLEVTE 

ENFFEICDELGVKRPSSVKVFSG 

KSERSSSGLLEWESKSDALETL 

GFLNHYQMKNPSINLVT 



1971 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15409 


45777 


A 


15499 


1 


645 




15410 


45778 


A 


15500 




677 


SPPNPRAPYLFPASLQNPANWS 
PHFQYLP1LSQPRSVLTAFRQQA 
QPRISMPQAQTPFRPQMERLDQ 
1MIRRSNQPQHSLKPKLIQSKALT 
LFNSVKAEKDEEAAEEKFEVTR 
VVH I RGLIDG VVEADIVEALQE 
FGLISYVMVMSKKRQALVEFE 
DVLEACNAVNYTADNQIHIAG 
HPAFVNYSTSQKISRPGNSDDVR 
SVNSVLLFTILNPIYS1TTDVLYT 


15411 


45779 


A 


15501 


2 


1712 


DEQRRRSGAMVKMAAAGGGG 
GGGRYYGGGSEGGRAPKRLKT 
DNAGDQHGGGGGGGGGAGAA 
GGGGGGENYDDPHKTPASPVV 
HIRGLIDGVVEADLVEALQEFG 
PISYVVVMPKKRQ\SLV*FEDVL 
GAGNAV\NYAADNQIYIAGHPA 
\FVNYSTSQK1SRPGDSDDSR\SV 
N\SVLLFTILNPIYSITTDVLYTI\ 
CNPCGPVQRIVIFRKNGVQAMV 
EFDSVQSAQRAKASLNGADIYS 
GCCTLKIE YA K PTRLN VFKN DQ 
DTWDYTNP\NLSGQGDPGSNPN 
KRQRQPPLLGDHPAEYGGPHG 
G YH SH YHDEGYG PPPPHYEGR 
RMGPPVGGHRRGPSRYGPQYG 
HPPPPPPPPEYGPHADSPVLMV 
YGLDQSKMNGDRVFNVFCLYG 
NVEKVKFMKSKPGAAMVEMA 
DGYAVDRA1THLNNNFMFGQK 
LNVCVSKQPA1MPGQSYGLED 

AKN R1QHPSN VLHFFNAPLEVT 
EENFFEICDELGVKRPSSVKVFS 
GKSERSSSGLLEWESKSDALET 
LGFLNHYQMKNPNGPYPYTLK 


15412 


45780 


A 


15502 


1 


528 


NHQIRNDFTISPGVKADSRTSPI 
PQQPASSFDITEAAVSFAKDSLA 
GGVAAAISKMAVAPIERVK/RV 
PKEHGVLSWCGNLASVIRYFP\ 
TQALNFTFKDKYKQIFLDGVDK 
RSQFWRYFAGNLASGGATGAT 
SLCFVYPLDFAHTRVAADVGK 
AGAERELRGFGDCLVKIYKSDG 
IK 


15413 


45781 


A 


15503 


1 


1452 





1972 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


15414 


45782 


A 


15504 


2 


991 


RSAGVKAGSRPSPVLQQSASSF 

MMTDAAVSFAKDFLAGGVAA 

AISKTAVAPIERVKLL\LQVQ\H 

ASKQIAADKQYKG11GCVVRIP 

KEQGVLSFWRGNLANVIRYFPT 

QALNFAFKDKYKQIFLGGVDK 

RTAQFWRYFARNLASGGAAGA 

TSLCFVYPLDFARTRLAADVGK 

AGAEREFRGLGDCLVKIYKSDG 

IKGLYQGFNVSVQGIIIYRAAYF 

GIY\DTAKG\MLPDPK\NTHIVI\S 

W\M1AQTVHCCCPG*LPYPFDT 

RS/VRRNE*MQSGRK\GT\DIMY 

TGTL\DCWRKIARDEGGKAFFK 

GAWSNVVLRGMGGAFWLVLYE 

*KSKKYT 


15415 


45783 


A 


15505 


1 


613 




15416 


45784 


A 


15506 


1 


1695 




15417 


45785 


A 


15507 


131 


723 


LLEGKLTNRKDIHTKNPSVRH/ 
RSSKTKERVSAMEDEINEMKRE 
EKFREKRVKRNEQSLQE1WDYL 
KRPNLRL1GVPESDGENGTKLE 
NTLQDIIQETnTPNLARQANIQIQ 
EIQRMPQRYSLRRATPRH1IVRF 

1 K V ElVIrvclVlVll .rc^Atvc-IVijrvV 1 

HKGKJPIRLT/ADLSAETLQARRE 
WGPIFN1LKEKNFQPRJSYPAKL 




— — 


— 


— — 




3756 




— 


— — 


— 


— — 




8^79 






45788 


— 


— — 




804 









4I7I0" 







1111^ 




— 








- — 






827 




15423 


45791 


A 


15513 




1011 




15424 


45792 


A 


15514 




1722 




15425 


45793 


B 


15515 




780 




15426 


45794 


A 


15516 




2712 




15427 


45795 


B 


15517 




855 





1973 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15428 


45796 


A 


15518 


3 


1263 


GRT1QTKGKEV\ENFEKNLEEC1 
TRITNTEKCLKELMELKTKARE 
V REECRSLRSQCDQLEERV SAM 
EDEMNEMKQEGKFREKRI KRN 
EQSLQEIWDYVKRPNLRLIGVP 
ESDVENGTKLENTLQDIIQENFP 
NLARQANVQIQERQRTPQRYSS 
RRATPRHIIVRFTKVEMKEKMG 
LLVPNWTNHSPLFRA1LFDYKG 
FCRFGTTHQTGFSPAGANQRGP 
L A ATLSGPGG EGQS A VARLTG L 
IG VPESDVEKETKJLETTLQDI IQ 
ENFPILARQANVQ1QEIQRTPQR 
YSSRRATPRHIIVRFTKVEMKE 
K.MLRAAREKGRVTLKGKPIRL 
TADLSAETLQARREWGP1FNIL 
KEKNFQPR1SYPAKLSFISEGEIK 
SFTDKQMLRDFVTTRPALKELL 
KEALNMERNNRYQPLQNHAK 


15429 


45797 


A 


15519 




11j7 




15430 


45798 


A 


15520 




1578 


















15432 


45800 


A 


15522 




1120 




15433 


45801 


B 


15523 




1541 




15434 


45802 


B 


15524 




1632 




15435 


45803 


C 


15525 


53 


352 




15436 


45804 


A 


15526 


1 


973 


MGKKQNRKTGNSKMQSASPPP 
K.ERSSSPATEQSWMENDFDELR 
EEGFRRSNYSELREDIQTK.GKE 
VENFEKNLEECITRITNTEK.CLK 
ELMELKTKARELQRVSAMEDE 
MNEMKREGKFREKRIKRNEQS 
LQE1WDYVKRPNLRLIGVPESD 
GENGTKLENTLQDI1QENFPNL 
ARQANIQIQEILRJPQRYSSRRA 
TPRHIIVRFTKVEMKEKMLRAA 

nci/r D \/TT vnv"OIT>t TWFM CAE? 

KnlS-uKV ILJs.utvrlivL 1 VULbAb 

DTCVPAIi'I QtTTCFf^CI I/VFTHI/n 

MLRDFWTTRPALQELLKEALN 
MERNNRYQPLQNHAKM 
















15438 


45806 


B 


15528 


50 


658 












1065 


1260 


RSHALALDSAGSSSPESPH*RAS 
IPHTALGQNAGSWAGTAHSHH 
GPFLWSDPRHPQVVPHRTCCP 


15440 


45808 


A 


15530 


96 


219 


EFSTKPRLSGP*SSWEMLILEPL 
APDTTIDLKLLYSDRDF 



1974 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknovvn, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


15441 


45809 


A 


15531 


5459 


6324 


LLANVSQLLADISQLLANFTQL 
FSHFSQLLTYLSKLFTHLPQLLT 
HFPKLLTHQPELFSNQSQLHPNI 
T\RYSPTSPSYSPTSPNYTPTSPN 
YSPTSPSYSPTSPSYS/RDLTKLL 
PFQPTIHTTVSNLYPKLTQLQPQ 
FAQLQPNLTQVVPPTSPSYSPSSP 
EYTPTSPKYSPTSPKYSPTSPKY 

or 1 Sr 1 i or 1 I rK Y or lorl I oXi^J 

PLQSTPQPLPSTHLLAPLTRPLP 
PSTRPPAPPTRPPPPKAQPTLPLP 
LVTRPPAPPTVSQARLSARMTV 
TRRTEGTWGAAAG 


15442 


45810 


A 


15532 


13 


941 


SVVLRPLLVVAAATATTPVAA 
AAATNTAKKTATVMVGEMVA 
G ERG VLQMGHDITRFFYSNIQT 
VINNWLLIEGHTIG1GDSIADSK 
TYQDIQNTIKKAKQDVIETFEN 
QVPRILNDARDKTGSSAQKSLS 
EYKNFKSMVVSGAKGSKINISQ 
GGGSQGGRGGPPISMWLLALC 
LVGLAGAQRGGGGPGGGAPG\ 
GPGLGLGSLGEERFPVVNTAYG 

PVDrSVCPPI XTXTPIl r"5D\/Vi"YFT r"l 
KVKOVKKcLlNINn.ll_,LJr V Vl^rLlj 

VPYATPPLGARRFQPPEAPASW 
PGVRNATTLPPACPQNLHGALP 
A1MLPVWFTDNLEAAATYGGC 
FRVPKKA 


15443 


45811 


A 


15533 


207 


696 


TNLQEKNKQPHQKVGKRYKQT 
LLKRRHLCSQQAHEKMLIITGH 
QRNANQNHNE1PSHTS*NGDH* 

K V Kl\.l^l^JVli ,nKlvl W KlNrvlNAr 1 L 
Wvuv 1 oo 1 1 V JliJolVLrt.lri^OoK 

TRNTI *LSHPITGY1PKGL*IMLL 
*RHMHTYAYCGSIHNS1CDLEPT 
QRSINDRLD 


15444 


45812 


A 


15534 


1 


307 




15445 


45813 


A 

— 


15535 


1 


381 


LPPPHDRLWCVMFPTLCPSVLI 
VQFPPMSENMRCLVFCPCNSLL 
RMMVSSFIHVPTKDMNSGIL*S 
RPADIELFSINLVNKKIFLKGKF 
GDPLSLQRQLRNIVFSMPCCFPS 
FLLPWVFSQLSVK.PH 


15446 - 


45874 




15536 


134 


278 


DPAFLAPSPV/LMKQAPQATSG 
LMEPPGPSTP1VQRPRILLV1DD 
AHTD 


15447 


45815 


B 


15537 


1 


840 




15448 


45816 


C 


15538 


1 


891 





1975 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15449 


45817 


A 


15539 


1 


3102 


MYSHVITVCRHVKNGDILLLNR 
QPTLHRPS1QAHRARJLPEEKVL 
RLHYANCKAYNADFDGDEMN 
AHFPQSELGRAEAYVLACTDQ 
QYLVPKDGQPLAGLIQDHMVS 
GASMTTRGCFFTREHYMELVY 
RGLTDKVGRVKLLSPSTLKPFPL 
WTGKQHINRTKDKNHMIISIDA 
EKAFDKIQQPFMLKTLNKLGID 
GT Y LK1IRAI YDKPT ASIILNGQK 
LEAFPLKTGTRQGCPLSPLLFN1 
VLEVLARA1RQEK 


15450 


45818 


A 


15540 


1 


779 


1PMKDHDA1KLFIGQIPRNLDEK 
DLKPLFEEFGKIYELTVLKDRFT 
GMHKGCAFLTYCERESALKAQ 
SALHEQKTLPGMNRPIQVKPAD 
SESRGEDKKLFVGMLNKQQSE 
DDVRR\LFEAFGNIEECTILRGP 
ERQTAKGCAFVKYSSVHAEAAG 
RPSTRLHGSQTMPGAFVPVWV 

UyV 2>/\U I UJvfclV 1 lVlK\KIVl^l^M/\ 

GQMGMFNPMAIPFGAYGAYA 
QALMQQQAALMASVAQGGYL 
NPMAAFAAAQMQQMAALNM 
NGLAA 


15451 


45819 


A 


15541 


1 


1413 


MEYYAAIKKDEFISFVGTWMK 

LET1 1 LSKLSQMQKTKHRIFSL1 V 

LCD1TDILKEFTVAEAGGFALNE 

IMKEICKSRFSAKVSLHWKMW 

HSTASLGYHRVNVTNPDPLNLC 

LGHCWLGLRDTGQKQACGGP 

GVCPGM FRRACGGNAPCKEAP 

SVTEASSPDGSVLCLGSHVPITP 

APLSSAQMVCHMVEDRRTVEL 

1LGATHNLFFSTSPLTWSLRAIP 

GNCVLFLKDY VTEPVRSQSILH 1 

AGPTFKQTPNLPFLKFPEATKA 

HGPNVYQNDSTCPEPTAQVSH 

WSSVSSTLIASPVPGPEDRKLFV 

GMLNKQQSEDDVRRLFEAFGN 

IEECTILRGPDGNSKARPLASSQ 

GAPSVKYSSHAEAQAAINALH 

GSQTMPLMQQQAALMASVAQ 

GGYLNPMAAFAAAQMQQMAA 

LN\PNGLAAAPMTPT\QANGQP 

AAEEI\FANGIHPYPAQSPTAAD 

PLQQAYAGVQQYAGR 



1976 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


15452 


45820 


A 


15542 


254 


883 


DLRK.DSPWEHRQCDKREPGNS 
APPAPHSWGFAVFNPRAGDVR 
QLCKRADTRTPSPRAPFGSAGA 
CRGCGRAGARSLASPKARTCIS 
SARRRAGGPLQLGAGSGQAKR 

APSPGGVLAGFQEPPGRPQVAC 
CAATAAGGIRAGERR/PAAAAA 
AAPWAQKLRRLRLQRRGPPGC 
R**MVSFPRLFSGSTSR 


15453 


45821 


A 


15543 


1 


768 


MCDFGKSTSLPASPTSSSANGR 
DNSTYRLKEQGGFMHSVASRD 
SCAESARYTDAHYAKSGYGAY 
TPSSYGANLAASLLEKEKLGFK 
PVPTSSFLTRPRTYGPSSLLDYD 
RGRPLLRPD1TGGGKRAESQTR 
GTERPLGSGLSGGSGFPYGVTN 
NCLSYLP1NAYDQGVTLTQKLD 
SQSDLARDFSSLRTSDSYRIDPR 
NLG RSPM LA RTRKELCTLQGL 
YQTASCPE YL VDYLENYG RKG 
SASQVPSQAP\PSRVP 



1977 



wo 



01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possiblc nucleotide insertion) 


15454 


45822 


A 


15544 


85 


2249 


SAEAMSGDGATEQAAEYVPEK 

VKKAEKKLEENPYDLDAWSILI 

RE AQNQPIDKARKTY E RL V AQF 

PSSGRFWKLYIEAEIKAKNYDK 

GEKLFQRCLMKVLHIDLWKCY 

LSYVRETKG\KLPSYKGKMAQ 

AYDFALDKIGME1MSYQIWVD 

YINFLKGVEAVGSYAENQRITA 

VRRVYQRGC VNPMIN IEQL WR 

DYNKYEEGINIHLAKKMIEDRS 

RDYMNARRVAKE YETVM K.GL 

DRNAPSVPPQNTPQEAQQVDM 

WKKYIQWEKSNPLRTEDQTLIT 

KRVMFAYEQCLLVLGHHPDIW 

YEAAQYLEQSSKLLAEKGDMN 

NAKLFSDEAANIYERA1STLLK 

KNMLLYFAYADYEESRMKYEK 

VHSIYNRLLAIEDIDPTLVYIQY 

MKFARRAEGIKSGRMIFKKARE 

DTRTRHHVYVTAALMEYYCSK 

DKSVAFKIFELGLKKYGDIPEY 

VLAYIDYLSHLNEDNNTRVLFE 

RVLTSGSLPPEKSGEIWARFLAF 

ESNIGDLASILKVEKRRFTAFKE 

EYEGKETALLVDRYKFMDLYP 

CSASELKALGYKDVSRAKLAAI 

1PDPVVAPS1VPVLKDEVDRKPE 

YPKPDTQQMIPFQPRHLAPPGL 

HPVPGGVFPVPPAAVVLMKLLP 

PPICFQG PFVQVDELME1FRRCK 

iPNTVEEAVRJITGGAPELAVEG 

NGPVESNAVLTKAVKRPNEDS 


15455 


45823 


A 


15545 


12 


427 


SAEAMSGDGATEQAAEYVPEK 
VKKAEKKLEEN PYDLDA WSI\L 
IREAQV* * YRITFPSLWVQSHYL 
VLPVNNIFIILTL*MLFIGFQF*N 
QPMDKARKTYERLVAQFPSSGR 
FWKLYIEAEVTILFYFFLYQYCS 
1HL 


15456 


45824 


A 


15546 


150 


469 


SAEAMSGDGATEQAAEYVPEK 
\/v k a f i<r p\ i PCNDvni nAweir i 

Vrvrv/XcrvCALcnrNr Y Ui>U/\WoILI 

REAQNQPIDKARKTYERLVAQF 
PSSGRFWKLYIE AEVT1LF YFI FS 
Y1SIAAFTVVIENKLGT 


15457 


45825 


A 


15547 


1 


834 
















SFMRWQKGQLPQLCLHRESHC 
SPYPQPSFLGMEP/ADIHETTFN 
SIMKCDVDIHKGLYANAVLSSG 
TTMYPGIAYNRMQKE1TALAPS 
MMKIKIIAPA 



1978 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15459 


45827 


A 


15549 




1214 


MEEEIAALVIDNGSGMCKAGF 

AGDDAPRAVFPSIVGRPRHQGV 

MVGMGQKDSYVGDEAQSKRG 

1LTLKYPIEHGIVTNWDDMEKI 

WHHTFYNELRVAPEEHPVLLTE 

APLNPKAN REKMTQIMFETFNT 

PAMYVAIQAVLSLYASGRTTGI 

VMDSGDGVTHTVPIYEG\YALP 

HAILRLDLAGRDLTDYLMKILT 

ERGYSFTTTAEREIVRDIKEKLC 

YVALDFEQE\MATAA\SSSSLEK 

SYELPDSPRSSTNWQLSGFRLPL 

RH SFQPSFLG\MESCG\IHETTF\ 

NSIMK\CDVD1RKDLY\ANTVLS 

UK 1 rrL 1 LUI AIJKMv^Ivci I ALA 

PSTMK1KIIAPPERKYSVWIGGF 
HPWAWLSHLSSKMWVQQARS 
MTESGPLHSSTANGFLGGLLTL 
VAFTPFLWTKP 


15460 


45828 


A 


15550 


1 


2355 


MKQITFAPRNHLLTNTNTWTPD 

SQWLVFDMRTSGASFTGETIER 

VNIPTGYVEKPNKQCRHSVTRY 

GHGGHSDHTPSLTVATVATQIT 

PRHSGHGSHCDRNLSLATATA 

ATLITPHHLLWPRWPLGSHSVT 

WCGHGGHSDHTPSPTTATAVT 

RJTSRHPLRPQQSLGSHPVTHYS 

HGSHSDC1PVTRYAHGGHSDHT 

PSLAMATAATQMALCHSLWPR 

QPLGYLVNKIRRKRCTDGVSPS 

GKAPVFDTGIPWFESRYPSHLL 

RVSGSPPGYWGIAKRHQILNVS 

NMFGKFKTNLLGYRQAVRHRI 

LIPAFRGSNPRTPANLFKTLTLIS 

NMRALENDFFNSPPRKTVQFG 

GTVTE VLLKYKTA IEKRLEKLA 

VDPHRDRAQMLKVENVQQAW 

QQWINKLPPARREDEDVKEIR 

WMIEELRVSYFAQQLGKNSRA 

ESMLWSFHKA A 1 EAARTNIIQA 

QTRVEAAQATERRJAADIDDSE 

LKAPRDGRVQYRVAKPGEVLA 

AGGRVLNMVDLSDVYMTFFLP 

TEQAGTLKLGGEARLILDAAPD 

LR1PATISFVASVAQFTPKTVET 

SDERLKLMFRVKARIPPELLQQ 

HLEYVKTGLPGVAWSFLYSiNQ 

TICLRLDSIEAKLQALEATCKSL 

EEKLDLVTNKQH SP1Q VPM V A 

GSPLRTTQMCN KVR/CVNP* AT 

VVPPPVPQPTTQQYQGLDAGA 



1979 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15461 


45829 


A 


15551 


1 


956 


MSSGRRDALARGLGNSGDGAP 
HLGEHRQLEDVGGVTVTVTWT 
GRLQAAGCWTRSVSSTAAAGR 
REPSTRDGAALSTEPPDPPERLG 
HRGSRAGLTALGHVRTRGSSQ 
RGGRPEPWEHWLENGTRRTEL 
VDGVSYESWRRRPCRGQLESR 
LVLENHVATDEDEPALKCQRL 
EINCQDPSIKSFLYSINQTICLRL 
DSIEAKLQALEATCK.SLEEKLD 

1 VT\IfnT4CPin\/PM\/Ar.CDI DT 

TQMCNKVR7CAMH WLCVSCIF 
TCLPGWRPAAPDQGPAAISLCS 
LPSSSQGHREPLALGLPSALPPA 
HRQRLRG S ATVPIPP 


15462 


45830 


B 


15552 


161 


925 




15463 


45831 


A 


15553 


31 


856 


GGFLHHASFFVGRGRTLLMYFS 
LLGATPKPEPEPEQV1KNYTEEL 
K.VPPDEDCIICMEK.LSAASGYS 
DVTDSKAVGPLAVGCLTKCSH 
A FH LLCLL AM YCNGNKG PEHP 
NPGKPFTARGFPVASATFQTTPN 
GPQELVPYTPQITAWDLEGKVT 
ATTFSLEQPRCVFDGLASTNDT 

V WL V V ArMNAoKUr^lNrt 1 LA 

DIPASPQLLTDGHYMTLPVSPD 
QLPCDDPMAGSGGAPVLRVGH 
DHGCHQQPFCNAPLPGPGPYR 
WVVPTGALGLGLCLG 


15464 


45832 


A 


15554 


827 


1371 


GSSAGEASSSLRRLSPSQPISRPL 
LPAGEKVLVVW1EDQTSHNIPL 
SQQS KT/TLFNSMKAERG KE VT 
EEKLEARRGWFMRFKERSCFPN 
VKVQGEAANADIEAVACYPEY 
LAKITDEGGYTEQQIFSVDETA 

Li WrvlvMrorv I r l^AKJsJvINL/rlorl 

PSFSSQHL VQSA A INIKAKSSTS 
KKIMTP 


15465 


45833 


A 


15555 


799 


906 


FLNKLAFALRCGLALNSFLRKI 
QEPSLG\SKSGSLS 


15466 


45834 


A 


15556 


143 


560 





1980 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknonn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15467 


45835 


A 


15557 


1059 


1940 


QQMQQEMRRKSKWMAMLGK 
WETYQN S/TKGH L M K R V YKG I 
PMNVRAEVWSVLLNIQEIKAK 
NPRQYRVMKEKGKRSSEHIHQI 
DLAVSQTLRNHMFFRDRYGTK 
QQELFYILLAYSKYNPVVGYCR 
DLSHIAALFLLYLPEEDTFWAL 
VQLLASERHSCRVGEQLPLGLH 
AARPGDGHPGQPRHLPCVASLL 

r.AFDTCI I TA/PFPDr.TnDDCDt' C 

UAr K 1 aLL l Vr Jvt-rO 1 UrrcrKo 

DAFHPHQQKASHPPRGCPLCPG 
ATPSGSDSVQLALRNLRVLLPF 
SCSGSSCPWYPRKEALHPGGLE 
EQRGLQPLMGLVTG 


15468 


45836 


A 


15558 


123 


448 


A 1 A A A VVDCUCCDTr.RC A rvif 
3VR LLKoA^tDl/ r LK.LiK.IN SKI 

GVL*KLLQRK*RYQRALGLAM 
LSEWTISPKGPVSTGITKPMLTA 
SRVTVPRMTMSALLDFIHGA 


15469 


45837 


A 


15559 




6387 




15470 


45838 


A 


15560 


52 


3218 




15471 


45839 


A 


15561 


3602 


4015 


GSVESPLGQKTPRTSSASPCWPS 
TNLYRMELELYGPHVTSQVVK 
STRCAPIRWSA APSILCEVRVPV 
TMWTCLPLPATGRLSMW*IWP 
RQWPCVLTSATQS*LTRCGGGT 
RAVSLAPQSHL*VCPAQSSWTS 
ULWT 


15472 


45840 


A 


15562 


932 


1316 


RVQDIPAKRG 1 PQFRPK I KG 1GQ 

JT rvt^H Y r7\l\JrWiN VbAl^lvV V/ V 
rtUl^UALLrLLL 1 UrVLcAUVo 

LVRVRGRPLMRHTNYSFSPWH 
GFTIHRAKFIQSQDYQCSALMG 
GRKVMSISIRLKVQKAVNRA 


15473 


45841 


A 


15563 




263 




15474 


45842 


A 


15564 


66 


185 




15475 


45843 


A 


15565 




4217 


MRLAEERAALAAENADGEPGA 
DRRLRLLGTYVAMSLRPAAGA 
WERCAGSAEAEQLLQAFLGRD 
AAEGPRPLLVVRPGPRGLAIRP 
GLEVGPESGLAGAKALFFLRTG 
PEPPGPDSFRGAVVCGDLPAAP 
LEHLAALFSEVVLPVLANEKNR 
LNWPHMICEDVRRHAHSLQCD 
LSVILEQVKGKTLLPLPAGSEK 
MEFADSKSETVLDSIDKSVIYA1 
ESAVIKWSYQVQVVLKRESSQP 
LLQGENPTPKWELEF 



1981 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15476 


45844 


A 


15566 


26 


494 


RPGCGEWLGNAELWGQECQL 
HYSPPVSPWENSSGPRFSISKTG 
SL1PPLLNDICQNQKPQIILSHPA 

AETG*GQRSAQGQTFRQRPLSV 
SGNCRVPPRATVSRK/PRPAPAY 
ALSLKSPRRRPPRTGPAPPGLVP 


15477 


45845 


A 


15567 


1 


1242 




15478 


45846 


A 


15568 


114 


1219 


VDLPPGAPVRQSGSHGSVLRDH 

KTEGEARVLPLHQRVGKAGGR 

GATPGPHVHEDPVTICCGHSFC 

RP/C/ICLSWEEAQSPANCRACR 

EPSQKKDFKTNILLKNLVTIAR 

KASLWQFLSSEKQICGTHRQTK 

FCMFCDMDKSLLCLLCSNSQEH 

GAHKHYP1EEAAEEHREKLLKQ 

MR1LWKKIQENQRDLYEERRT 

AFLWRKRTLRLKGMTSGAQGT 

SQKVALGLLQQPLCHTVRAQS 

NSARVHKQRGGDAVSSGAG1P 

DPKAQRFPATLRSQAFTCTAG R 

RWGSGETVLHPLQRAGVRGAV 

AELHRQLLLSSSAAGFEECEGL 

CTSGPHITQGPDHQELYLSHEG 

VWTLFTCTGDRWKVLSGVPCP 



1982 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15479 


45847 


A 


15569 


1 


2694 


MRMAATAWAGLQGPPLPTLCP 

AVRTGLYCRDQAHAERATDVV 

LLAPFCQPKTRSHGTCPPTERDP 

RGEGSTEYPGRVDGIQGWGTR 

ALTGWTDRRLLCQACQTLPPR 

H WFLPG ARG WLGG SPC AHGQE 

SLPSQPSPILLRVESVKSRMLRR 

RAQEEDSTVLIDVSPPEAEKRG 

SYGSTAHASEPGGQQAAACRA 

GSPAKPRIADFVLVWEEDLKLD 

RQQDSAARDRTDMHRTWRETF 

LDNLRAAGLCVDQQDVQDGN 

TTVHYALLSASWAVLCYYAED 

LRLKLPLQVDYPTRPPTGRPAC/ 

CAWLGIPNVLLEVVPDVPPEYY 

SCRFRVNKLPRFLGSDNQDTFF 

TSTKRHQILFEILAKTPYGHEKK 

NLLGIHQLLAEGVLSAAFPLHD 

GPFKTPPEGPQAPRLNQRQVLF 

QHWARWGKWNKYQPLDHVR 

RYFGEKVALYFAWLGFYTGWL 

LPAAVVGTLVFLVGCFLVFSDI 

PTQELCGSKDSFEMCPLCLDCP 

FWLLSSACALAQVREEAGRLF 

DHGGTVFFSLFMALWAVLLLE 

YWKRK.SATLAYRWDCSDYED 

TEERPRPQFAASAPMTAPNPITG 

EDEPYFPERSRARRMLAGSVV1 

VVMVAVVVMCLVSIILYRAIM 

AIVVSRSGNTLLAAWASRIASL 

TG SV VNLVFI L1LSKI YVSLAH V 

LTRWEMHRTQTKFEDAFTLKV 


15480 


45848 


A 


15570 


1 


924 


M I SQFIPEN YFSGKSS ATSGWA 

RAQRDFRVGAGSARPALLSGRL 

APPALGSERLSTRASSCGGLPR 

ATPRGRAPPPATRHPVPSTAQR 

LRSAAARQRLAGSSARGRDAL 

GKASWAPESVLEVLARAVRQE 

KEIKGILLGKEEVKLSLFAGDMI 

VYLENPIISAQNLLKLMSNFSK 

VSGYKISVQKSHAFVYTNNRQS 

PCflfMQRf PPTVATf D TK"VT fllCi 
c.o^llVlon<i J rr I V A 1 rvrvl IV Y Luly 

i TPriVkTii FkrFwvk'Pi r MPtriP 

L I IKU V IS. L>L I iy c I N i rvruLlNIMv/D 

DTNKWKNIPCSWVGRINIVKM 
AILPKVIYRFNAIPIKLPMTFFTE 
LEKTK\FIWNQK\RAHIAKTI L 


15481 


45849 


A 


15571 


1 


825 




15482 


45850 


A 


15572 


1 


1488 





1983 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15483 


45851 


A 


15573 




1476 


MPIKVDWIKKSRTHTPRDTMSP 
KRGINISIQEYRNTPDASILSELR 
LERDTNTQVYTYEQEHTNKNN 
GHQAIDKQNKGHIRRESDRGEY 
YPLDCRPTGSLTDKGWGMLLC 
GMMTAGK.PTP1LTFLLDVGLPG 
GTAINKSSV1RVRNREEGNVEK 
WGERQVDQRDAVMRVRCGIR 
NNVEAGLKYGPGTMKVSLSVF 
YTTQQCRRYLSV LCFAGLARAS 
VPFNEDFQMSLDEKLFSNLHPL 
GSSSSPPKSLLHCPLLEHQFTML 
GFSDLGAQLASPSGSHTRAAGV 
AACQPAPTLTWLSPWVARGLG 
TLEQGVVLVGEARAAQEPMEW 
VGGSCMVGCRSRALPRGKAAK 
AWREIQRSAGAGGAPVSPWSG 
GAPSRACPPSASSVRFLCAARR 
LACNTYSPVLYCVRNWWILGL 
TDFNNEATDPRDPFLANVPGQL 
AAVA1GTCDGNVYSAGDRDYR 
FALESILKACTLALALEEVGPPA 
VQDKJGADPVTGLPF 














P.PI r.APAP.R pLV \A A PP*CCI <ZC. 

UrLOACAuivcriviViArr a aLavj 
*KLSVSPCPGLLISAEGPEAVFSI 
V*NARVRGFILEVSETKNPPIPD 
T1STKHASLMSDSYREKKLVPV 
VYPHSSTPSFQ 


15485 


45853 


A 


15575 


1 


1001 


MEAPQGALEQDGPAVLSQQRH 

RKKPFTATP1DPSYHRSHAISLS 

VIIGYCVPPSMAAEMAAYGWT 

MGKSKLMAGQWITQSQVFCDS 

STDGPRQHICAQTATLTKLQSQQ 

RSTNNSTVSHRQQWVNCRLLR 

VKCQRLRAHKELLPVQRWLWR 

QGRCVPTTSLVAVSETAGAGA 

AALALSRLCRCLQVSASARPFS 

SRTLSPQPKCWAMAASHQPIKG 

ILKNKTSRTSSMVALSEQPCRT 

VHEELSKKCQKWDEMNILSTY 

HPADKDYGLMK1DEPSPPYHG\ 

LTGDDENACSDTETTETMVSDI 

LAKKLAAAEGLEPKYWVQEQE 

SSGEEDLLAEE 


15486 


45854 


A 


15576 


1 


1851 




15487 












G KPDG DK VSQHLLL WKG/YSF / 
PPSLMKLSLAG YEILS* KFFSLR 
TLNIGPPLSSGFRVSAERSTVSL 
MDFPLCITQCFSPAALNIFSFIST 
LVNLT1MCLGVALLEQYLCCVL 


15488 


45856 


A 


15578 


2 


460 





1984 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15489 


45857 


A 


15579 


1 


2031 


MATEVFLIPYALLQCSLASYPS 

KPGIYVPSPQMWVGSVTCSDQ 

KNTIEVLVPKAYTLARQQYKSL 

SEQVYSCHQGTLNTRAQESAAS 

LLKPARPRTRQKKETPNTSEHQ 

KEQTLDTPPLRTVTLTTRVRGFI 

LEVSETKNPP1SDTMGLDISKQE 

EVLGRESDEQGEQSQGLSEMQ 

TALAMLLTREPISAKQAPHEPP 

RRQEDNTQAREGETRSRKTRA 

EGQKGHAHAENERNAKERESE 

RKRQEAEDENGKEKQERNEGT 

HARHMKRRKRDEKKRQGQNK 

PGNKRPEGNEEAQRRRKKNRE 

RQRFSF YQSGPS AAG LLVFAGG 

PLQSLFA WV SPLE A A EQQRFLS 

VPSSGPLRKFCLYFGFVGNATP 

LRGLNTHGRLLTPAHGTRRRHT 

RPLNSPVPEKAGSTTESNGSPY 

GQNPGPLPPKGNRAQGEKWM 

GRR1QGTTRPRAREANHKK.MT 

QIMFETFNTPA VY MAIQAMLSL 

YTYGCTTGIVMDSSDGVTHTVP 

1YEGYALPRAILCLDVAGRDLT 

NYLMKILTEHSYSFTTMAEREI 

VCD1KEKLYYVTLDFEQEMAT 

AASSSSLEK.SYELSDGQVITIGN 

ELSCCPEALFQPSFLSMESCDIH 

KTTFNS1MKCDMDIRKDLYTNT 

VLFGGNNM Y PG I ANR VQK1 VTL 

VWMGSSILALLSTFQQMWVSK\ 


15490 


45858 


A 


15580 


485 


886 


VPYFHFTCSHSSASQLPFLQMM 
KIAKTCSLGLNRLPEAKLKAFP 
TPRVTSL/WPRQRGRPRR\GCGR 
NRSGSLVSAARGVGGRSQAAA 
ARRDAPSPPATSRMPPRQGSVS 
WGCARNAPGRRADPEVRRQPG 
PSCT 


15491 


45859 


A 


15581 


1 


435 




15492 


45860 


A 


15582 


2 


339 


HRCSTGAFSTAASNSNADRPPP 

ARRRGLPR/RGPP/SRRRSPRPPR 

REPWPRTRRPRTRTAKARRRAT 

LEGRCRRACGHWQPRAAAAA 

AAAAAAVAAAAAAAAAAAAA 

GASATW 



1985 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15493 


45861 


A 


15583 


1067 


2093 


RRNTSSKCRSRNCRCPRSPHRH 
RPSLRPRSQQPKCKCRPRSRRSS 
RAPSSRRSRPQGLVPC*RAPPW 
PTSRWPGSPGFPLLNCSRKGRC 
RPRHPSQPRCPCRSLRWCPSRQ 
LWSPHRESPPCP*TSRGSAWRS 
VSHRRQQDRPWWTQPVHMQQ 
LLKLKQQAVQQQKAIQPQAAQ 
GPAAVQQK1TAQQ1TTPGAQQK 
VAYAAQRALKNPVSYHTHLPG 
PETGRGPASADPDPGCKTSSSCS 
TANTRGQHPASCLCFPAGFSTD 
CGAHAGDGGRAAGADDPCSDR 
DCPGGSAETHSAAGGDHGVGP 
APDSRRSQPSPGARQLRQPKPA 
AQVTDEGPCCQAKDTY 


15494 


45862 


A 


15584 


10 


607 


RALCGESRLPLARKLS*AKKSV 
QRSTLQSRRIWVCWFHFAN*SL 
F*KQGRT*ESPL*L*LIPAS*RPS 
TSESPPL*KANFQQPHRGL*EKV 
AEGRRGP**EY\YTSSSSSSSSSS 

ssssssssssssssssssssssssss 

SNN S SN SRHRRRRRRRLL SFL S R 
RRRHSRCCLSRSRPRRRPRRHP 
ARLWLRSRCTDQRKNFQLPRK 
TV 


15495 


45863 


A 


15585 


217 


1012 


AKNDSKRQNFGHRGQPTFGAD 
KAKGERVRTSSTIRRTSYLDTIT 
GPYLTGQWPRDPHGHYPSCMK 
DKATQTP\SCWAEEGAEKRSHQ 
RSA\SWGSADQLKEETPTDLQQ 
NAQQKLYKPEEVGCLISDFLKE 
KENCQPRJLYAGKLSSECTPDE 
EA VN I VEMITKDLE Y YINL VDK 
EWQGLRGLTPILKEVLRVKCY 
QTASHATKKSGMKGKVSQFGK 
LHCYFKKLPQLPLPSATAILISQ 
LTSTRQELHHKKDCNLLKTQM1 


15496 


45864 


A 


15586 


2 


387 




15497 


45865 


A 


15587 


1 


165 


LFMFFCLLYIR*QLLHPGYNAPF 
QNTAATRGRGIAQTAPEAAFQL 
FLHQRVRFHC 




45866 


— 


15588 


172 


359 


PDGDGIESINYLGQYGHFHDIDS 
SYP*AWNVLPFVCILFYFIEQWF 
1VLLEEVFH1PCKLDS 


15499 


45867 


B 


15589 


1 


2850 




15500 


45868 


C 


15590 


1 


2835 




15501 


45869 


C 


15591 


78 


491 





WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15502 


45870 


A 


15592 




5721 


M AVLSLPL APPTLM PP AHFNL V 
EMQVKATLKEYWQRKSPGIPA 
GANRJCKKINGSSPDTATSGGYH 
SPGDSATGIYGEGHASSATLED 
LELRQPTPSTSPNDCSLYPSPQS 
SSNSSSLHAPHSQYRELAVALH 
SSSAIISQLSENINSLNNENKSAL 
QLERQVKELKLGELKETVTSDP 
SNNGWEAVTSLWEGERLPARG 
AEEPRGSESTAAARPVPVSPAA 
VRGRLVAGEPGSYQPAETAAK 
AQLSLMALPGEGY 


15503 


45871 


C 


15593 


178 


1287 




15504 


45872 


B 


15594 


52 


855 




15505 


45873 


C 


15595 


1 


1698 












302 


617 


NLAVNPSGPGLFL1GKLLIIAS1S 
EHV1GLFRDSTSSWFSLGRVYV 
SRNLSVSSRFSLVFDDGDVQMG 
FWCGCPLCLLVFLLTUGPSAA 
GLLEFAGGPLQTLFA 


15507 


45875 


A 


15597 




2762 


MYGTGYRDVAGKWAI DPDSK 

REFLDVTQEG1QGCDFSGTCRQ 

TLSILTQPLRQWGLEGIKKPNS 

WI1SEESVSNGGPPLLIPRQTAS 

GVDLQQTPTDLQLRVLTVRRK 

TNKQKGIASTSTKRTSTPKPHL 

YVT11KDQSYIKPQRWGKNIAE 

KLKILK.IRVALSLQRNAAPHQQ 

WNKAGRRMSLMSSQKKASEVI 

ESQMNEIKGEEKFREKRVKRNE 

QSLQE1WDYVKRPDLRLIGVPD 

SDGENGTRLENTLQDI 


15508 


45876 


B 


15598 


1 


1989 




15509 


45877 


B 


15599 


1 


762 




15510 


45878 


A 


15600 


686 


850 


GQPERKVGLPTKGSPSD*QRISR 
QKLYKPKESGGQYSTFLKKRIF 
NPEFHIQPN 


15511 


45879 


A 


15601 


2 


382 




15512 


45880 


A 


15602 


1 


993 




15513 


45881 


A 


15603 


3 


460 


SPCWGQLLQATQP/ATAFAQKD 
LLVGAVLFGHNGSLSSRNTLAF 
SMDVGPSQWMWGLLNGCGAS 
AHRQCTRCTLQVTIALEGPLAP 
LKLAWHKKIYIFLGEAAEIRRD 
QLEAERELFHSRAEQGRLFVGR 
PGQAAHLMLPPGDCVSIWTQH 
MIT 


15514 


45882 


A 


15604 


1 


130 




15515 


45883 


B 


15605 


1 


561 





1987 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15516 


45884 


A 


15606 


94 


420 


EKAVGRWIFQSKRYRSPCEKPY 
SKGLQVQRTVPEGPSKAARAA 
QAPGPNLLPCLPT/PQTPEF1ISEP 
LANM YSCGNQNTLM EELAEQA 
QQHDEMLHMHHALKEALSIIS 


15517 


45885 


B 


15607 


46 


747 




15518 


45886 


A 


15608 


186 


364 


AFAPAPCTLVPGVLRGPPILLRE 
TGLAH*CPAVISPPKSLPWLPTA 
YSVESQQVILFGL 


15519 


45887 


A 


15609 


155 


511 


GAAVAGTQNLCLGGGGAVGG 
S*RGALNGEGLLHPGYNAPFQN 
TAATRDRG 1 AQTAPEA AFQLFL 
HQRVRFHC*FLLWREGRGR*AR 
REPLSRPQPPAGPLGGALPAPPL 
PDASTLVGVG 


15520 


45888 


A 


15610 


1352 


1684 


MS1RSAWCRAEFNSWISLLTFC 
LVDLSLVFDDGD1QMGFWCGC 
PFCLLVFLL1AAGPSAAGLLEFA 
GGPLQTLFAWASAVVAAEQQI 
LVSSKCCCLIVPLEVLSQRSTWP 


15521 


45889 


A 


15611 


98 


367 




15522 


45890 


A 


15612 


426 


738 


VCVWGDPPGPAGGHGEAAATL 
WKEKVDLKERVEKLELQF1HLS 
GQTDTIGRKYISQGAVSETQHW 
ERRTSSGWP\GPGGDEGEPAGA 
AGQVLQLVGDHKEGHGKF 


15523 


45891 


B 


15613 


86 


1411 




15524 


45892 


A 


15614 


950 


1493 


GTVFLWRRRGTLIFRVSGFSAL 
FFPPSLWFYLPFVFDDGDLQME 
FWYELSFLLMLLLFLCACWFSF 
*QSGPSAAGLLEFAGGPLQTLF 
AWVSAAVAEEQWILVNRKCCC 
L1VPLEVLSQRSTRPCEVSVHPY 
VHCCLGIEELNIYCSLHSLGLFE 
A1LLGKAFEELGCCDPSLFATV 


15525 


45893 


A 


15615 


1 


5731 


MDSHRPTAWPAAVLAGRSPVA 

AESERYCSRQPPLPRRQALLSV 

LVLASDTRLPFPWSSQTFCGILS 

KPLVLSGPLQTQGETNNENGLV 

GGGEVGMQPLVLFERSLFPGRC 

CVLERRIVPWMRQESYSSSSPI 

WFVDSDELNLTSVLECLEDDK 

NNNLLHQQLKWLICGLCRLYN 

LPKHLDVAMPDQPLPMGQSGP 

SAAGLLEFTGGPLQTLFAWVSA 

ALAAEKQILVNCKCCCL1VPLE 

VLSQRSTWQYELKEYW 


15526 


45894 


A 


15616 


2 


521 





WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15527 


45895 


A 


15617 


1 


1261 


msehniteecqqenqsieqwrsi 
ahsdsievswlheviktylkak 
stkldlmkklkelssqpsrkpk 
pf1psqegtgdndv1ysterlsk 
llnqkkgstrlydkplsnllnq 
kkvstrtegltvdsradmrnv 
ttillstessstdssssmdssssm 
dssssigrvetatcamipvqk.sk 
rsgppqgpsaatgdgaegrflp 
rcsrpwadrlawsqprrhlap 
gpsaatgdgaegrfpplcsccg 
tdrlawpqpqghlallprcge 
cgrarelpgdcclhaeggcssv 
levlarairqkkeieeiqigkqe 

VKLSLVADD11FCLENATDSSRN 
LLELIKEFSKVSRYKINGHKSVA 
LPYINSYQAENHIKNSTPFTIAA 
TNNNNKK\KNLG 1 YL AKESKDS 
YNENYKTATERNHRWSQAR 


15528 


45896 


B 


15618 


60 


499 




15529 


45897 


A 


15619 


134 


1416 


RTS1CWTMDSSVQNTVLGPTRS 

S VKG VME WLQ YLQMERR/CTL 

SISMESMPRVAEDAGDVGAAE 

PLHLEPPAGPLEVEQQLQAEIK 

HLRKTLESLAGQLQAQVEANE 

GSSHLNRQQDERLREWKAELW 

EEQGETGRSSVQKDRTTISHAL 

SQNHQLEEQLAKERLEATSQQ 

NQQLQSQMSLMALPGEGDELG 

SKEEEEAPQPMPS1LEDLKSREA 

MVAFLNSALVSAEEEQQAQLH 

GQLKEQRVCCQHLAHPVALAQ 

KEPE A A A PTPRTG GD S A V WT V 

DLQVEKTKFIMFTIKPGEVVNK 

DMAQSIYRSGKNLDKDMYGH 

DLEARRKTNRPLETTFYFLSYE 

LDYSRCFIGCLKCLCLPSPSATI 

GSFLKPSQKQKPVCLLYSLQNH 

EPIKPLFF1NYPDSDSYRHTQV1R 

ILLSGSIHVQVPATKTPL 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15530 


45898 


A 


15620 


1 


1665 


MGGHVGGRHRMLTPKLIPETL 

AAGSMKINPEEPNRPPrNGAPG 

GPALPLAAGDSGSEQAGEPALA 

ASELQGWDSTLGSPGSLRGTGI 

VATRSGSRGFRLSPASLGRRSR 

DRKTK.ELAFAGSGLATRGQRA 

SSDAAAGPPLSRCSPARTPQLPV 

RGSLTGPRAPAPPRARVCLLSC 

SCRQPFPPLTGGLNVGRPSGPS 

WKICPRSLPSASAETGIRRRRAA 

AHPPLQQPPLCGESLPSVQCSA 

NADSSIPVPSRWSQDACRNTGA 

AGPPGYPACVNNRNRTDKNSQ 

LDETHHMKTKVTDRGGFGAFT 

MLLRVVDTGHTSCSGSVEWDP 

RLYGDQADLSRSGHLDRPGAH 

HDYYTAIKKCEEGKSLDTTVK 

VKAGVNGFGRIEHLVTKPAFNS 

GKVDIVTINDPFVDLNNMVYM 

FQYDSTHGKFCGTVKAENRKL 

VASGNPITVFQ/ERDPSKIKW\YI 

AESTCIFTTMEK.AGADLQGGA 

KRVI 1 SAPSADAPM FVMDVNHE 

KYDNSLKIVSNASC1TNCLAPL 

ANVIHNFGIVEGPMTTVHA1TA 

TQKIVDGPSGKLA 


15531 


45899 


A 


15621 


2 


1105 


GRVGCSTVSRIFSCVASRATSLR 

TPMGKVKVGVNGFGRIGRLVT 

RAAFNSGKVD1VAINDPF1DLN 

YMVYMFQYDSTHGKFHGTVK 

AENGKLVINGNP1TI\FQER\YPS 

KIKWGDAGAEYFVESTGVFTT 

MEKAGAHLAQGGAKRVIISAPS 

ADAPMFVMGVNHEKYDNSLKI 

ISNUSCTTNCLIAPLAKVIHDNF 

GIVEGLMTTVHAITATQKTVLD 

GPSGKLWRDGRGAF\QNI\IPAS 

TGAAKAVGKVIP*AERGKLTG\ 

MAFRVPTANVSWVDLTCRLEK 

PAKYDDIKKWVKQGVGGPPQG 

AILGYTEH\QV\VSSDCNSGPPV 

FPPFDAGVAGIALNDHFVKLISW 

YDNEFGYSNRVVDLMAHMAS 


15532 


45900 


A 


15622 


121 


221 




15533 


45901 


A 


15623 


189 


538 





1990 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


15534 


45902 


A 


15624 


3 


1015 


DRAGPPGAPRLGQQLLCA1ILL 

GLAAKKKEINITI1KQLLKKFLN 

KKPSYGLERQMETTQNLVDSY 

MA I VN KT V WDLM VG VMPKTI 

MHVMINNTKEFIFSELLSNLYS 

RGDQKTLMEESAEQAQWRDE 

MLRMYHVLKEALGIIGDINTTTI 

STAPWGPVDNSWLQVQSVLARR 

R/SPGLAPTAPSLPTPHRLSLGA 

LGTGS VPTLLHHPG SSS VS S LSG 

LVA/DCFGLPKARGGPGQRLPF 

PSLPGRLFCDLAVAPPAPKAAP 

F1CDFVYCCDQASEPVGCQGQT 

APHRLHGSPLG1PQAPPGSIQA 

WLRAAVFWKGALCPRCGRHIQ 

EFLLHRCTLVSL 


15535 


45903 


A 


15625 


547 


1242 


PKALIKTSNKSSLSYQLTTHSGT 
MACPWIRHEVLLSRLGFLVLEN 
TNMDKRPSKLLRWLERQMETT 
QNLVDSY1V1AIVNKTVWDLMV 
GVMPKTIMHVMINNTKEFIFSE 
LLSNLYSRGDQKTLMEESAEQ 
AQWRDEMLRMYHVLKEALGII 
GNINTTTIST\PWGPVDNSCLQV 
QSVLAGCSFIILVQAVFLLYQA 
WWLLFWAPQGERWPWTSGLE 
DT VTREEG SPKGLS1SL 


15536 


45904 


A 


15626 


108 


308 


AQKHHLT*LSFLPRH*1LT*NLT 
KIPTSK1KKTPRSRSPRRSTSCFL 
DNLAPSCGCSGKGSSWR1C 


15537 


45905 


A 


15627 


687 


1910 


KDHQLRKKLRRRGKQGAFTAA 

LPPGSPRPPLRGGRSGGVGLGV 

RGQRTPQAPQAVTPSEGPEPLW 

GPVLGGGGEHRRGTGASAAAG 

ASMRRLGAAGGGAGAGPQRG 

VGARVVVSEEANSPGAAITSNR 

ETQDAN EGLSAPRPECLLHPTC 

RLLYVPLIVRDWVCHTRSVVLL 

QVVNVTGIAVGTGLASAYDTL 

MSQSFGVKNLKRVGIILQRGVL 

ILMLCCFPCWADLVNTERILLL 

LKQDPKSPGWTRECFQEWGSYI 

HLV1PSMFMVCTEQWTFEIGNF 

LAGLIDVMELGTQG I ICEL ASV 

AYMNYFRLNPQPPISDFT1NLAF 

LTLTERKILGYIQLRKGPDIVGP 

YGLLQPFTDAVK.VFTKEPLWPS 

TSTITLYIIAPTLALSIIVLLALPT 

RMLAATPRPRGT 


15538 


45906 


A 


15628 




1173 




15539 


45907 


A 


15629 


3 


1447 





1991 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




459Q8 


= 


|g63Q 


] 




MDPKQEEIPDSPEKEFRRYRIAE 
WIRIHQPIICCLQETHLTHKDSH 
KLKV/KG WNKAFHANGHQKSA 
ARETK 


15541 


45909 


A 


15631 


1 


1524 




15542 


45910 


A 


15632 


1 


575 


MALSERSQPQDHVSHDR1YVK 
H PE Y ANL YRQK V DYTLPRVSIS 
IHVGQAGVQIGNARWELYCLE 
LAIQPDGQMPSDKTIGGGDDSF 
NMFFSEIGAGKHVPRAVFVDLE 
PTVVDRCLGHWMAAFLGE\EV 
HTGTY RQLFH PEQL1 SGKEDAA 
NNYSRGHYTIGK/EDLVLDRIH 
KLLTSQCRKPKATMWLSQAT 


15543 


45911 


A 


15633 


208 


465 




15544 


45912 


A 


15634 


107 


827 


EARRPCTLHLRSALHPATMCEL 
YSKRDTLGLRKKHIGPSCKVFF 
ASDPIKIVRAQRQYMFDENGEQ 
YLDCINNVAHVGHCHP\EVVKA 
ALKQMELLNTNSRFLHDN1VEY 
AKRLSATLPGETLCLLFYKFRG 
YWPSSTNPSSRPAAPASPPAAE 
RAGDFRAGRKPSVPGSRSVSGS 
PRGPCSRLSLSTFCTRYCPLSAL 
TSGPGCPYPMCFFLSPRVSRLLY 
SSHMVAGCRALRRCKNSH 


15545 


45913 


A 


15635 


3 


1218 


GGLWEKMAAAAVQSRVVRYLS 

MSRSA1TA\IATSVCHGPPCRQL 

HHALMPHGKGGRSSVSGIVAT 

VFGATGFLG\RYVVNHLGTAW 

GSQ\VI1P\YRV*IKY*QSMHLSFP 

WG*PGGQLSVFLGNWGTARD* 

R FLFRR V S YN TGN VG S SI LFGTR 

LGETKNFVDFWRDVFVKIPQAIA 

\QL S KGS WEFEKFI SCFH I WNG G 

II*KALS*DI*GNKAVGEKVVRD 

AFP\EAIIVKPSDIFGREDRF\LNS 

F\ASMHRFG\PIPLG\SLGWKTV 

KQPV YV VDVSKG I VNAVKDPD 

ANGKSFAFVGPSRYULFHLVK 

YIFAVAHRLFLPFPLPLFAYRW 

V ARVFEI SPF E P Wl TRDK VERM 

HITDMKLPHLPGLEDLGIQATP 

LELK A I E VLRRHRT YRWL S AE I 

EDVKPAKTVNI 



1992 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15546 


45914 


A 


15636 


2 


799 


GLWEKMAAAAQSRVVRV\LS\ 

MSRSA1TAIATSVCHGPPCRQL 

HHALMPHG\KGGRSS\VSGIVAT 

GFGA\TGFLRRYVVNH\LGRMG 

SQVI1 PYRCDK YDIMHIARPMGD 

LGQLLFLEWDARDKDS1RRVV 

QHSNVVINL\IGTRP/WKSKNSD 

YEDVFVKIPQAIAQLSKAEAGW 

EKF1HV\SHLNANIKSSSRYLRN 

KNRK RE KEEMKKDLL SKKEPE 

PEDLENSQL1HIAKNEKACFEEN 

TKSVAEQPFDEEIVDATHQLTS 

YLGRSQE 


15547 


45915 


A 


15637 


560 


1394 


RKSSSVHNAASGLLGSRAPGAH 

RHLGRCRCRHRLVSPSPAMAE 

DLSAATSYTEDDFYCPVCQEVL 

KTPVRTTACQHVFCRKCFLTA 

MRESGAHCPLCRGNVTRRERA 

CPERALDLENIMR\KFSGSCRCC 

AK\QIKFYRMRHHYK\SCKKYQ 

DE YG VS S 1 1 PN FQISQDS VGNRIE 

NNTG1KQIPGAPAFGDGRVGCR 

QRNAKTELLAAAGESPCTMSL 

GSGPNLGPSPRSKSSSVTSPQPC 

FTEHPRERFVSFPVHYVLEGSR 

MSFLLWSLKTDRIFGH 


15548 


45916 


A 


15638 


1 


1026 


MKVVCKEVKFEKQCPEAVLLH 
WEQTDDDENKRCDLREPRKPE 
THTKG PGLLVPTTQPGRNEGQS 
G ADG K.H ARCSKTSCCLSGKEPS 
FIITEHCPLVPVQNTTIKPDSGIR 
1LQTLDSRETFTMSTALDVLQM 
KEEDVLKFLAAGTHLGGTDLD 
FRMEQHICKRKSGG1YIINLKRS 
WEKLLLVAPAIVAIENPADVSV 
1SSSSTGQRAMLKCAAATGATP 
1AGHFTPGTFTNQIQATFPNPRV 
LVVTDCRTGHQPLAEASYV/NN 
LPTIALCHTDSPLHHVDIAIPCN 
R/KAHSVDLMWMLAREILPM\R 
GTIARKHWWE\DPEEIEKEEQA 
AADKALTKEEFQGE 


15549 


45917 


A 


15639 


20 


441 


TAEIAIPCNNKG AHSVG* MWR 
MLAREDLRMRGTISGEHPWEV 
MPDLY F YRDTEEIEKEEQAA AD 
KAVTKEEFQGEWTAPAPEFTAT 
QPEAADWSEGVQVPSVPIQQFP 
TEDWS AQPATEDWS A A PTAQA 
TEWVGATTDWS 


15550 


45918 


B 


15640 


88 


531 




15551 


45919 


A 


15641 


1 


1302 





1993 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


15552 


45920 


A 


15642 


150 


957 


KAGASCCGSANPYVSVGKSCV 

LLAMAQLQTRFYTDNKKYAVD 

DVPLSIPAASEIADLSNIINKLLK 

DKNEFHKHVEFDFLIKGQFLRM 

PLDRHMEMENISSEEVVEIEYV 

EKYTAPQARSNAWFHDDWISS1 

KRGRGVRILTGSYDKTSRIWSLE 

GKSIMTIVGHTDVVKDVAWVK 

KDSLSCLLLSASMDQTILLWEW 

NVERNKVKALHCCKGHAGSV 

NSIAVDGSGTKYFGLRIEPKPA 

VSLVEEINSLSYRWTADNYKV 

GSGGKEEED 


15553 


45921 


A 


15643 




393 


VFCCPHCSLTFSKSFSSFSRLVR 
HQQTHWKQKSYLCPICDLSFGE 
KEGLMD/HLEGL*RQGPGQSSH 
HKCRVILGQWLGFSHDVPTMA 
GEEWKHGGDQSPPRJHTPRRRG 
LREKACKGDKTKEAVSILKHK 


15554 


45922 


A 


15644 


335 


537 


VYFK.QVTLDSSCRL* ERQVKST 
SSWNILSSTWRLPFCPTSVVLRF 
LTWICLRTISTSSISWFPADSS 


15555 


45923 


A 


15645 


153 


828 





1994 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15556 


45924 


A 


15646 


1 


2002 


MLESAGNQDIEDVDIVLRQIQV 

KNRSTTEVGQNGNLQVEVSYT 

QAH1APRPLASQGTWPHFVSSA 

PQPCFQVQNHSKYQNLYYSGFI 

RETEPISKGDVGEWLSAGK.GES 

SAMFASEQEISKDEQGTPVLGS 

FYWEVDSPRKESSQAWAPGQE 

WI KLERDTTEEKMFEQLKPIEP 

VQKTLPWVGEVAATLQEAMK 

RDCWREARVKKKPVTFEDVAV 

NFTQEE WDCLD A SQRVLYQDV 

MSETFKNLTSVEGKKKELREQ 

HPSLRDEGTSDDKVFLACRGA 

GQCPLSAPAGTMDRTRVLQAS 

QAGPP/FFFATTVGKCFSRRSYL 

YSHQFVHNPKLTNSCSQCGKLF 

RSPKSLSYHRRMHLGERPFCCT 

LCDKTYCDASGLSRHRRVHLG 

YRPHSCS VCG KS FRDQSELKRH 

QKIHQNQEPVDGNQECTLRIPG 

TQ AEFQTPI A RSQRSI QGLLD VN 

HAPVARSQEPIFRTEGPMAQNQ 

ASVLKNQAPVTRTQAPITGTLC 

QDARSNSHPVKPSRLNVFCCPH 

CSLTFSKKSYLSRHQKAHLTEP 

PNYCFHCSKSFSSFSRLVRHQQ 

THWKQKSYLCPICDLSFGEKEG 

LMDH WRG YKGKDLCQSSHHK 

CRVILGQWLGFSHDVPTMAGE 

EWKHGGDQSPPR1HTPRRRGLR 

EKACKGDKTKEAVSILKHK 


15557 


45925 


A 


15647 


1 


1048 


MPSL AELFEGSS KA FG A A A SQL 

NFPVASGEMLKFKYGVLRNPLH 

AVAAEP1ASRTSRLNLFFQGKPP 

FMTQQQMSPLSREGILDALFVL 

FEECSQPALMKIKHVSNFVRKY 

SDTIAELQELQPSAKDFEVRSLV 

GCGHFAEVQVVREKATGDIYA 

MKVMKKKALLAQEQVSFFEEE 

RNILSRSTSPWIPQLQYAFQDK 

NHLYLVMEYQPGGDLLSLLNR 

YEDQLDENLIQFYLAELILAVH 

SVHLMGYVHRDIKPENILVDRT 

GHIKLVDFGSAAKMNSNKMVN 

AKLP1GTPDYMAPEVLTVMNG 

DGKGTYGLDCDWWSVGVIAY 

EMIYGRSPFAEGTSARTFKNIM 



1995 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














KJIQQAFGLLDLHQWFARGSQG 
FRLQTEGCIIGFPTFEV*RHSGFL 
SCQSSCTGSFSSVWADVPLMFE 
GAAQPV*PVPSRGSADFRPLSIC 
* RSSRILL VKRCEN SG VR 




45927 


- — 


15649 


597 


808 


1 TMKSQRQIIKKA VTTKEMKSV 
CRRD/TPAFMFIAALFKIAKIRIQ 
RLCLSTDEWIKKMWYIHTMEY 
YSTLK 


15560 


45928 


B 


15650 


161 


3156 




15561 


45929 


A 


15651 


14 


270 




15562 


45930 


B 


15652 


787 


1821 




15563 


45931 


A 


15653 


1 


2412 


MAKSKGCSAATLASTHQILVTP 

WSCDNQKCLQTLPNVPGGTKL 

LLCEDHWFRNDSCNQAIPTIAT 

LLSFPSLQASLWTTHFLSPLNH 

HPVNPDSHLEQPPGQSPRLNFE 

AGDPERAPHALGCKRSRTRATS 

DRQPMASRDPGWGKASVGKA 

CALGSAVLPAGNDCTTDNLGL 

GSAGFEDLRLRLGQGPPRRQGA 

LQAAPRKASSCAAGQRLAPDSS 

FSRKRRPSRQRLGCETAAVADT 

AEAKSSEAPAFGWSTMDEAGS 

SASGGGFRRALDEPPNSRJFLVI 

SKYTPESVLRERFSPFGDIQDIW 

VVRDKHTKESKGIAFVKFARSS 

QACRAMEEMHGQCLGPNDTKP 

IKVRVPGSGCPRGKEWASWTSL 

HLLLCRGEGGVEHPFPAADQT 

APGLGTGAALRRGSPPTKLRRV 

AGKGTGCGVFAPRERTRQPRPP 

GDRTAVAGLP\SPSPSLIHQLLSS 

LPNSS*PTLSTFLTFLSQMPRFP 

Y1KNGKTL/PFPQVFIAQSRSSGS 

H RD VEDEELTRIFVMIPKS YTEE 

DLREKFKVYGDIEYCSIIKNKVT 

GESKGLGYVRYLKPSQAAQA1E 

NCDRSFRAILAEPKNKASESSE 

QDYYSNMRQEALGHEPRVNMF 

PFGHGVVQYFNVASAIYAKYK 

LHGFQYPPGNRIGVSF1DDGSN 

ATEKMATQMVAAQLASMVWN 

NPSQQQFMQFGGSSGSQLPQIQ 



1996 



WO 01/075067 



PCT7US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=(Jnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15564 


45932 


A 


15654 


375 


2059 


dssvwqtpqkqravrplhsgg 
apwtklaalratrgfrpgvds 
ldeppnsr1flv1skytpesvlre 
rfspfgdiqdiwvvrdkhtk.es 
k.giafvkfarssqacrameem 

HGQCLGPNDTKPIKVRVPGSGC 
PRGKEWASWTSLHLLLCRGEG 
GVEHPFPAADQTAPGLGTGAA 
LRRGSPPTKLRRVAGKGTGCG 
VFAPRERTRQPRPPGDRTAVAG 
LPLSLALTNPPALEFTAKLVLA 
YFEYFSDLPLSDAQISIYKKRKN 
STFPQVFIAQSRSSGSHRDVEDE 
ELTRI F VM1PKS YTEEDLREKFK 
VYGDIEYCS1IKNKVTGESKGL 
GYVRYLKPSQAAQAIENCDRSF 
RA1LAEPKNKASESSEQDYYSN 
MRQE ALGHEPR VN M FPFG HG V 
VQYFNVASA1YAKYKLHGFQY 
PPGNRIGVSFIDDGSNATDLL1K 
MATQMVAAQ/RLHQWCG1TQV 
SNNLAVQFGGSSGSQLPQIQTD 
VVLPSCKKKAPAETPVKERLF1 
V FN PH PLPLDVLEDIFCRFGNLI 
EVYLVSGKNVGYAK.YADRISA 
NDAIATLHWKDSF.WGET j 


15565 


45933 


A 


15655 


257 


412 




15566 


45934 


A 


15656 


3 


866 


HAASPCCCYEEKLQSPLQKHLRV 
CSLRTWSLAARVAEGTAETVD 
PSAAPK.TSVWSSRVCWGRLLA 
T1SPSVNETDTCGMEDRRLVVC 
RPWRAQCHMKAWGWRHPEEG 
GTHSGAPSAVLQALAVAIQLGG 
HLADPLLQVDPLSSCGAVSLDI 
LIYLVFYYRTASVPETYIVKTLF 
KKLESQSLIQSNVLTRSNSMKA 
ERGEEAAKEKSEASRGWFMRF 
KERSCLHMKMQGEAASADVE 
AAASYPKDLAKITDEHGYTKQ 
Q\FDVYKTAFCWRVMLKKYVK 
LLFVLCPLP 



1997 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15567 


45935 


A 


15657 


333 


1034 


RLSTTVMRGAFVFXMHKMPRL 
WLDYCQF\LMDQGRVTHTRRT 
FDRALRALPITQHSRIWPLYLRF 
LRSHPLPETAVRGYRRFLKLSP 
ESAEEYIEYLKSSDRLDEAAQR 
LATVVNDERFVSKAGKSNYQL 
WHELCDLISQNPDKVQSLNVD 
AIIRGGLTRFTDQLGKLWCSLA 
DYYIRSGHFEK1RKAPVNGGPT 
WMVGQNSVPRFQTRRLTPLKR 
K.GPLVTDFRJEKQPTPLAQE 


15568 


45936 


A 


15658 


172 


346 


ARPCRWCPGS*TSASAPGPGLR 
PCPP\GGDRTPASPPLHNQAAA 
APPGPGTWRGAAAS 


15569 


45937 


A 


15659 


293 


482 




15570 


45938 


A 


15660 


468 


791 


LAKCGCLEARGRARQTSGRPRP 
TDGGP*SPCWETGKGHPVLGR 

KOo/rLirvt^OL SLrl^oL^fu^WK 

VSQETGTSSSSLGLMRPSDKKP 


15571 


45939 


A 


15661 


366 


609 




15572 


45940 


D 


15662 


321 


739 




15573 


45941 


A 


15663 


1 


1815 




15574 


45942 


A 


15664 




1911 




15575 


45943 


A 


15665 


437 


1125 


PVSCSGHSRWAAAAISIALSMIE 
TVNMVFTFYSRHHGTISTRVL/I 
G ICRPERQDGQDT VNLGTLEET 
ASPSPVVTTSPPQPMLPSAFPPL 
SEEINPALPEATVMASPEAVAR 
QDNVDSAQEPPPTPLCASRPTT 
RQKSWWGARGEVESVTHEEM 
HYTGKELLEFSNLYKEKSGEQA 
WEWILRVWDNGGRN1QLDHPE 
FVDLGPLSRNSAFNVAVRGVK 
KGSKSLFAWLGE1 


15576 


45944 


C 


15666 


49 


186 




15577 


45945 


A 


15667 


80 


877 


GAERLPEGPGKRMVFRRFVEW 
GRVAYVSFGPHAGKI/VSAMVD 
VF\DQNKGFWSNGPCTQVR\RQ 
A\MPFK\CMQLT\DFILKFPHSAH 
Q\KYVRQSLGRREDINTICLGQP 
TRWGQGRFESQEEKEKPRLTDF 
*SVF*S**RAK.EN*RDRINPRNE 
V* EAFKRA AFPGKASSQKKAPG 
Y* GVLLAAAAA AAA A AAAAA 

A A A A A A A l^W/PA Wt7\ A A <ZW 

APAQKVPAQK\ATGQK\AAPAP 
KAQNGSKSSKPQKAPAPKASG 
KESISGNHKK 


15578 


45946 


A 


15668 


253 


1218 




15579 


45947 


A 


15669 


1 


1819 
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SEQID 
NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15580 


45948 


A 


15670 


1 


2422 


MCPILREHRGSTEGKRRQKRLP 

LELTLKDEEVLAHRQEIEVAKA 

SPSKGNIIIHFGYK.GVEYHDQQ 

DVTSNFLGAMWLISITFLSIGYG 

DMVPNTYCGKGVCLLTGIMGA 

GCTAL V V A V V ARKL ELTKAEK 

HVHNFMMDTQLTKRHCPWAA 

TIQPKLSFL1SLPGCDYRGESAR 

ARPLSHPPLQLGLGKDARYLRI 

CDRSLLCVCAAAGNAGLRPRD 

SPHTLLHWRSRSPYFFSPKPVPP 

QLLGGQPAAHSRRDDLGEAGV 

GRGGCCFAALRGVQSEKWSGF 

HTVPEPAPGQGDVMPIVLVRPT 

NRTRRLDSTGAGMGPSSHQQQ 

ESPLPTITHCAGCTTAWSPCSFN 

SPDMETPLQFQRGFFPEQPPPPP 

RSSHLHCQQQQQSQDKPCPPFA 

PLPHPHHHPHLAHQQPASGGSS 

PCLRCNSCASSGAPAAGAGDNL 

SLLLRTSSPGGAFRTRTSSPLSG 

SSCCCCCCSSRRGSQLN VSELTP 

SSHASALRQQYAQQSAQQSAS 

ASQYHQCHSLQPAASPTGSLGS 

LGSGPPLSHHHHHPHPAHHQH 

HQPQARRESNPFTEIAMSSCRY 

NGG VMRPLSNLS ASRRN LHEM 

DSEAQPLQPPASVGGGGGASSP 

SAAAAAAAAVSSSAPEIVVSKP 

EHNNSNNLALYGTGGGGSTGG 

GGGGGGSGHGSSSGTKSSKKK 

NQNIGYKLGHRRALFEKRKRLS 


15581 


45949 


A 


15671 


1 


246 


SEPPHRGPTGALPSGAVRRGPL 
SSRPQIGRSTDSLHCVPGKATD 
AQRQPVKAAGSGAVPCKATG 
WSCPKL*EPISCINVTIC 


15582 


45950 


B 


15672 


43 


741 




15583 


45951 


A 


15673 


687 


1012 


FHTSRPFWNISELSRFCIQKYKK 
PWHSVSDFYRYQFFICQGTACC 
PASLRM* HCPN* ILQGTSSQNCC 
SCSGKSCSPMQQRHRSTVCSGS 
GTFCVGSCESFEGTYFSR 



1999 



